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Online Supplementary Materials D.  The testing dataset contains 42 viral proteins classified 
into 4 subcellular locations with respect to their host cells according to the experimental 
annotations. Both the accession numbers and sequences are given. None of the proteins has 

25% sequence identity to any others in the same subcellular location of either the dataset here 
or the learning dataset in the Online Supplementary Materials C. See the text of the paper for 
further explanation. 

≥

 
(1) 4 Cytoplasm proteins 
>P31352 
MQHPTQYPDARLSSPIILDQCDLLARSLGLYSHYSHNPKLRNCRIPHHIYRLRNSTALKT 
FLQNCSILTVPFHSIWDHILTSIQYDAINHVDDFKYLLPSELVKYANWDNEFLKAYLNKI 
LGLDHVFSASARSQCEDFSPKENPYYWGMLLLVHLSQLARRIKGQRGSLRSNWKFIGTDL 
ELFGIADFVIFKVPVKTIIRNAVSLQASKPGLRIWYRDQNLTPYLCDDEFIVSVASYECF 
IMIKDVFIERYNTWEICARAWLEDSDGADYPPLDVLGELYNQGDQIIAMYLEDGFKLIKH 
LEPLCVSCIQTHGIFTPRKYWFQSQMIKSYYDELHDLNLKLQISDNKAECAQNFIKTIVQ 
AKLTPQQYCELFSLQKHWGHPVLYNDVALDKVKKHAQSTKILKPKVMFETFCVFKFIVAK 
NHYHSQGSWYKTTHDLHLTPYLRQHIVSNSFPSQAEIYQHLWEWYFVEHEPLFSTKIISD 
LSIFIKDRLTAVNQECWDSVFDRSVLGYNPPVRFQSKRVPEQFLGQADFSLNQILEFAEK 
LEYLAPSYRNFSFSLKEKELNIGRTFGKLPYRVRNVQTLAEALLADGLAKAFPSNMMVVT 
EREQKEALLHQASWHHNSASIGENAIVRGASFVTDLEKYNLAFRYEFTRHFIDYCNRCYG 
VKNLFDWMHFLIPLCYMHVSDFYSPPHCVTEDNRNNPPDCANAYHYHLGGIEGLQQKLWT 
CISCAQITLVELKTKLKLKSSVMGDNQCITTLSLFPIDAPNDYQENEAELNAARVAVELA 
ITTGYSGIFLKPEETFVHSGFIYFGKKQYLNGVQLPQSLKTMARCGPLSDSIFDDLQGSL 
ASIGTSFERGTSETRHIFPSRWIASFHSMLAINLLNQNHLGFPLGFNIDISCFKKPLTFS 
EKLIALITPQVLGGLSFLNPEKLFYRNISDPLTSGLFQLKNALEFLEKEELFYILISKKP 
GLADASDFVMNPLGLNVPRSKEIITFLRQTVRENITITSQNRIINSLFHIGSDLEDQRVC 
EWLLSSNPVMSRFAADIFSRTPSGKRLQVLGYLEGTRTLLASRTISLTTEGTMLMKLREL 
TRNRWKSWFSYIDALDDDLSESLEKFTCTVDVANFLRAYSWSDVLKGKRLIGATLPCLLE 
QFEVKWINLSEDLREQFNLSSDSKSTINLLPYDCKELRLEGSNDTELNYVSCALDRKVVQ 
KHPSVNRLAWTIGNRAPYIGSRTEDKIGYPPLRVNCPSAALKEAIEMVSRLLWVTQGTAD 
REKLLIPLLNSRVNLDYQTVLNFLPTHYSGNIVHRYNDQYGQHSFMANRMSNTSTRAIIS 
TNTLGKYAGGGQAAIDSNIIFQNTINLGVAVLDIALSLAKLSSASNVTFRLMLNKCCTRH 
VPSEYLYFDKPLDVDLNKYMDNELVYDNDPLCSGIKGRLGRVSRSTLSLSLNVSDIGSYD 
FPTIAAWTLGETIVGSIFSDESSQSTDPISSGCTKTFVTHFLVYPVESIFYAFGANLIVE 
SLSLSRIKSIKNLSDLTFLISSTIRNLSHRSLRILQSTFRHELVLTRLAHHIPLISLMLG 
GSAGEKSSSDAVRLFLTASYQNFINNFSCLMKKGQSSLPVWLYFPSEGQQLKPILKILQR 
LSDLLSPDKIQKRKILADTCCPIGSFWVYPSKSTRTNHYYASLNYWRDKANKVKNTPFSH 
LINCSFPEFSSHTSSVSSNQQVTNSKYIVYPENITEINARTRLINYGSTALQGMDTKMPL 
SEQNLVENCRPSEGIRFKDNQKITKHDQRCEREESSPQQMFPEDNMQTPAHIHSSSPFQI 
LIKSLDAHEDFDASKIILNSEINNLNLTEYTLNTKLLTTPTRTEILDTSPLQSSRYSSTS 
RERSLLSREQASYLYVDCSNIPSISLDPGFRSMSDQNQVQMLINTYKRDLHACFDSNQFC 
RFTGVVSSMHYKLYDLLPPGKLKKAICLAEGEGSGARLLLKWKETDYLFFNTLATDSQQE 
AEILSGRVIPRMLYNIDRLSALLESRRLILNNLTIQITDITNPLWLDSVIQYLPEDSDIL 
TMDAETTKDETREQLYKTIVNIWTRTSPNIPKISIIKVFLLDYEGTLFLMKNAIQYYGQV 
QLKKPYSSNAKNSEWYLCCGKRRIQRLQIDFSDQVGIFLICKAMSRQRQAIPYWLKHIEK 
NYPASLHEFFLTLGFPSLESSFCHRYTIPFSEGKALFHKVQSYVRQGKQHLHSLMLDYEN 
NSPLLDLRNHFICSLRGKITKYYNDILKLNLVIKAVEKGKNWSQLVEILPNMHSVCIVHV 
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DHECSGCEKRLLLKLDFIRNTKIAEQKLLNRVIGYILFFPFGLFKSGSLRA 
