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Online Supplementary Materials D. The testing dataset contains 42 viral proteins classified
into 4 subcellular locations with respect to their host cells according to the experimental
annotations. Both the accession numbers and sequences are given. None of the proteins has

> 25% sequence identity to any others in the same subcellular location of either the dataset here
or the learning dataset in the Online Supplementary Materials C. See the text of the paper for
further explanation.

(1) 4 Cytoplasm proteins

>P31352

MQHPTQYPDARLSSP I ILDQCDLLARSLGLYSHYSHNPKLRNCRIPHHIYRLRNSTALKT
FLONCSILTVPFHSIWDHILTSIQYDAINHVDDFKYLLPSELVKYANWDNEFLKAYLNKI
LGLDHVFSASARSQCEDFSPKENPYYWGMLLLVHLSQLARRIKGQRGSLRSNWKFIGTDL
ELFGIADFVIFKVPVKT I IRNAVSLQASKPGLRIWYRDQNLTPYLCDDEF 1VSVASYECF
IMIKDVFIERYNTWE I CARAWLEDSDGADYPPLDVLGELYNQGDQI IAMYLEDGFKL IKH
LEPLCVSCIQTHGIFTPRKYWFQSQMIKSYYDELHDLNLKLQISDNKAECAQNFIKTIVQ
AKLTPQQYCELFSLQKHWGHPVLYNDVALDKVKKHAQSTK I LKPKVMFETFCVFKF 1 VAK
NHYHSQGSWYKTTHDLHLTPYLRQHIVSNSFPSQAE I YQHLWEWYFVEHEPLFSTKI 1SD
LSIFIKDRLTAVNQECWDSVFDRSVLGYNPPVRFQSKRVPEQFLGQADFSLNQILEFAEK
LEYLAPSYRNFSFSLKEKELNIGRTFGKLPYRVRNVQTLAEALLADGLAKAFPSNMMVVT
EREQKEALLHQASWHHNSASIGENAIVRGASFVTDLEKYNLAFRYEFTRHFIDYCNRCYG
VKNLFDWMHFL IPLCYMHVSDFYSPPHCVTEDNRNNPPDCANAYHYHLGG IEGLQQKLWT
CISCAQITLVELKTKLKLKSSVMGDNQCITTLSLFPIDAPNDYQENEAELNAARVAVELA
ITTGYSGIFLKPEETFVHSGF I YFGKKQYLNGVQLPQSLKTMARCGPLSDSIFDDLQGSL
ASIGTSFERGTSETRHIFPSRWIASFHSMLAINLLNQNHLGFPLGFNIDISCFKKPLTFS
EKLIALITPQVLGGLSFLNPEKLFYRNISDPLTSGLFQLKNALEFLEKEELFY IL1SKKP
GLADASDFVMNPLGLNVPRSKE I ITFLRQTVRENITITSQNR I INSLFHIGSDLEDQRVC
EWLLSSNPVMSRFAAD I FSRTPSGKRLQVLGYLEGTRTLLASRTISLTTEGTMLMKLREL
TRNRWKSWFSY IDALDDDLSESLEKFTCTVDVANFLRAYSWSDVLKGKRL IGATLPCLLE
QFEVKWINLSEDLREQFNLSSDSKST INLLPYDCKELRLEGSNDTELNYVSCALDRKVVQ
KHPSVNRLAWT IGNRAPY IGSRTEDK IGYPPLRVNCPSAALKEAIEMVSRLLWVTQGTAD
REKLLIPLLNSRVNLDYQTVLNFLPTHYSGNIVHRYNDQYGQHSFMANRMSNTSTRAI LS
TNTLGKYAGGGQAAIDSNIIFQNTINLGVAVLD IALSLAKLSSASNVTFRLMLNKCCTRH
VPSEYLYFDKPLDVDLNKYMDNELVYDNDPLCSGIKGRLGRVSRSTLSLSLNVSDIGSYD
FPTIAAWTLGETIVGSIFSDESSQSTDP I SSGCTKTFVTHFLVYPVESIFYAFGANL IVE
SLSLSRIKSIKNLSDLTFLISSTIRNLSHRSLRILQSTFRHELVLTRLAHHIPLISLMLG
GSAGEKSSSDAVRLFLTASYQNFINNFSCLMKKGQSSLPVWLYFPSEGQQLKPILKILQR
LSDLLSPDKIQKRKILADTCCPIGSFWVYPSKSTRTNHYYASLNYWRDKANKVKNTPFSH
LINCSFPEFSSHTSSVSSNQQVTNSKY IVYPENITEINARTRLINYGSTALQGMDTKMPL
SEQNLVENCRPSEG IRFKDNQK 1 TKHDQRCEREESSPQQMFPEDNMQTPAHIHSSSPFQI
L IKSLDAHEDFDASKI ILNSEINNLNLTEYTLNTKLLTTPTRTEILDTSPLQSSRYSSTS
RERSLLSREQASYLYVDCSNIPS1SLDPGFRSMSDQNQVQML INTYKRDLHACFDSNQFC
RFTGVVSSMHYKLYDLLPPGKLKKAICLAEGEGSGARLLLKWKETDYLFFNTLATDSQQE
AEILSGRVIPRMLYNIDRLSALLESRRLILNNLTIQITDITNPLWLDSVIQYLPEDSDIL
TMDAETTKDETREQLYKTIVNIWTRTSPNIPKISI IKVFLLDYEGTLFLMKNAIQYYGQV
QLKKPYSSNAKNSEWYLCCGKRRIQRLQIDFSDQVGIFLICKAMSRQRQAIPYWLKHIEK
NYPASLHEFFLTLGFPSLESSFCHRYT IPFSEGKALFHKVQSYVRQGKQHLHSLMLDYEN
NSPLLDLRNHFICSLRGKITKYYND ILKLNLVIKAVEKGKNWSQLVE I LPNMHSVCIVHV



DHECSGCEKRLLLKLDFIRNTKIAEQKLLNRVIGY ILFFPFGLFKSGSLRA

>Q80872

MAVAYADKPNHF INFPLTHFQGFVLNYKGLQFQILDEGVDCKIQTAPHISLTMLD IQPED
YKSVDVAIQEV IDDMHWGDGFQ IKFENPHILGRC1VLDVKGVEELHDDLVNY IRDKGCVA
DQSRKWIGHCT IAQLTDAALS IKENVDFINSMQFNYKITINPSSPARLE 1 VKLGAEKKDG
FYETIVSHWMGIRFEYTSPTDKLAMIMGYCCLDVVRKELEEGDLPENDDDAWFKLSYHYE
NNSWFFRHVYRKSFHFRKACQNLDCNCLGFYESPVEED