>Q80872 
MAVAYADKPNHFINFPLTHFQGFVLNYKGLQFQILDEGVDCKIQTAPHISLTMLDIQPED 
YKSVDVAIQEVIDDMHWGDGFQIKFENPHILGRCIVLDVKGVEELHDDLVNYIRDKGCVA 
DQSRKWIGHCTIAQLTDAALSIKENVDFINSMQFNYKITINPSSPARLEIVKLGAEKKDG 
FYETIVSHWMGIRFEYTSPTDKLAMIMGYCCLDVVRKELEEGDLPENDDDAWFKLSYHYE 
NNSWFFRHVYRKSFHFRKACQNLDCNCLGFYESPVEED 
>P16913 
MNFQGLVLTDNCKNQWVVGPLIGKGGFGSIYTTNDNNYVVKIEPKANGSLFTEQAFYTRV 
LKPSVIEEWKKSHNIKHVGLITCKAFGLYKSINVEYRFLVINRLGADLDAVIRANNNRLP 
KRSVMLIGIEILNTIQFMHEQGYSHGDIKASNIVLDQIDKNKLYLVDYGLVSKFMSNGEH 
VPFIRNPNKMDNGTLEFTPIDSHKGYVVSRRGDLETLGYCMIRWLGGILPWTKISETKNC 
ALVSATKQKYVNNTATLLMTSLQYAPRELLQYITMVNSLTYFEEPNYDEFRHILMQGVYY 
>P89079 
MAESLYAFIDSPGGIAPVQEGTSNRYTFFCPESFHIPPHGVVLLHLKVSVLVPTGYQGRF 
MALNDYHARDILTQSDVIFAGRRQELTVLLFNHTDRFLYVRKGHPVGTLLLERVIFPSVK 
IATLV 
(2) 2 Extracellular proteins 
>P15240 
MLKRSLLFLTVLLLLFSFSSITNEVSASSSFDKGKYKKGDDASYFEPTGPYLMVNVTGVD 
GKRNELLSPRYVEFPIKPGTTLTKEKIEYYVEWALDATAYKEFRVVELDPSAKIEVTYYD 
KNKKKEETKSFPITEKGFVVPDLSEHIKNPGFNLITKVVIEKK 
>O40633 
MTFRKTSLVLLLLLSIDCIVKSEITSAQTPRCLAANNSFPRSVMVTLSIRNWNTSSKRAS 
DYYNRSTSPWTLYRNEDQDRYPSVIWEAKCRYLGCVNADGNVDYHMNSVPIQQEILVVRK 
GHNPCPNSFRLEKMLVTVGCTCVTPIVHNV 
(3) 20 Nucleus proteins 
>P23091 
MASELAMSGSDLPTSPLAMEYVNDFDLMKFEVKKEPVETDRIISQCGRLIAGGSLSSTPM 
STPCSSVPPSPSFSAPSPGSGTDQKTHLEDYYWMTGYPQQLNPEALGFSPEDAVEALINS 
SHHPLPGAFDGYARGQQLAAAAGGSVPAEEMGSAAAVVSAVIAAAAAQGGAPHYHHHHHH 
PHHGGGGGGGGHPHGAAPGSAPPSSASSSAAGSGGGGGGGGGGAGGLHHPHHGGGGGGGG 
LHFDDRFSDEQLVTMSMRELNRQLRGVSKEEVIRLKQKRRTLKNRGYAQSCRFKRVQQRH 
VLESEKNQLLQQVEHLKQEISRLVRERDAYKEKYEKLVSNGFRENGSSSDNPSSPEFFMY 
PRESSTTVM 
>P11675 
MADDLFDFIETEGNFSQLLAAAAAAAEEEGIASGPDGGSQGSRRRGSSGEDLLFGPGGLF 
SDDAAEAEAAVLAAAAGATRPPRPPSAQQQRHARRGSGEIVVLDDEDEEEDEPGSPAAGS 
PGRALHQGSEHGHLVLGPRSRAGSGPRPPTPAALAAAEAGAPGGPGRSSPSAASPASSSS 
GSSGSSGSPGPSAAPRRWSPARGDPVGEPGPAARPRTPAPPAQPAAVAAAPARRGPASPA 
SPAAGPVSAPGGGGAPSGGGDRGRHHHQHREPLLDEPAAARRLDPRPLGARSPVSSNPNS 
SSSSTTTVAVEPVARGPEKDEDGLGLAGDGGAPLQRQPRRRRAGEGALRRGRGFSSSSSG 
GSDSDLSPARSPSAPRAPAAAAAAARRSASSSSSSSSSSSSSSSSEGEEDEGVRPGAPLA 
RAGPPPSPPAPAAAPRPSASSASATSSSAAASPAPAPEPARPPRRKRRSTNNHLSLMADG 
PPPTDGPLLTPLGEPWPGSDPPADGRVRYGGAGDSREGLWDEDDVRQAAARYRAAAGPVP 
VFIPEMGDSRKQHEALVRLIYSGAAGEAMSWLQNPRMQAPDQRFNQFCQRRVHAPHGHGS 
FITGSVTPPLPHIGDAMAAQDPLWALPHAVSAVAMSRRYDRTQKTFILQSLRRAYADMAY 
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PGRAADPRAGEATVEALCARVRAAFAAAQPGRVPRELADACVLACRGVLERLLPCPLRLP 
APARAPAALGPACLEEVTAALLALRDAIPGAGPAERQQAADSVALVARTVAPLVRYSVDG 
ARAREAAWTYAAALFAPANVAGARLAEAAARPGPAEPAPGLPPLWPEQPGLVVPAPAPAA 
AGAPSGLPGSGPSSPASTKSGSSTKSSSGTKSGLSGSSGYASSPAAGPDPAPERRKKKRR 
APGARRPGDGEEDEGLSGSALRGDGHGHRDDEEDRGPRRKRRSLGLGPAPDPAPALVSSS 
SSSSSSEDDRLRRPLGPMPEHPAPDGGFRRVPAGETHTPRPSAAALAAYCPPEVARALVD 
QEVFPELWRPALTFDPAALAHIAARRGAAGAPLRRRAAWMRQIADPEDVRVVVLYDPLPH 
EELCAEPAEGAPRPAWDPRRGGLSALLAAFAHRLCTPDSHAWAGNWTGRPDIGRLNAQGV 
LLLSARDLGFAGAVEYLCSRLGAARRRLIVLDTIEDWPADGPAVGDYHVYVRARLDPAAQ 
CAVRWPECRELRAAVLDSSSIVGPACFARVEASFARLHPGAEPLRLCRQDNVRYTVSTRA 
GPRTPVPLPPRAYRERVLPTVDGCKDMARQRSALGLGDPDFDAGAAFGHRAANRWGLGAP 
LRPVFVSCGRRGLAELRGPEGLPAELRAFCAAALLEPDAEAAPLVLAPGALAAAGAPPAV 
RWDFAPFETSVRAAAGGAVETHRPSGARGPGEDGEDSAAVEIVGFRGGDGRPRGPLGPIK 
VEAISDDEEAEDAGNPYLLLR 
>P03116 
MANDKGSNWDSGLGCSYLLTEAECESDKENEEPGAGVELSVESDRYDSQDEDFVDNASVF 
QGNHLEVFQALEKKAGEEQILNLKRKVLGSSQNSSGSEASETPVKRRKSGAKRRLFAENE 
ANRVLTPLQVQGEGEGRQELNEEQAISHLHLQLVKSKNATVFKLGLFKSLFLCSFHDITR 
LFKNDKTTNQQWVLAVFGLAEVFFEASFELLKKQCSFLQMQKRSHEGGTCAVYLICFNTA 
KSRETVRNLMANTLNVREECLMLQPAKIRGLSAALFWFKSSLSPATLKHGALPEWIRAQT 
TLNESLQTEKFDFGTMVQWAYDHKYAEESKIAYEYALAAGSDSNARAFLATNSQAKHVKD 
CATMVRHYLRAETQALSMPAYIKARCKLATGEGSWKSILTFFNYQNIELITFINALKLWL 
KGIPKKNCLAFIGPPNTGKSMLCNSLIHFLGGSVLSFANHKSHFWLASLADTRAALVDDA 
THACWRYFDTYLRNALDGYPVSIDRKHKAAVQIKAPPLLVTSNIDVQAEDRYLYLHSRVQ 
TFRFEQPCTDESGEQPFNITDADWKSFFVRLWGRLDLIDEEEDSEEDGDSMRTFTCSARN 
TNAVD 
>P06921 
MENLSERFNALQDQLMNIYEAAEQTLQAQIKHWQTLRKEPVLLYYAREKGVTRLGYQPVP 
VKAVSETKAKEAIAMVLQLESLQTSDFAHEPWTLVDTSIETFRSAPEGHFKKGPLPVEVI 
YDNDPDNANLYTMWTYVYYMDADDKWHKARSGVNHIGIYYLQGTFKNYYVLFADDAKRYG 
TTGEWEVKVNKETVFAPVTSSTPPGSPGGQADTNTTPATPTTSTTAVDSTSRQLTTSKQP 
QQTETRGRRYGRRPSSKSRRSQTQQRRSRSRHRSRSRSRSRSKSQTHTTRSTTRSRSTSL 
TKTRALTSRSRSRGRSPTTCRRGGGRSPRRRSRSPSTSSSCTTQRSQRARAESSTTRGAR 
GSRGSRGGSRGGRGRRRGRSSSSSSPAHKRSRGGSAKLRGVSPGEVGGSLRSVSSKHTGR 
LGRLLEEARDPPVIIVKGAANTLKNVRNRAKIKYMGLFRSFSTTWSWVAGDGTERLGRPR 
MLISFSSYTQRRDFDEAVRYPKGVDKAYGNLDSL 
>P08546 
MFFNPYLSGGVTGGAVAGGRRQRSQPGSAQGSGKRPPQKQFLQIVPRGVMFDGQTGLIKH 
KTGRLPLMFYREIKHLLSHDMVWPCPWRETLVGRVVGPIRFHTYDQTDAVLFFDSPENVS 
PRYRQHLVPSGNVLRFFGATEHGYSICVNVFGQRSYFYCEYSDTDRLREVIASVGELVPE 
PRTPYAVSVTPATKTSIYGYGTRPVPDLQCVSISNWTMARKIGEYLLEQGFPVYEVRVDP 
LTRLVIDRRITTFGWCSVNRYDWRQQGRASTCDIEVDCDVSDLVAVPDDSSWPRYRCLSF 
DIECMSGEGGFPCAEKSDDIVIQISCVCYETGGNTAVDQGIPNGNDGRGCTSEGVIFGHS 
GLHLFTIGTCGQVGPDVDVYEFPSEYELLLGFMLFFQRYAPAFVTGYNINSFDLKYILTR 
LEYLYKVDSQRFCKLPTAQGGRFFLHSPAVGFKRQYAAAFPSASHNNPASTAATKVYIAG 
SVVIDMYPVCMAKTNSPNYKLNTMAELYLRQRKDDLSYKDIPRCFVANAEGRAQVGRYCL 
QDAVLVRDLFNTINFHYEAGAIARLAKIPLRRVIFDGQQIRIYTSLLDECACRDFILPNH 
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YSKGTTVPETNSVAVSPNAAIISTAAVPGDAGSVAAMFQMSPPLQSAPSSQDGVSPGSGS 
NSSSSVGVFSVGSGSSGGVGVSNDNHGAGGTAAVSYQGATVFEPEVGYYNDPVAVFDFAS 
LYPSIIMAHNLCYSTLLVPGGEYPVDPADVYSVTLENGVTHRFVRASVRVSVLSELLNKW 
VSQRRAVRECMRECQDPVRRMLLDKEQMALKVTCNAFYGFTGVVNGMMPCLPIAASITRI 
GRDMLERTARFIKDNFSEPCFLHNFFNQEDYVVGTREGDSEESSALPEGLETSSGGSNER 
RVEARVIYGDTDSVFVRFRGLTPQALVARGPSLAHYVTACLFVEPVKLEFEKVFVSLMMI 
CKKRYIGKVEGASGLSMKGVDLVRKTACEFVKGVTRDVLSLLFEDREVSEAAVRLSRLSL 
DEVKKYGVPRGFWRILRRLVQARDDLYLHRVRVEDLVLSSVLSKDISLYRQSNLPHIAVI 
KRLAARSEELPSVGDRVFYVLTAPGVRTAPQGSSDNGDSVTAGVVSRSDAIDGTDDDADG 
GGVEESNRRGGEPAKKRARKPPSAVCNYEVAEDPSYVREHGVPIHADKYFEQVLKAVTNV 
LSPVFPGGETARKDKFLHMVLPRRLHLEPAFLPYSVKAHECC 
>P54094 
MNALQEDTPPGPSTVFRPPTSSRPLETPHCREIRIGIAGITITLSLCGCANARAPTLRSA 
TADNSESTGFKNVPDLRTDQPKPPSKKRSCDPSEYRVSELKESLITTTPSRPRTARRCIR 
L 
>P36720 
MDDNTGTEGGACSESERAGGWFIVEAIVDRRTGDPISSDDDEEEDEAGEDFVDFIDDTRS 
LGDGQEVAQELFQQQTAADDDVAVQTVKRKFAPSPYFSPVCEQASIEHELSPRLDAIKLG 
RQSAKAKRRLFELPDSGYGQTQVDTESGPKQVQGSSETQDGRQDDDEGSVVQSTLDTGNQ 
NGRQNNDEGSGRNVGEHGSQEEERAGGDGEESDLQSTSTGKGAGGVVEILRASNKKATLL 
GKFKEQFGLGYNELIRHFKSDRTSCADWVVCVFGVFCTVAEGIKTLIQPLCDYAHIQVLP 