>P16913
MNFQGLVLTDNCKNQWVVGPL IGKGGFGS I YTTNDNNYVVKIEPKANGSLFTEQAFYTRV
LKPSVIEEWKKSHNIKHVGL I TCKAFGLYKS INVEYRFLV INRLGADLDAV IRANNNRLP
KRSVMLIGIEILNTIQFMHEQGYSHGD IKASNI1VLDQ IDKNKLYLVDYGLVSKFMSNGEH
VPFIRNPNKMDNGTLEFTP IDSHKGYVVSRRGDLETLGYCMIRWLGG ILPWTKISETKNC
ALVSATKQKYVNNTATLLMTSLQYAPRELLQY ITMVNSLTYFEEPNYDEFRHILMQGVYY
>P89079
MAESLYAFIDSPGGIAPVQEGTSNRYTFFCPESFHIPPHGVVLLHLKVSVLVPTGYQGRF
MALNDYHARDILTQSDVIFAGRRQELTVLLFNHTDRFLYVRKGHPVGTLLLERVIFPSVK
IATLV

(2) 2 Extracellular proteins

>P15240
MLKRSLLFLTVLLLLFSFSSITNEVSASSSFDKGKYKKGDDASYFEPTGPYLMVNVTGVD
GKRNELLSPRYVEFPIKPGTTLTKEKIEYYVEWALDATAYKEFRVVELDPSAKIEVTYYD
KNKKKEETKSFP ITEKGFVVPDLSEHIKNPGFNL ITKVV IEKK

>040633
MTFRKTSLVLLLLLSIDCIVKSEITSAQTPRCLAANNSFPRSVMVTLSIRNWNTSSKRAS
DYYNRSTSPWTLYRNEDQDRYPSVIWEAKCRYLGCVNADGNVDYHMNSVPI1QQEILVVRK
GHNPCPNSFRLEKMLVTVGCTCVTP IVHNV

(3) 20 Nucleus proteins

>P23091
MASELAMSGSDLPTSPLAMEYVNDFDLMKFEVKKEPVETDRI ISQCGRL IAGGSLSSTPM
STPCSSVPPSPSFSAPSPGSGTDQKTHLEDYYWMTGYPQQLNPEALGFSPEDAVEAL INS
SHHPLPGAFDGYARGQQLAAAAGGSVPAEEMGSAAAVVSAV I AAAAAQGGAPHYHHHHHH
PHHGGGGGGGGHPHGAAPGSAPPSSASSSAAGSGGGGGGGGGGAGGLHHPHHGGGGGGGG
LHFDDRFSDEQLVTMSMRELNRQLRGVSKEEV IRLKQKRRTLKNRGYAQSCRFKRVQQRH
VLESEKNQLLQQVEHLKQE ISRLVRERDAYKEKYEKLVSNGFRENGSSSDNPSSPEFFMY
PRESSTTVM

>P11675

MADDLFDFIETEGNFSQLLAAAAAAAEEEG IASGPDGGSQGSRRRGSSGEDLLFGPGGLF
SDDAAEAEAAVLAAAAGATRPPRPPSAQQQRHARRGSGE I VVLDDEDEEEDEPGSPAAGS
PGRALHQGSEHGHLVLGPRSRAGSGPRPPTPAALAAAEAGAPGGPGRSSPSAASPASSSS
GSSGSSGSPGPSAAPRRWSPARGDPVGEPGPAARPRTPAPPAQPAAVAAAPARRGPASPA
SPAAGPVSAPGGGGAPSGGGDRGRHHHQHREPLLDEPAAARRLDPRPLGARSPVSSNPNS
SSSSTTTVAVEPVARGPEKDEDGLGLAGDGGAPLQRQPRRRRAGEGALRRGRGFSSSSSG
GSDSDLSPARSPSAPRAPAAAAAAARRSASSSSSSSSSSSSSSSSEGEEDEGVRPGAPLA
RAGPPPSPPAPAAAPRPSASSASATSSSAAASPAPAPEPARPPRRKRRSTNNHLSLMADG
PPPTDGPLLTPLGEPWPGSDPPADGRVRYGGAGDSREGLWDEDDVRQAAARYRAAAGPVP
VFIPEMGDSRKQHEALVRL 1'YSGAAGEAMSWLQNPRMQAPDQRFNQFCQRRVHAPHGHGS
FITGSVTPPLPHIGDAMAAQDPLWALPHAVSAVAMSRRYDRTQKTFILQSLRRAYADMAY



PGRAADPRAGEATVEALCARVRAAFAAAQPGRVPRELADACVLACRGVLERLLPCPLRLP
APARAPAALGPACLEEVTAALLALRDAIPGAGPAERQQAADSVALVARTVAPLVRYSVDG
ARAREAAWTYAAALFAPANVAGARLAEAAARPGPAEPAPGLPPLWPEQPGLVVPAPAPAA
AGAPSGLPGSGPSSPASTKSGSSTKSSSGTKSGLSGSSGYASSPAAGPDPAPERRKKKRR
APGARRPGDGEEDEGLSGSALRGDGHGHRDDEEDRGPRRKRRSLGLGPAPDPAPALVSSS
SSSSSSEDDRLRRPLGPMPEHPAPDGGFRRVPAGETHTPRPSAAALAAYCPPEVARALVD
QEVFPELWRPALTFDPAALAHIAARRGAAGAPLRRRAAWMRQIADPEDVRVVVLYDPLPH
EELCAEPAEGAPRPAWDPRRGGLSALLAAFAHRLCTPDSHAWAGNWTGRPD I GRLNAQGV
LLLSARDLGFAGAVEYLCSRLGAARRRLIVLDT IEDWPADGPAVGDYHVYVRARLDPAAQ
CAVRWPECRELRAAVLDSSS1VGPACFARVEASFARLHPGAEPLRLCRQDNVRYTVSTRA
GPRTPVPLPPRAYRERVLPTVDGCKDMARQRSALGLGDPDFDAGAAFGHRAANRWGLGAP
LRPVFVSCGRRGLAELRGPEGLPAELRAFCAAALLEPDAEAAPLVLAPGALAAAGAPPAV
RWDFAPFETSVRAAAGGAVETHRPSGARGPGEDGEDSAAVE I VGFRGGDGRPRGPLGPIK
VEAI1SDDEEAEDAGNPYLLLR

>P03116
MANDKGSNWDSGLGCSYLLTEAECESDKENEEPGAGVELSVESDRYDSQDEDFVDNASVF
QGNHLEVFQALEKKAGEEQILNLKRKVLGSSQNSSGSEASETPVKRRKSGAKRRLFAENE
ANRVLTPLQVQGEGEGRQELNEEQAISHLHLQLVKSKNATVFKLGLFKSLFLCSFHDITR
LFKNDKTTNQQWVLAVFGLAEVFFEASFELLKKQCSFLQMQKRSHEGGTCAVYLICENTA
KSRETVRNLMANTLNVREECLMLQPAKIRGLSAALFWFKSSLSPATLKHGALPEWIRAQT
TLNESLQTEKFDFGTMVQWAYDHKYAEESKIAYEYALAAGSDSNARAFLATNSQAKHVKD
CATMVRHYLRAETQALSMPAY I KARCKLATGEGSWKSILTFFENYQNITELITFINALKLWL
KGIPKKNCLAF IGPPNTGKSMLCNSL IHFLGGSVLSFANHKSHFWLASLADTRAALVDDA
THACWRYFDTYLRNALDGYPVS I1DRKHKAAVQIKAPPLLVTSNIDVQAEDRYLYLHSRVQ
TFRFEQPCTDESGEQPFN I TDADWKSFFVRLWGRLDL IDEEEDSEEDGDSMRTFTCSARN
TNAVD

>P06921
MENLSERFNALQDQLMNI1YEAAEQTLQAQIKHWQTLRKEPVLLYYAREKGVTRLGYQPVP
VKAVSETKAKEAIAMVLQLESLQTSDFAHEPWTLVDTSIETFRSAPEGHFKKGPLPVEVI
YDNDPDNANLYTMWTYVYYMDADDKWHKARSGVNHIGIYYLQGTFKNYYVLFADDAKRYG
TTGEWEVKVNKETVFAPVTSSTPPGSPGGQADTNTTPATPTTSTTAVDSTSRQLTTSKQP
QQTETRGRRYGRRPSSKSRRSQTQQRRSRSRHRSRSRSRSRSKSQTHTTRSTTRSRSTSL
TKTRALTSRSRSRGRSPTTCRRGGGRSPRRRSRSPSTSSSCTTQRSQRARAESSTTRGAR
GSRGSRGGSRGGRGRRRGRSSSSSSPAHKRSRGGSAKLRGVSPGEVGGSLRSVSSKHTGR
LGRLLEEARDPPV I IVKGAANTLKNVRNRAKIKYMGLFRSFSTTWSWVAGDGTERLGRPR
ML1SFSSYTQRRDFDEAVRYPKGVDKAYGNLDSL

>P08546
MFFNPYLSGGVTGGAVAGGRRQRSQPGSAQGSGKRPPQKQFLQIVPRGVMFDGQTGL I1KH
KTGRLPLMFYRE IKHLLSHDMVWPCPWRETLVGRVVGP IRFHTYDQTDAVLFFDSPENVS
PRYRQHLVPSGNVLRFFGATEHGYSICVNVFGQRSYFYCEYSDTDRLREVIASVGELVPE
PRTPYAVSVTPATKTSIYGYGTRPVPDLQCVSISNWTMARKIGEYLLEQGFPVYEVRVDP
LTRLVIDRRITTFGWCSVNRYDWRQQGRASTCD IEVDCDVSDLVAVPDDSSWPRYRCLSF
DIECMSGEGGFPCAEKSDDIVIQISCVCYETGGNTAVDQG I PNGNDGRGCTSEGV IFGHS
GLHLFTIGTCGQVGPDVDVYEFPSEYELLLGFMLFFQRYAPAFVTGYNINSFDLKYILTR
LEYLYKVDSQRFCKLPTAQGGRFFLHSPAVGFKRQYAAAFPSASHNNPASTAATKVY IAG
SVVIDMYPVCMAKTNSPNYKLNTMAELYLRQRKDDLSYKD I PRCFVANAEGRAQVGRYCL
QDAVLVRDLFNT INFHYEAGAITARLAKIPLRRVIFDGQQIRIYTSLLDECACRDFILPNH



YSKGTTVPETNSVAVSPNAAT ISTAAVPGDAGSVAAMFQMSPPLQSAPSSQDGVSPGSGS
NSSSSVGVFSVGSGSSGGVGVSNDNHGAGGTAAVSYQGATVFEPEVGYYNDPVAVFDFAS
LYPSTIMAHNLCYSTLLVPGGEYPVDPADVYSVTLENGVTHRFVRASVRVSVLSELLNKW
VSQRRAVRECMRECQDPVRRMLLDKEQMALKVTCNAFYGFTGVVNGMMPCLP IAASITRI
GRDMLERTARF IKDNFSEPCFLHNFFNQEDYVVGTREGDSEESSALPEGLETSSGGSNER
RVEARVIYGDTDSVFVRFRGLTPQALVARGPSLAHYVTACLFVEPVKLEFEKVFVSLMMI
CKKRY IGKVEGASGLSMKGVDLVRKTACEFVKGVTRDVLSLLFEDREVSEAAVRLSRLSL
DEVKKYGVPRGFWR I LRRLVQARDDLYLHRVRVEDLVLSSVLSKDISLYRQSNLPHIAVI
KRLAARSEELPSVGDRVFYVLTAPGVRTAPQGSSDNGDSVTAGVVSRSDAIDGTDDDADG
GGVEESNRRGGEPAKKRARKPPSAVCNYEVAEDPSYVREHGVP IHADKYFEQVLKAVTNV
LSPVFPGGETARKDKFLHMVLPRRLHLEPAFLPYSVKAHECC

>P54094
MNALQEDTPPGPSTVFRPPTSSRPLETPHCREIRIGIAGITITLSLCGCANARAPTLRSA
TADNSESTGFKNVPDLRTDQPKPPSKKRSCDPSEYRVSELKESLITTTPSRPRTARRCIR
L