CQWGMTVLMLVRYKRAKNRETVAKGLSTLLNVPESQMLIEPPKLRSGPAALYWYKTSMSS 
CSDVYGETPEWIVRQTMVGHAMEDAQFSLSEMVQWAYDHDITDESTLAYEYALIADTDSN 
AAAFLSSNCQAKYLKDACTMCRHYKRGEQARMSMSEWIWFRGDKVQGDGDWKPIVQFLRY 
QDVEFIPFLCAFKTFLQGVPKKSCLVFYGPADTGKSYFCMSLLRFLGGAVISYANSSSHF 
WLQPLSEAKIGLLDDATSQCWNYIDTYLRNALDGNQICVDRKHRALLQLKCPPLLITTNI 
NPLTDERWKFLRSRLQLFTFKNPFPVTTQGEPMYTLNDQNWKCFFRRLWARLSLTDPEDE 
EEHGNPSEPFRCVPGQNARTI 
>P03264 
MASREEEQRETTPERGRGAARRPPTMEDVSSPSPSPPPPRAPPKKRLRRRLESEDEEDSS 
QDALVPRTPSPRPSTSTADLAIASKKKKKRPSPKPERPPSPEVIVDSEEEREDVALQMVG 
FSNPPVLIKHGKGGKRTVRRLNEDDPVARGMRTQEEKEESSEAESESTVINPLSLPIVSA 
WEKGMEAARALMDKYHVDNDLKANFKLLPDQVEALAAVCKTWLNEEHRGLQLTFTSNKTF 
VTMMGRFLQAYLQSFAEVTYKHHEPTGCALWLHRCAEIEGELKCLHGSIMINKEHVIEMD 
VTSENGQRALKEQSSKAKIVKNRWGRNVVQISNTDARCCVHDAACPANQFSGKSCGMFFS 
EGAKAQVAFKQIKAFMQALYPNAQTGHGHLLMPLRCECNSKPGHAPFLGRQLPKLTPFAL 
SNAEDLDADLISDKSVLASVHHPALIVFQCCNPVYRNSRAQGGGPNCDFKISAPDLLNAL 
VMVRSLWSENFTELPRMVVPEFKWSTKHQYRNVSLPVAHSDARQNPFDF 
>P0C012 
MVKSRVSYRSVMSGVGEERVPSAFTILASWGWTFAPQNHDPGASPNTTPIESIAGTAPDA 
HVGPLDGEPDRDAISPLTSSVAGDPPGADGPYVTFDTLFMVSSIDELGRRQLTDTIRKDL 
RLSLAKFSIACTKTSSFSGTAARQRKRGAPPQRTCVPRSNKSLQMFVLCKRANAAQVREQ 
LRAVIRSRKPRKYYTRSSDGRLCPAVPVFVHEFVSSEPMRLHRDNVMLSTEPD 
>P03211 
MSDEGPGTGPGNGLGEKGDTSGPEGSGGSGPQRRGGDNHGRGRGRGRGRGGGRPGAPGGS 
GSGPRHRDGVRRPQKRPSCIGCKGTHGGTGAGAGAGGAGAGGAGAGGGAGAGGGAGGAGG 
AGGAGAGGGAGAGGGAGGAGGAGAGGGAGAGGGAGGAGAGGGAGGAGGAGAGGGAGAGGG 
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AGGAGAGGGAGGAGGAGAGGGAGAGGAGGAGGAGAGGAGAGGGAGGAGGAGAGGAGAGGA 
GAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAGGAGAGGGAGGAGAGGAGGAGAGGA 
GGAGAGGAGGAGAGGGAGAGGAGAGGGGRGRGGSGGRGRGGSGGRGRGGSGGRRGRGRER 
ARGGSRERARGRGRGRGEKRPRSPSSQSSSSGSPPRRPPPGRRPFFHPVGEADYFEYHQE 
GGPDGEPDVPPGAIEQGPADDPGEGPSTGPRGQGDGGRRKKGGWFGKHRGQGGSNPKFEN 
IAEGLRALLARSHVERTTDEGTWVAGVFVYGGSKTSLYNLRRGTALAIPQCRLTPLSRLP 
FGMAPGPGPQPGPLRESIVCYFMVFLQTHIFAEVLKDAIKDLVMTKPAPTCNIRVTVCSF 
DDGVDLPPWFPPMVEGAAAEGDDGDDGDEGGDGDEGEEGQE 
>P28859 
MDRNAVLYGVLEHRLPKWVELSDDTDLEPFFFSSVRYITAGSEDAIMIQALNLNTDEIVV 
FLVTNLNFMALIPTVYIENPGIRQLIASTPISYRSPITVFNGDLKKWMDCDLFVFGTMAA 
QKAFIKAGNSVLGSLGGNVYTYGDHVSNFDGNTPVLQNNLMCSHVYYTRYKTDVYAPWEF 
YYDQKRDQGYLMSLPAIIPRCKREGAFDIETIVHENAMDQDLNCQKFFKSEFRSMEESQV 
LIQRFREAGVTGLPPSPFVGITQKLHEIVSISLVVCNYHKTGPKKKEYYVYYNTKKMENP 
MEMIPVEHLHLDASRIKFEACKNEFYMLLAFINRLRKSVNVLYVYNAQFDIQVIQQRLRY 
YAFKQRAPRCCKGHDDIPHEWGKALMEKWEAFLSVKPQLFKAQILMGQDILKANYLKLLE 
GIGSVLAQAKSTMAKMCTIKERIDSYRKMKDTVQNFKSHGFGCDIIDMMYVCKRKEFEAK 
DGSLNTVAQLIIKKFKPHKATPKIHKMDDITYDKLDGYYRAGGTKIAECLIYNLIDSLLV 
IRIAKNLKPMEEYIYRQLACYNIDTAAHTRGVMNFCGFIQSTKVVEVSRNKARLDAGIVM 
ATDYIRNSLFTPETIPRRGGFVMAPLTGLFFARPTQCFELCLDFTSMYPSMMCDLNISPE 
TIVDSDKTNRVGDYMGYDWSKIDQGFEKFTLVLRVDRTDPENPKLVRHTSDTSLSLKRYL 
RLRTEHKRALKQSSGSVAEYHNRLQNEMKICTNTHYGVSEHTCSLMITTQGQHKIKLVNE 
FIKTLNRTGHSLFPNYGDTDSTMLYHPSDESETQLEDMVTLEDEMRAELREYMLKKLSAE 
LVNRVKEKTKRTDTFVQSFLSDVETVLFDDMVEKLRLFSQGEVIEPFKDGGTWWVVDPLT 
GIWMDCSTPFSSELICKLEYENASSIGCHVAKKMVSIGSTYLFFKKISLYHVRVWRMCAD 
TDGSPSHLYFPVSLSRTRAKQRGDH 
>P03126 
MHQKRTAMFQDPQERPRKLPQLCTELQTTIHDIILECVYCKQQLLRREVYDFAFRDLCIV 
YRDGNPYAVCDKCLKFYSKISEYRHYCYSLYGTTLEQQYNKPLCDLLIRCINCQKPLCPE 
EKQRHLDKKQRFHNIRGRWTGRCMSCCRSSRTRRETQL 
>O56129 
MTYPRRRYRRRRHRPRSHLGQILRRRPWLVHPRHRYRWRRKNGIFNTRLSRTFGYTVKAT 
TVRTPSWAVDMMRFNIDDFVPPGGGTNKISIPFEYYRIRKVKVEFWPCSPITQGDRGVGS 
TAVILDDNFVTKATALTYDPYVNYSSRHTIPQPFSYHSRYFTPKPVLDSTIDYFQPNNKR 
TQLWLRLQTSRNVDHVGLGTAFENSIYDQDYNIRVTMYVQFREFNLKDPPLKP 
>P03073 
MDRVLSRADKERLLELLKLPRQLWGDFGRMQQAYKQQSLLLHPDKGGSHALMQELNSLWG 
TFKTEVYNLRMNLGGTGFQGSPPRTAERGTEESGHSPLHDDYWSFSYGSKYFTREWNDFF 
RKWDPSYQSPPKTAESSEQPDLFCYEEPLLSPNPSSPTDTPAHTAGRRRNPCVAEPDDSI 
SPDPPRTPVSRKRPRPAGATGGGGGGVHANGGSVFGHPTGGTSTPAHPPPYHSQGGSESM 
GGSDSSGFAEGSFRSDPRCESENESYSQSCSQSSFNATPPKKAREDPAPSDFPSSLTGYL 
SHAIYSNKTFPAFLVYSTKEKCKQLYDTIGKFRPEFKCLVHYEEGGMLFFLTMTKHRVSA 
VKNYCSKLCRSFLMCKAVTKPMECYQVVTAAPFQLITENKPGLHQFEFTDEPEEQKAVDW 
IMVADFALENNLDDPLLIMGYYLDFAKEVPSCIKCSKEETRLQIHWKNHRKHAENADLFL 
NCKAQKTICQQAAASLASRRLKLVECTRSQLLKERLQQSLLRLKELGSSDALLYLAGVAW 
YQCLLEDFPQTLFKMLKLLTENVPKRRNILFRGPVNSGKTGLAAALISLLGGKSLNINCP 
ADKLAFELGVAQDQFVVCFEDVKGQIALNKQLQPGMGVANLDNLRTTWNGSVKVNLEKKH 
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SNKRSQLFPPCVCTMNEYLLPQTVWARFHMVLDFTCKPHLAQSLEKCEFLQRERIIQSGD 
TLALLLIWNFTSDVFDPDIQGLVKEVRDQFASECSYSLFCDILCNVQEGDDPLKDICDIA 
EYTVY 
>P12977 
MYIMYAMAIRQAIRDRRRNPASRRDQAKWRLQTLAAGWPMGYQAYSSWMYSYTDHQTTPT 
FVHLQATLGCTGGRRCHVTFSAGTFKLPRCTPGDRQWLYVQSSVGNIVQSCNPRYSIFFD 
YMAIHRSLTKIWEEVLTPDQRVSFMEFLGFLQRTDLSYIKSFVSDALGTTSIQTPWIDDN 
PSTETAQAWNAGFLRGRAYGIDLLRTEGEHVEGATGETREESEDTESDGDDEDLPCIVSR 
GGPKVKRPPIFIRRLHRLLLMRAGKRTEQGKEVLEKARGSTYGTPRPPVPKPRPEVPQSD 
ETATSHGSAQVPEPPTIHLAAQGMAYPLHEQHGMAPCPVAQAPPTPLPPVSPGDQLPGVF 
SDGRVACAPVPAPAGPIVRPWEPSLTQAAGQAFAPVRPQHMPVEPVPVPTVALERPVYPK 
PVRPAPPKIAMQGPGETSGIRRARERWRPAPWTPNPPRSPSQMSVRDRLARLRAEAQVKQ 
ASVEVQPPQLTQVSPQQPMEGPLVPEQQMFPGAPFSQVADVVRAPGVPAMQPQYFDLPLI 
QPISQGAPVAPLRASMGPVPPVPATQPQYFDIPLTEPINQGASAAHFLPQQPMEGPLVPE 
QWMFPGAALSQSVRPGVAQSQYFDLPLTQPINHGAPAAHFLHQPPMEGPWVPEQWMFQGA 
PPSQGTDVVQHQLDALGYTLHGLNHPGVPVSPAVNQYHLSQAAFGLPIDEDESGEGSDTS 
EPCEALDLSIHGRPCPQAPEWPVQEEGGQDATEVLDLSIHGRPRPRTPEWPVQGEGGQNV 
TGPETRRVVVSAVVHMCQDDEFPDLQDPPDEA 
>P08392 
MASENKQRPGSPGPTDGPPPTPSPDRDERGALGWGAETEEGGDDPDHDPDHPHDLDDARR 
DGRAPAAGTDAGEDAGDAVSPRQLALLASMVEEAVRTIPTPDPAASPPRTPAFRADDDDG 
DEYDDAADAAGDRAPARGREREAPLRGAYPDPTDRLSPRPPAQPPRRRRHGRWRPSASST 
SSDSGSSSSSSASSSSSSSDEDEDDDGNDAADHAREARAVGRGPSSAAPAAPGRTPPPPG 
PPPLSEAAPKPRAAARTPAASAGRIERRRARAAVAGRDATGRFTAGQPRRVELDADATSG 
AFYARYRDGYVSGEPWPGAGPPPPGRVLYGGLGDSRPGLWGAPEAEEARRRFEASGAPAA 
VWAPELGDAAQQYALITRLLYTPDAEAMGWLQNPRVVPGDVALDQACFRISGAARNSSSF 
ITGSVARAVPHLGYAMAAGRFGWGLAHAAAAVAMSRRYDRAQKGFLLTSLRRAYAPLLAR 
ENAALTGAAGSPGAGADDEGVAAVAAAAPGERAVPAGYGAAGILAALGRLSAAPASPAGG 
DDPDAARHADADDDAGRRAQAGRVAVECLAACRGILEALAEGFDGDLAAVPGLAGARPAS 
PPRPEGPAGPASPPPPHADAPRLRAWLRELRFVRDALVLMRLRGDLRVAGGSEAAVAAVR 
AVSLVAGALGPALPRDPRLPSSAAAAAADLLFDNQSLRPLLAAAASAPDAADALAAAAAS 
AAPREGRKRKSPGPARPPGGGGPRPPKTKKSGADAPGSDARAPLPAPAPPSTPPGPEPAP 
AQPAAPRAAAAQARPRPVAVSRRPAEGPDPLGGWRRQPPGPSHTAAPAAAALEAYCSPRA 
VAELTDHPLFPVPWRPALMFDPRALASIAARCAGPAPAAQAACGGGDDDDNPHPHGAAGG 
RLFGPLRASGPLRRMAAWMRQIPDPEDVRVVVLYSPLPGEDLAGGGASGGPPEWSAERGG 