>P36720
MDDNTGTEGGACSESERAGGWFIVEAIVDRRTGDP I SSDDDEEEDEAGEDFVDFIDDTRS
LGDGQEVAQELFQQQTAADDDVAVQTVKRKFAPSPYFSPVCEQASIEHELSPRLDAIKLG
RQSAKAKRRLFELPDSGYGQTQVDTESGPKQVQGSSETQDGRQDDDEGSVVQSTLDTGNQ
NGRQNNDEGSGRNVGEHGSQEEERAGGDGEESDLQSTSTGKGAGGVVE I LRASNKKATLL
GKFKEQFGLGYNEL IRHFKSDRTSCADWVVCVFGVFCTVAEGIKTLIQPLCDYAHIQVLP
CQWGMTVLMLVRYKRAKNRETVAKGLSTLLNVPESQML IEPPKLRSGPAALYWYKTSMSS
CSDVYGETPEWIVRQTMVGHAMEDAQFSLSEMVQWAYDHD I TDESTLAYEYALITADTDSN
AAAFLSSNCQAKYLKDACTMCRHYKRGEQARMSMSEWIWFRGDKVQGDGDWKP IVQFLRY
QDVEFIPFLCAFKTFLQGVPKKSCLVFYGPADTGKSYFCMSLLRFLGGAV I SYANSSSHF
WLQPLSEAKIGLLDDATSQCWNY IDTYLRNALDGNQICVDRKHRALLQLKCPPLLITTNI
NPLTDERWKFLRSRLQLFTFKNPFPVTTQGEPMYTLNDQNWKCFFRRLWARLSLTDPEDE
EEHGNPSEPFRCVPGQONARTI

>P03264
MASREEEQRETTPERGRGAARRPPTMEDVSSPSPSPPPPRAPPKKRLRRRLESEDEEDSS
QDALVPRTPSPRPSTSTADLAIASKKKKKRPSPKPERPPSPEV IVDSEEEREDVALQMVG
FSNPPVL 1 KHGKGGKRTVRRLNEDDPVARGMRTQEEKEESSEAESESTVINPLSLPIVSA
WEKGMEAARALMDKYHVDNDLKANFKLLPDQVEALAAVCKTWLNEEHRGLQLTFTSNKTF
VTMMGRFLQAYLQSFAEVTYKHHEPTGCALWLHRCAE I EGELKCLHGS IMINKEHVIEMD
VTSENGQRALKEQSSKAKTVKNRWGRNVVQISNTDARCCVHDAACPANQFSGKSCGMFFS
EGAKAQVAFKQ I KAFMQALYPNAQTGHGHLLMPLRCECNSKPGHAPFLGRQLPKLTPFAL
SNAEDLDADL 1 SDKSVLASVHHPAL 1VFQCCNPVYRNSRAQGGGPNCDFK 1 SAPDLLNAL
VMVRSLWSENFTELPRMVVPEFKWSTKHQYRNVSLPVAHSDARQNPFDF

>P0C012
MVKSRVSYRSVMSGVGEERVPSAFTILASWGWTFAPQNHDPGASPNTTP IESIAGTAPDA
HVGPLDGEPDRDAISPLTSSVAGDPPGADGPYVTFDTLFMVSSIDELGRRQLTDT IRKDL
RLSLAKFSTACTKTSSFSGTAARQRKRGAPPQRTCVPRSNKSLQMFVLCKRANAAQVREQ
LRAVIRSRKPRKYYTRSSDGRLCPAVPVFVHEFVSSEPMRLHRDNVMLSTEPD
>P03211
MSDEGPGTGPGNGLGEKGDTSGPEGSGGSGPQRRGGDNHGRGRGRGRGRGGGRPGAPGGS
GSGPRHRDGVRRPQKRPSCIGCKGTHGGTGAGAGAGGAGAGGAGAGGGAGAGGGAGGAGG
AGGAGAGGGAGAGGGAGGAGGAGAGGGAGAGGGAGGAGAGGGAGGAGGAGAGGGAGAGGE



AGGAGAGGGAGGAGGAGAGGGAGAGGAGGAGGAGAGGAGAGGGAGGAGGAGAGGAGAGGA
GAGGAGAGGAGGAGAGGAGGAGAGGAGGAGAGGGAGGAGAGGGAGGAGAGGAGGAGAGGA
GGAGAGGAGGAGAGGGAGAGGAGAGGGGRGRGGSGGRGRGGSGGRGRGGSGGRRGRGRER
ARGGSRERARGRGRGRGEKRPRSPSSQSSSSGSPPRRPPPGRRPFFHPVGEADYFEYHQE
GGPDGEPDVPPGAIEQGPADDPGEGPSTGPRGQGDGGRRKKGGWFGKHRGQGGSNPKFEN
IAEGLRALLARSHVERTTDEGTWVAGVFVYGGSKTSLYNLRRGTALAIPQCRLTPLSRLP
FGMAPGPGPQPGPLRESIVCYFMVFLQTHIFAEVLKDAIKDLVMTKPAPTCNIRVTVCSF
DDGVDLPPWFPPMVEGAAAEGDDGDDGDEGGDGDEGEEGQE

>pP28859

MDRNAVLYGVLEHRLPKWVELSDDTDLEPFFFSSVRY ITAGSEDAIMIQALNLNTDEIVV
FLVTNLNFMALIPTVY IENPGIRQLIASTPISYRSPITVENGDLKKWMDCDLFVFGTMAA
QKAFIKAGNSVLGSLGGNVYTYGDHVSNFDGNTPVLQNNLMCSHVYYTRYKTDVYAPWEF
YYDQKRDQGYLMSLPAT IPRCKREGAFDIET IVHENAMDQDLNCQKFFKSEFRSMEESQV
LIQRFREAGVTGLPPSPFVGITQKLHEIVSISLVVCNYHKTGPKKKEYYVYYNTKKMENP
MEMIPVEHLHLDASRIKFEACKNEFYMLLAFINRLRKSVNVLYVYNAQFDIQVIQQRLRY
YAFKQRAPRCCKGHDD I PHEWGKALMEKWEAFLSVKPQLFKAQILMGQD ILKANYLKLLE
GIGSVLAQAKSTMAKMCT IKER IDSYRKMKDTVQNFKSHGFGCD I IDMMYVCKRKEFEAK
DGSLNTVAQL I I KKFKPHKATPKITHKMDD ITYDKLDGYYRAGGTKIAECLIYNLIDSLLV
IRTAKNLKPMEEY 1YRQLACYNIDTAAHTRGVMNFCGF IQSTKVVEVSRNKARLDAGIVM
ATDY IRNSLFTPET IPRRGGFVMAPLTGLFFARPTQCFELCLDFTSMYPSMMCDLN1SPE
T1VDSDKTNRVGDYMGYDWSKIDQGFEKFTLVLRVDRTDPENPKLVRHTSDTSLSLKRYL
RLRTEHKRALKQSSGSVAEYHNRLQNEMKICTNTHYGVSEHTCSLMITTQGQHKIKLVNE
FIKTLNRTGHSLFPNYGDTDSTMLYHPSDESETQLEDMVTLEDEMRAELREYMLKKLSAE
LVNRVKEKTKRTDTFVQSFLSDVETVLFDDMVEKLRLFSQGEV IEPFKDGGTWWVVDPLT
GIWMDCSTPFSSEL 1CKLEYENASS1GCHVAKKMVSIGSTYLFFKKISLYHVRVWRMCAD
TDGSPSHLYFPVSLSRTRAKQRGDH