LSCLLAALANRLCGPDTAAWAGNWTGAPDVSALGAQGVLLLSTRDLAFAGAVEFLGLLAS 
AGDRRLIVVNTVRACDWPADGPAVSRQHAYLACELLPAVQCAVRWPAARDLRRTVLASGR 
VFGPGVFARVEAAHARLYPDAPPLRLCRGGNVRYRVRTRFGPDTPVPMSPREYRRAVLPA 
LDGRAAASGTTDAMAPGAPDFCEEEAHSHAACARWGLGAPLRPVYVALGREAVRAGPARW 
RGPRRDFCARALLEPDDDAPPLVLRGDDDGPGALPPAPPGIRWASATGRSGTVLAAAGAV 
EVLGAEAGLATPPRREVVDWEGAWDEDDGGAFEGDGVL 
>P06934 
MSRSESRKNRGGREEILEQWVAGRKKLEELERDLRKTKKKLKKIEDENPWLGNIKGILGK 
KDKDGEGAPPAKRARTDQMEVDSGPRKRPLRGGFTDKERQDHRRRKALENKKKQLSAGGK 
NLSKEEEEELRRLTEEDERRERRVAGPPVGGVIPLEGGSRGAPGGGFVPSLQGVPESPFS 
RTGEGLDIRGNRGFPWDILFPADPPFSPQSCRPQ 
>P24739 



 7
MARRSGNPDEDLLKAVRIIKLLYQSSPCPNPRGSRQARKNRRRRWRARQRQIDSLSERIL 
SDCLGRPAEPVPLQLPPIERLRLDCSESCGTSGTQQPQGTETGVGGPQISVESSAVLGSG 
TKN 
>P56260 
MLDMGDRKEVKMLPKSSFSINNLVPEAVQSDNHSGHSHHNSHHPHHHHHHHHHHPPPPQQ 
PQRAAAAEEEDEEKAPLLLPPPAAGALEAAKAEALAGKGEAGAAAAELEEKEKAAEEKKG 
AAEGGKDGESGKEGEKKNGKYEKPPFSYNALIMMAIRQSPEKRLTLNGIYEFIMKNFPYY 
RENKQGWQNSIRHNLSLNKCFVKVPRHYDDPGKGNYWMLDPSSDDVFIGGTTDKLRRRST 
TSRAKLAFKRGARLTSTGLTFMDRAGSLYWPMSPFLSLHHPRASSTLSYNGTASAYPSHP 
MPYSSVLTQNSLGNNHSFSTSNGLSVDRLVNGEIPYATHHLTAAALAASVPCGLSVPCSG 
TYSLNPCSVNLLAGQTSYFSPTSLTPQ 
>Q01552 
MPPKRRLVDDADAMEDQDLYEPPASLPKLPGKFLQYTVGGSDPHPGIGHEKDIRQNAVAL 
LDQSRRDMFHTVTPSLVFLCLLIPGLHAAFVHGGVPRESYLSTPVTRGEQTVVKTAKFYG 
EKTTQRDLTELEISSIFSHCCSLLIGVVIGSSSKIKAGAEQIKKRFKTMMAALNRPSHGE 
TATLLQMFNPHEAIDWINGQPWVGSFVLSLLTTDFESPGKEFMDQIKLVASYAQMTTYTT 
IKEYLAECMDATLTIPVVAYEIRDFLEVSAKLKEEHADLFPFLGAIRHPDAIKLAPRSFP 
NLASAAFYWSKKENPTMAGYRASTIQPGASVKETQLARYRRREISRGEDGAELSGEISAI 
MRMIGVTGLN 
(4) 16 Plasma membrane proteins 
>P03470 
MNPNQKIITIGSICMVVGIISLILQIGNIISIWISHSIQTGNQNHTGICNQGIITYNVVA 
GQDSTSVILTGNSSLCPIRGWAIHSKDNGIRIGSKGDVFVIREPFISCSHLECRTFFLTQ 
GALLNDKHSNGTVKDRSPYRALMSCPVGEAPSPYNSRFESVAWSASACHDGMGWLTIGIS 
GPDNGAVAVLKYNGIITETIKSWRKKILRTQESECTCVNGSCFTIMTDGPSNGLASYKIF 
KIEKGKVTKSIELNAPNSHYEECSCYPDTGKVMCVCRDNWHGSNRPWVSFDQNLDYQIGY 
ICSGVFGDNPRPKDGPGSCGPVSADGANGVKGFSYRYGNGVWIGRTKSDSSRHGFEMIWD 
PNGWTETDSRFSVRQDVVAMTDRSGYSGSFVQHPELTGLDCMRPCFWVELIRGRPEEETI 
WTSGSIISFCGVNSDTVDWSWPDGAELPFT 
>P16071 
MAEKGKTNSSYWSTTRNDNSTVNTYIDTPAGKTHIWLLIATTMHTILSFIIMILCIDLII 
KQDTCMKTNIMTVSSMNESAKTIKETITELIRQEVISRTINIQSSVQSGIPILLNKQSRD 
LTQLIEKSCNRQELAQICENTIAIHHADGISPLDPHDFWRCPVGEPLLSNNPNISLLPGP 
SLLSGSTTISGCVRLPSLSIGDAIYAYSSNLITQGCADIGKSYQVLQLGYISLNSDMYPD 
LKPVISHTYDINDNRKSCSVIAAGTRGYQLCSLPTVNETTDYSSEGIEDLVFDILDLKGK 
TKSHRYKNEDITFDHPFSAMYPSVGSGIKIENTLIFLGYGGLTTPLQGDTKCVTNRCANV 
NQSVCNDALKITWLKKRQVVNVLIRINNYLSDRPKIVVETIPITQNYLGAEGRLLKLGKK 
IYIYTRSSGWHSHLQIGSLDINNPMTIKWAPHEVLSRPGNQDCNWYNRCPRECISGVYTD 
AYPLSPDAVNVATTTLYANTSRVNPTIMYSNTSEIINMLRLKNVQLEAAYTTTSCITHFG 
KGYCFHIVEINQTSLNTLQPMLFKTSIPKICKITS 
>P03655 
MAVYFVTGKLGSGKTLVSVGKIQDKIVAGCKIATNLDLRLQNLPQVGRFAKTPRVLRIPD 
KPSISDLLAIGRGNDSYDENKNGLLVLDECGTWFNTRSWNDKERQPIIDWFLHARKLGWD 
IIFLVQDLSIVDKQARSALAEHVVYCRRLDRITLPFVGTLYSLVTGSKMPLPKLHVGVVK 
YGDSQLSPTVERWLYTGKNLYNAYDTKQAFSSNYDSGVYSYLTPYLSHGRYFKPLNLGQK 
MKLTKIYLKKFSRVLCLAIGFASAFTYSYITQPKPEVKKVVSQTYDFDKFTIDSSQRLNL 
SYRYVFKDSKGKLINSDDLQKQGYSITYIDLCTVSIKKGNSNEIVKCN 
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>P01115 