>P03126

MHQKRTAMFQDPQERPRKLPQLCTELQTTIHDI ILECVYCKQQLLRREVYDFAFRDLCIV
YRDGNPYAVCDKCLKFYSKISEYRHYCYSLYGTTLEQQYNKPLCDLLIRCINCQKPLCPE
EKQRHLDKKQRFHNIRGRWTGRCMSCCRSSRTRRETQL

>056129
MTYPRRRYRRRRHRPRSHLGQ I LRRRPWLVHPRHRYRWRRKNG IFNTRLSRTFGYTVKAT
TVRTPSWAVDMMRFN IDDFVPPGGGTNKISIPFEYYRIRKVKVEFWPCSP I TQGDRGVGS
TAVILDDNFVTKATALTYDPYVNYSSRHT IPQPFSYHSRYFTPKPVLDST IDYFQPNNKR
TOLWLRLQTSRNVDHVGLGTAFENSTYDQDYNIRVTMYVQFREFNLKDPPLKP
>P03073
MDRVLSRADKERLLELLKLPRQLWGDFGRMQQAYKQQSLLLHPDKGGSHALMQELNSLWG
TFKTEVYNLRMNLGGTGFQGSPPRTAERGTEESGHSPLHDDYWSFSYGSKYFTREWNDFF
RKWDPSYQSPPKTAESSEQPDLFCYEEPLLSPNPSSPTDTPAHTAGRRRNPCVAEPDDSI
SPDPPRTPVSRKRPRPAGATGGGGGGVHANGGSVFGHPTGGTSTPAHPPPYHSQGGSESM
GGSDSSGFAEGSFRSDPRCESENESYSQSCSQSSFNATPPKKAREDPAPSDFPSSLTGYL
SHATYSNKTFPAFLVYSTKEKCKQLYDT IGKFRPEFKCLVHYEEGGMLFFLTMTKHRVSA
VKNYCSKLCRSFLMCKAVTKPMECYQVVTAAPFQL I TENKPGLHQFEFTDEPEEQKAVDW
IMVADFALENNLDDPLL IMGYYLDFAKEVPSCIKCSKEETRLQ IHWKNHRKHAENADLFL
NCKAQKT ICQQAAASLASRRLKLVECTRSQLLKERLQQSLLRLKELGSSDALLYLAGVAW
YQCLLEDFPQTLFKMLKLLTENVPKRRNILFRGPVNSGKTGLAAALISLLGGKSLNINCP
ADKLAFELGVAQDQFVVCFEDVKGQ IALNKQLQPGMGVANLDNLRTTWNGSVKVNLEKKH



SNKRSQLFPPCVCTMNEYLLPQTVWARFHMVLDFTCKPHLAQSLEKCEFLQRER I 1QSGD
TLALLL IWNFTSDVFDPD 1QGLVKEVRDQFASECSYSLFCD ILCNVQEGDDPLKDICDIA
EYTVY

>P12977

MY IMYAMA 1RQA I RDRRRNPASRRDQAKWRLQTLAAGWPMGYQAYSSWMYSYTDHQTTPT
FVHLQATLGCTGGRRCHVTFSAGTFKLPRCTPGDRQWLYVQSSVGN IVQSCNPRYS I FFD
YMATHRSLTK IWEEVLTPDQRVSFMEFLGFLQRTDLSY IKSFVSDALGTTSIQTPWIDDN
PSTETAQAWNAGFLRGRAYG I DLLRTEGEHVEGATGETREESEDTESDGDDEDLPC IVSR
GGPKVKRPP I FIRRLHRLLLMRAGKRTEQGKEVLEKARGSTYGTPRPPVPKPRPEVPQSD
ETATSHGSAQVPEPPT IHLAAQGMAYPLHEQHGMAPCPVAQAPPTPLPPVSPGDQLPGVF
SDGRVACAPVPAPAGP I VRPWEPSLTQAAGQAFAPVRPQHMPVEPVPVPTVALERPVYPK
PVRPAPPK I AMQGPGETSG I RRARERWRPAPWTPNPPRSPSQMSVRDRLARLRAEAQVKQ
ASVEVQPPQLTQVSPQQPMEGPLVPEQQMFPGAPFSQVADVVRAPGVPAMQPQYFDLPLI
QP 1SQGAPVAPLRASMGPVPPVPATQPQYFD I PLTEP INQGASAAHFLPQQPMEGPLVPE
QWMFPGAALSQSVRPGVAQSQYFDLPLTQP INHGAPAAHFLHQPPMEGPWVPEQWMFQGA
PPSQGTDVVQHQLDALGYTLHGLNHPGVPVSPAVNQYHLSQAAFGLP I DEDESGEGSDTS
EPCEALDLS IHGRPCPQAPEWPVQEEGGQDATEVLDLS IHGRPRPRTPEWPVQGEGGQNVY
TGPETRRVVVSAVVHMCQDDEFPDLQDPPDEA