MPAARAAPAADEPMRDPVAPVRAPALPRPAPGAVAPASGGARAPGLAAPVEAMTEYKLVV 
VGARGVGKSALTIQLIQNHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTTGQEEYSAMR 
DQYMRTGEGFLCVFAINNTKSFEDIHQYREQIKRVKDSDDVPMVLVGNKCDLAGRTVESR 
QAQDLARSYGIPYIETSAKTRQGVEDAFYTLVREIRQHKLRKLNPPDESGPGCMSCKCVL 
S 
>Q04463 
MPRPRPRALRGSSPGWALVAAVAVGAALLMATLAVAAPPGPRGPAARSPGLEDASVEPVE 
DGDYDEYDDEGHTPTDVPGSGPESPGPDRPPRGPGGGSGRRRGSPGNGTRSAARRQLRES 
LRRIQAEYAASAFYVCPPPTGATVVQFEEPRPCPDVAAGKNFTEGIAVVFKENIAPYKFT 
ATKYYKEITVSQTWQGSRYLQLTGLYNDRAPVPFSEITDLINGKGRCRSDVTYTRSQRRV 
TAYDGDEWGREVALVPAKTSTPNSRGWYTTDRVYAPNAHAGFYKTGTTVNCIVEEMEARS 
AFPYDSFVLATGEFVYASPFSGFSEDARRERNRYAPDRFRQVDGFYPRDLDSGQRAATPV 
VRNLLTTPTFTVGWDWKPKRPNVCSVTKWQVVEEMVRAEYGSAFRFTSAALSATFTSNLT 
QYPPELIEHSDCVAREAAESIEAIYARRYNASHVRVGGVQYYLAAGGFLLAFQPLLSNSL 
AEMYRREALLGRSGDLAAALAPPPVAAPASGAGPRGTISTTQTVEFARLQFTYDHIQKHV 
NEMLGRIAAAWCQLQNQELVLWNEARKLNPGAIASATVGTRVGARMLGDVMAVSTCIPVS 
PDNVIMQNSMRIPGDPKTCYARPLVSFRYTDEGELVEGQLGEDNEIRLEQNNVEPCTVGH 
KRYFVFGGGYVYFEEYAYSHQVSRADVPVVSTFVDLNLTMLEDHEFLPLEVYTRREIKDS 
GLLDYAEVQRRNQLHALRFSDIDRIMNDSANAALMAGLARFFDGMGDAGKAIGRAVLGVT 
EGLISVVSGVSSFLSNPFGALAVGLLVLAGLVAAFFAMRYIMRLRANPMRALYPLTTSGI 
KAEARAALGSGGDKGGAGDGAAGVEDFDEAKLEAARDMIRYMTLVSAMERTAHKAKKRGT 
SARISAHLTDMVLAAQGAEYQPLSKDDEDGADP 
>P17504 
MKAIIVLLMVVTSNADRICTGITSSNSPHVVKTATQGEVNVTGVIPLTTTPTKSHFANLK 
GTKTRGKLCPKCLNCTDLDVALGRPKCMGTIPSAKASILHEVKPVTSGCFPIMHDRTKIR 
QLPNLLRGYEHIRLSTHNVINAETAPGGPYKVGTSGSCPNVTNGNGFFATMAWAVPKNDN 
NKTATNPLTVEVPYICTEGEDQITVWGFHSDNEAQMVKLYGDSKPQKFTSSANGVTTHYV 
SQIGGFPNQAEDGGLPQSGRIVVDYMVQKSGKTGTITYQRGILLPQKVWCASGRSKVIKG 
SLPLIGERDCLHEKYGGLNKSKPYYTGEHAKAIGNCPIWVKTPLKLANGTKYRPPAKLLK 
ERGFFGAIAGFLEGGWEGMIAGWHGYTSHGAHGVAVAADLKSTQEAINKITKNLNSLSEL 
EVKNLQRLSGAMDELHNEILELDEKVDDLRADTISSQIELAVLLSNEGIINSEDEHLLAL 
ERKLKKMLGPSAVDIGNGCFETKHKCNQTCLDRIAAGTFNAGEFSLPTFDSLNITAASLN 
DDGLDNHTILLYYSTAASSLAVTLMIAIFIVYMVSRDNVSCSICL 
>P69336 
MLHVVPLEWTVEEVVPYLERLAVWLRASVLVAFQLTATVALSVLSWWLMPPPVAELCERG 
RDDDPPPLSHLSLVVPVGCLFLLLRGPSIDRCPRKLPLLLAYCLPHALAFLTLLMCQPSP 
QAFVGAALLALAVDLSCLGASLLGCDPGASLRRLWLPSVLSLLCATALGLWLLRAAAPFF 
LGLHATTLLTVTLMLIHDLSLITCQSSFPESFQPSLRLYVENVALFIGMYHLLRLWLWSP 
>P52380 
MDTVIELSKLQFKGNASCTSTPTLKTARIMESAVTGITLTTSIPMIIIVVTTMILYHRVA 
KHNATSFYVITLFASDFVLMWCVFFMTVNRKQLFSFNRFFCQLVYFIYHAVCSYSISMLA 
IIATIRYKTLHRRKKTESKTSSTGRNIGILLLASSMCAIPTALFVKTNGMKKTGKCVVYI 
SSKKAYELFLAVKIVFSFIWGVLPTMVFSFFYVIFCKALHDVTEKKYKKTLFFIRILLLS 
FLLIQIPYIAILICEIAFLYMPQNTCFWLARVEILQLIIRLMPQVHCFSNPLVYAFTGGE 
LRNRFTACFQSFFPKTLCSTQKRKDSDASEHDQNSKSKASVEKNQPL 
>P09703 
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MTTSTNNQTLTQVSNMTNHTLNSTEIYQLFEYTRLGVWLMCIVGTFLNVLVITTILYYRR 
KKKSPSDTYICNLAVADLLIVVGLPFFLEYAKHHPKLSREVVCSGLNACFYICLFAGVCF 
LINLSMDRYCVIVWGVELNRVRNNKRATCWVVIFWILAVLMGMPHYLMYSHTNNECVGEF 
ANETSGWFPVFLNTKVNICGYLAPIALMAYTYNRMVRFIINYVGKWHMQTLHVLLVVVVS 
FASFWFPFNLALFLESIRLLAGVYNDTLQNVIIFCLYVGQFLAYVRACLNPGIYILVGTQ 
MRKDMWTTLRVFACCCVKQEIPYQDIDIELQKDIQRRAKHTKRTHYDRKNAPMESGEEEF 
LL 
>P09721 
MVQIQFHQGEPLGHKKEKPPPVSPPSPPPIRRVTVITKDEDTLRSVQHFLWMVRLYGTVV 