>P08392
MASENKQRPGSPGPTDGPPPTPSPDRDERGALGWGAETEEGGDDPDHDPDHPHDLDDARR
DGRAPAAGTDAGEDAGDAVSPRQLALLASMVEEAVRT IPTPDPAASPPRTPAFRADDDDG
DEYDDAADAAGDRAPARGREREAPLRGAYPDPTDRLSPRPPAQPPRRRRHGRWRPSASST
SSDSGSSSSSSASSSSSSSDEDEDDDGNDAADHAREARAVGRGPSSAAPAAPGRTPPPPG
PPPLSEAAPKPRAAARTPAASAGR I ERRRARAAVAGRDATGRFTAGQPRRVELDADATSG
AFYARYRDGYVSGEPWPGAGPPPPGRVLYGGLGDSRPGLWGAPEAEEARRRFEASGAPAA
VWAPELGDAAQQYAL I TRLLYTPDAEAMGWLQNPRVVPGDVALDQACFR I SGAARNSSSF
I TGSVARAVPHLGYAMAAGRFGWGLAHAAAAVAMSRRYDRAQKGFLLTSLRRAYAPLLAR
ENAALTGAAGSPGAGADDEGVAAVAAAAPGERAVPAGYGAAG I LAALGRLSAAPASPAGG
DDPDAARHADADDDAGRRAQAGRVAVECLAACRG I LEALAEGFDGDLAAVPGLAGARPAS
PPRPEGPAGPASPPPPHADAPRLRAWLRELRFVRDALVLMRLRGDLRVAGGSEAAVAAVR
AVSLVAGALGPALPRDPRLPSSAAAAAADLLFDNQSLRPLLAAAASAPDAADALAAAAAS
AAPREGRKRKSPGPARPPGGGGPRPPKTKKSGADAPGSDARAPLPAPAPPSTPPGPEPAP
AQPAAPRAAAAQARPRPVAVSRRPAEGPDPLGGWRRQPPGPSHTAAPAAAALEAYCSPRA
VAELTDHPLFPVPWRPALMFDPRALAS I AARCAGPAPAAQAACGGGDDDDNPHPHGAAGG
RLFGPLRASGPLRRMAAWMRQ I PDPEDVRVVVLYSPLPGEDLAGGGASGGPPEWSAERGG
LSCLLAALANRLCGPDTAAWAGNWTGAPDVSALGAQGVLLLSTRDLAFAGAVEFLGLLAS
AGDRRL 1VVNTVRACDWPADGPAVSRQHAYLACELLPAVQCAVRWPAARDLRRTVLASGR
VFGPGVFARVEAAHARLYPDAPPLRLCRGGNVRYRVRTRFGPDTPVPMSPREYRRAVLPA
LDGRAAASGTTDAMAPGAPDFCEEEAHSHAACARWGLGAPLRPVYVALGREAVRAGPARW
RGPRRDFCARALLEPDDDAPPLVLRGDDDGPGALPPAPPG I RWASATGRSGTVLAAAGAV
EVLGAEAGLATPPRREVVDWEGAWDEDDGGAFEGDGVL

>P06934

MSRSESRKNRGGREE I LEQWVAGRKKLEELERDLRKTKKKLKK IEDENPWLGN IKG I LGK
KDKDGEGAPPAKRARTDQMEVDSGPRKRPLRGGFTDKERQDHRRRKALENKKKQLSAGGK
NLSKEEEEELRRLTEEDERRERRVAGPPVGGV I PLEGGSRGAPGGGFVPSLQGVPESPFS
RTGEGLD IRGNRGFPWD I LFPADPPFSPQSCRPQ

>P24739



MARRSGNPDEDLLKAVRI IKLLYQSSPCPNPRGSRQARKNRRRRWRARQRQIDSLSERIL
SDCLGRPAEPVPLQLPPIERLRLDCSESCGTSGTQQPQGTETGVGGPQISVESSAVLGSG
TKN

>P56260
MLDMGDRKEVKMLPKSSFSINNLVPEAVQSDNHSGHSHHNSHHPHHHHHHHHHHPPPPQQ
PQRAAAAEEEDEEKAPLLLPPPAAGALEAAKAEALAGKGEAGAAAAELEEKEKAAEEKKG
AAEGGKDGESGKEGEKKNGKYEKPPFSYNAL IMMATRQSPEKRLTLNGIYEF IMKNFPYY
RENKQGWQNS IRHNLSLNKCFVKVPRHYDDPGKGNYWMLDPSSDDVF IGGTTDKLRRRST
TSRAKLAFKRGARLTSTGLTFMDRAGSLYWPMSPFLSLHHPRASSTLSYNGTASAYPSHP
MPYSSVLTQNSLGNNHSFSTSNGLSVDRLVNGE IPYATHHLTAAALAASVPCGLSVPCSG
TYSLNPCSVNLLAGQTSYFSPTSLTPQ

>Q01552
MPPKRRLVDDADAMEDQDLYEPPASLPKLPGKFLQYTVGGSDPHPG IGHEKD IRQNAVAL
LDQSRRDMFHTVTPSLVFLCLL IPGLHAAFVHGGVPRESYLSTPVTRGEQTVVKTAKFYG
EKTTQRDLTELEISSIFSHCCSLLIGVVIGSSSKIKAGAEQIKKRFKTMMAALNRPSHGE
TATLLQMFNPHEAIDWINGQPWVGSFVLSLLTTDFESPGKEFMDQIKLVASYAQMTTYTT
IKEYLAECMDATLTIPVVAYE IRDFLEVSAKLKEEHADLFPFLGAIRHPDAIKLAPRSFP
NLASAAFYWSKKENPTMAGYRAST IQPGASVKETQLARYRRRE I SRGEDGAELSGE ISAI
MRMIGVTGLN

(4) 16 Plasma membrane proteins

>P03470
MNPNQKIITIGSICMVVGIISLILQIGNIISIWISHSIQTGNQNHTGICNQGI ITYNVVA
GQDSTSVILTGNSSLCP IRGWAIHSKDNG IRIGSKGDVFVIREPFISCSHLECRTFFLTQ
GALLNDKHSNGTVKDRSPYRALMSCPVGEAPSPYNSRFESVAWSASACHDGMGWLTIGIS
GPDNGAVAVLKYNGIHITETIKSWRKKILRTQESECTCVNGSCFT IMTDGPSNGLASYKIF
KI1EKGKVTKSIELNAPNSHYEECSCYPDTGKVMCVCRDNWHGSNRPWVSFDQNLDYQIGY
I CSGVFGDNPRPKDGPGSCGPVSADGANGVKGFSYRYGNGVWIGRTKSDSSRHGFEMIWD
PNGWTETDSRFSVRQDVVAMTDRSGYSGSFVQHPELTGLDCMRPCFWVEL IRGRPEEET
WTSGS 1 1SFCGVNSDTVDWSWPDGAELPFT

>P16071
MAEKGKTNSSYWSTTRNDNSTVNTY IDTPAGKTHIWLL IATTMHTILSFIIMILCIDLII
KQDTCMKTNIMTVSSMNESAKTIKETITELIRQEVISRTINIQSSVQSGIPILLNKQSRD
LTQL IEKSCNRQELAQICENTIAIHHADGI SPLDPHDFWRCPVGEPLLSNNPNISLLPGP
SLLSGSTTISGCVRLPSLSIGDAIYAYSSNLITQGCAD IGKSYQVLQLGY ISLNSDMYPD
LKPVISHTYDINDNRKSCSVIAAGTRGYQLCSLPTVNETTDYSSEGIEDLVFDILDLKGK
TKSHRYKNED I TFDHPFSAMYPSVGSGIKIENTLIFLGYGGLTTPLQGDTKCVTNRCANV
NQSVCNDALKITWLKKRQVVNVLIRINNYLSDRPKIVVETIPITQNYLGAEGRLLKLGKK
1Y1IYTRSSGWHSHLQIGSLD INNPMT IKWAPHEVLSRPGNQDCNWYNRCPRECISGVYTD
AYPLSPDAVNVATTTLYANTSRVNPTIMYSNTSE I INMLRLKNVQLEAAYTTTSCITHFG
KGYCFHIVEINQTSLNTLQPMLFKTSIPKICKITS