FQTSATIATTILFMLIPWRVTAPYLRDTLPFWSTLLPCALRCHAYWLERRRRPGTLMLVM 
VYTTLTTISVSTIGLCFDRTVVIQAYVLSSMLCVWCTGLAWLMAWNMQRRLAILCLLSFM 
LPILWLFIAVQSWEPYQRIILALTVSFIYGLKIVLIRDTLTVLYRSPSNCYTDGDLLRTA 
MLLYMDQVIMFLLVVVPLTAPIWYPNYAGALGRTAHWLFHK 
>P09724 
MRVISRARSACTWTSCTSLSPCSTSCPPSPAAPTLLRRRSLPQQRRRPSSSPNRRVRGVT 
TSPCPTRSLVYKRRVGAPQRLCAETVATMQAQEANALLLSRMEALEWFKKFTVWLRVYAI 
FIFQLAFSFGLGSVFWLGFPQNRNFCVENYSFFLTVLVPIVCMFITYTLGNEHPSNATVL 
FIYLLANSLTAAIFQMCSESRVLVGSYVMTLALFISFTGLAFLGGRDRRRWKCISCVYVV 
MLLSFLTLALLSDADWLQKIVVTLCAFSISFFLGILAYDSLMVIFFCPPNQCIRHAVCLY 
LDSMAIFLTLLLMLSGPRWISLSDGAPLDNGTLTAASTTGKS 
>P12555 
MDRAVSQVALENDEREAKNTWRLVFRIAILLLTVVTLAISAAALAYSMEASTPSDLVGIP 
TAISRTEEKITSALGSNQDVVDRIYKQVALESPLALLNTESTIMNAITSLSYQINGAANS 
SGCGAPIHDPDYIGGIGKELIVDDASDVTSFYPSAFQEHLNFIPAPTTGSGCTRIPSFDM 
SATHYCYTHNVILSGCRDRSHSHQYLALGVLRTSATGRVFFSTLRSINLDDTQNRKSCSV 
SATPLGCDMLCSKVTETEEEDYNSAIPTSMVHGRLGFDGQYHEKDLDVTTLFEDWVANYP 
GVGGGSFIDNRVWFPVYGGLKPNSPSDTAQEGKYVIYKRYNDTCPDEQDYQIRMAKSSYK 
PGRFGGKRVQQAILSIKVSTSLGEDPVLTVPPNTVTLMGAEGRVLTVGTSHFFYQRGSSY 
FSPALLYPMTVSNKTATLHSPYTFNAFTRPGSVPCQASARCPNSCVTGVYTDPYPLVFYR 
NHTLRGVFGTMLDDEQARLNPVSAVFDSISRSRITRVSSSSTKAAYTTSTCFKVVKTNKT 
YCLSIAEISNTLFGEFRIVPLLVEILKDDGVREARSGRLSQLQEGWKDDIVSPIFCDAKN 
QTEYRRELESYAASWP 
>P25049 
MENQREEIELTEIPETEKKRTAEEKLLSCSAETAEEKVSLCSEETTDTSSSSSSEQTPAP 
IEVNVNIQTSTYLPQNAATNLNSLYTSFEDARAQGKGLVRHNSDDLKSFLEKYPPDYRKP 
KRDLSESWDPGMPKPTLPPRPANLGASQASTVRRHVREQNFKQLRERKANEGKIVKDLKR 
LEYKVNIILCLVVVILAIILLLTGLSILFIRIKS 
>P00545 
RMPSGPGHYGASAETPGPRPPLCPASSCCLPTEAMGPRALLVLLMATAWHAQGVPVIQPS 
GPELVVEPGTTVTLRCVGNGSVEWDGPISPHWNLDLDPPSSILTTNNATFQNTGTYHCTE 
PGNPRGGNATIHLYVKDPARPWKVLAQEVTVLEGQDALLPCLLTDPALEAGVSLVRVRGR 
PVLRQTNYSFSPWHGFTIHKAKFIENHVYQCSARVDGRTVTSMGIWLKVQKDISGPATLT 
LEPAELVRIQGEAAQIVCSASNIDVNFDVSLRHGDTKLTISQQSDFHDNRYQKVLTLNLD 
HVSFQDAGNYSCTATNAWGNHSASMVFRVVESAYSNLTSEQSLLQEVTVGEKVDLQVKVE 
AYPGLESFNWTYLGPFSDYQDKLDFVTIKDTYRYTSTLSLPRLKRSESGRYSFLARNAGG 
QNALTFELTLRYPPEVRVTMTLINGSDTLLCEASGYPQPSVTWVQCRSHTDRCDESAGLV 
LEDSHSEVLSQVPFYEVIVHSLLAIGTLEHNRTYECRAFNSVGNSSQTFWPISIGAHTPL 
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PDELLFTPVLLTCMSIMALLLLLLLLLLYKYKQKPKYQVRWKIIESYEGNSYTFIDPTQL 
PYNEKWEFPRNNLQFGKTLGTGAFGKVVEATAFGLGKEDAVLKVAVKMLKSTAHADEKEA 
LMSELKIMSHLGQHENIVNLLGACTHGGPVLVITEYCCYGDLLNFLRRQAEAMLGPSLSV 
GQDPEAGAGYKNIHLEKKYVRRDSGFSSQGVDTYVEMRPVSTSSSNDSFSEEDLGKEDGR 
PLELRDLLHFSSQVAQGMAFLASKNCIHRDVAARNVLLTSGRVAKIGDFGLARDIMNDSN 
YIVKGNARLPVKWMAPESIFDCVYTVQSDVWSYGILLWEIFSLGLNPYPGILVNSKFYKL 
VKDGYQMAQPAFAPKNIYSIMQACWALEPTRRPTFQQICSLLQKQAQEDRRVPNYTNLPS 
SSSSRLLRPWQRTPPVAR 
>P09716 
MSPNSEATGTAWAPPPPRPSRGVIMISSVSTNDVRRFLLCMRVYSTVAVQGTCTFLLCLG 
LVLAFPHLKGTVFLCCTGFMPPLSLMVPTICLALLHGKRDEGSFTSPPSPGLLTIYSVLT 
TLSVIVASACSSSTLVTFSGLLACVLFSLCSCVTGLAGHNHRRWQVIVTLFVIGVIAFLI 
ALYLQPVPLGHKLFLGYYAMALSFMLVVTVFDTTRLFEIAWSEADLLTLCLYENLVYLYL 
LILILFTTEDSLDKLIAWMTWLSSRATGATNAASISGCDLLREVQRNLTRTMA 
>P03701 
MRNVCIAVAVFAALAVTVTPARAEGGHGTFTVGYFQVKPGTLPSLSGGDTGVSHLKGINV 
KYRYELTDSVGVMASLGFAASKKSSTVMTGEDTFHYESLRGRYVSVMAGPVLQISKQVSA 
YAMAGVAHSRWSGSTMDYRKTEITPGYMKETTTARDESAMRHTSVAWSAGIQINPAASVV 
VDIAYEGSGSGDWRTDGFIVGVGYKF 
 