>P03655

MAVYFVTGKLGSGKTLVSVGK I1QDKIVAGCKIATNLDLRLONLPQVGRFAKTPRVLRIPD
KPSISDLLAIGRGNDSYDENKNGLLVLDECGTWFNTRSWNDKERQP I IDWFLHARKLGWD
1 IFLVQDLS IVDKQARSALAEHVVYCRRLDRITLPFVGTLYSLVTGSKMPLPKLHVGVVK
YGDSQLSPTVERWLYTGKNLYNAYDTKQAFSSNYDSGVYSYLTPYLSHGRYFKPLNLGQK
MKLTK1YLKKFSRVLCLAIGFASAFTYSY ITQPKPEVKKVVSQTYDFDKFT IDSSQRLNL
SYRYVFKDSKGKL INSDDLQKQGYSITY IDLCTVSIKKGNSNE1VKCN



>P01115
MPAARAAPAADEPMRDPVAPVRAPALPRPAPGAVAPASGGARAPGLAAPVEAMTEYKLVV
VGARGVGKSALT IQL IQNHFVDEYDPT IEDSYRKQVV IDGETCLLD I LDTTGQEEYSAMR
DQYMRTGEGFLCVFAINNTKSFED IHQYREQ I KRVKDSDDVPMVLVGNKCDLAGRTVESR
QAQDLARSYGIPY IETSAKTRQGVEDAFYTLVRE IRQHKLRKLNPPDESGPGCMSCKCVL
S

>Q04463
MPRPRPRALRGSSPGWALVAAVAVGAALLMATLAVAAPPGPRGPAARSPGLEDASVEPVE
DGDYDEYDDEGHTPTDVPGSGPESPGPDRPPRGPGGGSGRRRGSPGNGTRSAARRQLRES
LRRIQAEYAASAFYVCPPPTGATVVQFEEPRPCPDVAAGKNFTEG IAVVFKEN I APYKFT
ATKYYKE I TVSQTWQGSRYLQLTGLYNDRAPVPFSE I TDL INGKGRCRSDVTYTRSQRRV
TAYDGDEWGREVALVPAKTSTPNSRGWYTTDRVYAPNAHAGFYKTGTTVNC I VEEMEARS
AFPYDSFVLATGEFVYASPFSGFSEDARRERNRYAPDRFRQVDGFYPRDLDSGQRAATPV
VRNLLTTPTFTVGWDWKPKRPNVCSVTKWQVVEEMVRAEYGSAFRFTSAALSATFTSNLT
QYPPEL IEHSDCVAREAAES IEATYARRYNASHVRVGGVQYYLAAGGFLLAFQPLLSNSL
AEMYRREALLGRSGDLAAALAPPPVAAPASGAGPRGT ISTTQTVEFARLQFTYDHIQKHV
NEMLGR I AAAWCQLQNQELVLWNEARKLNPGA 1 ASATVGTRVGARMLGDVMAVSTCIPVS
PDNV IMQNSMR I PGDPKTCYARPLVSFRYTDEGELVEGQLGEDNE IRLEQNNVEPCTVGH
KRYFVFGGGYVYFEEYAYSHQVSRADVPVVSTFVDLNL TMLEDHEFLPLEVYTRRE IKDS
GLLDYAEVQRRNQLHALRFSD IDR IMNDSANAALMAGLARFFDGMGDAGKA I GRAVLGVT
EGL ISVVSGVSSFLSNPFGALAVGLLVLAGLVAAFFAMRY IMRLRANPMRALYPLTTSG
KAEARAALGSGGDKGGAGDGAAGVEDFDEAKLEAARDMIRYMTLVSAMERTAHKAKKRGT
SAR I SAHLTDMVLAAQGAEYQPLSKDDEDGADP

>P17504

MKAT IVLLMVVTSNADRICTG I TSSNSPHVVKTATQGEVNVTGV IPLTTTPTKSHFANLK
GTKTRGKLCPKCLNCTDLDVALGRPKCMGT I PSAKAS I LHEVKPVTSGCFP IMHDRTKIR
QLPNLLRGYEH IRLSTHNV INAETAPGGPYKVGTSGSCPNVTNGNGFFATMAWAVPKNDN
NKTATNPLTVEVPY I CTEGEDQ I TVWGFHSDNEAQMVKLYGDSKPQKFTSSANGVTTHYV
SQIGGFPNQAEDGGLPQSGRIVVDYMVQKSGKTGT I TYQRG I LLPQKVWCASGRSKVIKG
SLPL IGERDCLHEKYGGLNKSKPYYTGEHAKAIGNCP IWVKTPLKLANGTKYRPPAKLLK
ERGFFGA I AGFLEGGWEGM I AGWHGYTSHGAHGVAVAADLKSTQEA INK I TKNLNSLSEL
EVKNLQRLSGAMDELHNE I LELDEKVDDLRADT ISSQIELAVLLSNEG I INSEDEHLLAL
ERKLKKMLGPSAVD I GNGCFETKHKCNQTCLDR IAAGTFNAGEFSLPTFDSLN I TAASLN
DDGLDNHTILLYYSTAASSLAVTLMIAIFIVYMVSRDNVSCSICL

>P69336
MLHVVPLEWTVEEVVPYLERLAVWLRASVLVAFQLTATVALSVLSWWLMPPPVAELCERG
RDDDPPPLSHLSLVVPVGCLFLLLRGPS IDRCPRKLPLLLAYCLPHALAFLTLLMCQPSP
QAFVGAALLALAVDLSCLGASLLGCDPGASLRRLWLPSVLSLLCATALGLWLLRAAAPFF
LGLHATTLLTVTLML IHDLSL I TCQSSFPESFQPSLRLYVENVALF IGMYHLLRLWLWSP
>P52380

MDTV IELSKLQFKGNASCTSTPTLKTARIMESAVTGITLTTSIPMI I IVVTTMILYHRVA
KHNATSFYV I TLFASDFVLMWCVFFMTVNRKQLFSFNRFFCQLVYF I YHAVCSYS I SMLA
1 1ATIRYKTLHRRKKTESKTSSTGRNIG I LLLASSMCAIPTALFVKTNGMKKTGKCVVY I
SSKKAYELFLAVK IVFSFIWGVLPTMVFSFFYV I FCKALHDVTEKKYKKTLFFIRILLLS
FLLIQIPYIAILICEIAFLYMPQNTCFWLARVE ILQL 1 IRLMPQVHCFSNPLVYAFTGGE
LRNRFTACFQSFFPKTLCSTQKRKDSDASEHDQNSKSKASVEKNQPL

>P09703



MTTSTNNQTLTQVSNMTNHTLNSTEIYQLFEYTRLGVWLMCIVGTFLNVLVITTILYYRR
KKKSPSDTY I CNLAVADLL 1VVGLPFFLEYAKHHPKLSREVVCSGLNACFY ICLFAGVCF
LINLSMDRYCVIVWGVELNRVRNNKRATCWVVIFWILAVLMGMPHYLMYSHTNNECVGEF
ANETSGWFPVFLNTKVNICGYLAPITALMAYTYNRMVRF I INYVGKWHMQTLHVLLVVVVS
FASFWFPFNLALFLESIRLLAGVYNDTLONVITFCLYVGQFLAYVRACLNPGIYILVGTQ
MRKDMWTTLRVFACCCVKQEIPYQDIDIELQKD IQRRAKHTKRTHYDRKNAPMESGEEEF
LL

>P09721

MVQ I QFHQGEPLGHKKEKPPPVSPPSPPPIRRVTVITKDEDTLRSVQHFLWMVRLYGTVV
FQTSATIATTILFMLIPWRVTAPYLRDTLPFWSTLLPCALRCHAYWLERRRRPGTLMLVM
VYTTLTTISVSTIGLCFDRTVVIQAYVLSSMLCVWCTGLAWLMAWNMQRRLAILCLLSFM
LPILWLFIAVQSWEPYQRITLALTVSFIYGLKIVLIRDTLTVLYRSPSNCYTDGDLLRTA
MLLYMDQV IMFLLVVVPLTAPIWYPNYAGALGRTAHWLFHK

>P09724

MRV ISRARSACTWTSCTSLSPCSTSCPPSPAAPTLLRRRSLPQQRRRPSSSPNRRVRGVT
TSPCPTRSLVYKRRVGAPQRLCAETVATMQAQEANALLLSRMEALEWFKKFTVWLRVYALI
FIFQLAFSFGLGSVFWLGFPQNRNFCVENYSFFLTVLVPIVCMFITYTLGNEHPSNATVL
FIYLLANSLTAAIFQMCSESRVLVGSYVMTLALFISFTGLAFLGGRDRRRWKCISCVYVV
MLLSFLTLALLSDADWLQKIVVTLCAFSISFFLGILAYDSLMVIFFCPPNQCIRHAVCLY
LDSMATFLTLLLMLSGPRWISLSDGAPLDNGTLTAASTTGKS

>P12555
MDRAVSQVALENDEREAKNTWRLVFRIAILLLTVVTLAISAAALAYSMEASTPSDLVGIP
TAISRTEEKITSALGSNQDVVDRIYKQVALESPLALLNTESTIMNAITSLSYQINGAANS
SGCGAPIHDPDY 1GGIGKEL 1VDDASDVTSFYPSAFQEHLNFIPAPTTGSGCTRIPSFDM
SATHYCYTHNVILSGCRDRSHSHQYLALGVLRTSATGRVFFSTLRS INLDDTQNRKSCSV
SATPLGCDMLCSKVTETEEEDYNSAIPTSMVHGRLGFDGQYHEKDLDVTTLFEDWVANYP
GVGGGSFIDNRVWFPVYGGLKPNSPSDTAQEGKYVIYKRYNDTCPDEQDYQIRMAKSSYK
PGRFGGKRVQQAILSIKVSTSLGEDPVLTVPPNTVTLMGAEGRVLTVGTSHFFYQRGSSY
FSPALLYPMTVSNKTATLHSPYTFNAFTRPGSVPCQASARCPNSCVTGVYTDPYPLVFYR
NHTLRGVFGTMLDDEQARLNPVSAVFDSISRSRITRVSSSSTKAAYTTSTCFKVVKTNKT
YCLSIAEISNTLFGEFRIVPLLVEILKDDGVREARSGRLSQLQEGWKDD 1VSP IFCDAKN
QTEYRRELESYAASWP

>pP25049
MENQREEIELTEIPETEKKRTAEEKLLSCSAETAEEKVSLCSEETTDTSSSSSSEQTPAP
TEVNVNIQTSTYLPQNAATNLNSLYTSFEDARAQGKGLVRHNSDDLKSFLEKYPPDYRKP
KRDLSESWDPGMPKPTLPPRPANLGASQASTVRRHVREQNFKQLRERKANEGK IVKDLKR
LEYKVNITLCLVVVILATILLLTGLSILFIRIKS

>P00545
RMPSGPGHYGASAETPGPRPPLCPASSCCLPTEAMGPRALLVLLMATAWHAQGVPVIQPS
GPELVVEPGTTVTLRCVGNGSVEWDGP I SPHWNLDLDPPSSILTTNNATFONTGTYHCTE
PGNPRGGNAT IHLYVKDPARPWKVLAQEVTVLEGQDALLPCLLTDPALEAGVSLVRVRGR
PVLRQTNYSFSPWHGFT IHKAKF IENHVYQCSARVDGRTVTSMG IWLKVQKD I SGPATLT
LEPAELVRIQGEAAQIVCSASNIDVNFDVSLRHGDTKLT 1 SQQSDFHDNRYQKVLTLNLD
HVSFQDAGNYSCTATNAWGNHSASMVFRVVESAYSNLTSEQSLLQEVTVGEKVDLQVKVE
AYPGLESFNWTYLGPFSDYQDKLDFVTIKDTYRYTSTLSLPRLKRSESGRYSFLARNAGG
QNALTFELTLRYPPEVRVTMTLINGSDTLLCEASGYPQPSVTWVQCRSHTDRCDESAGLV
LEDSHSEVLSQVPFYEVIVHSLLAIGTLEHNRTYECRAFNSVGNSSQTFWPISIGAHTPL



PDELLFTPVLLTCMS IMALLLLLLLLLLYKYKQKPKYQVRWKITESYEGNSYTFIDPTQL
PYNEKWEFPRNNLQFGKTLGTGAFGKVVEATAFGLGKEDAVLKVAVKMLKSTAHADEKEA
LMSELKIMSHLGQHENIVNLLGACTHGGPVLVITEYCCYGDLLNFLRRQAEAMLGPSLSV
GQDPEAGAGYKN IHLEKKYVRRDSGFSSQGVDTYVEMRPVSTSSSNDSFSEEDLGKEDGR
PLELRDLLHFSSQVAQGMAFLASKNC IHRDVAARNVLLTSGRVAKIGDFGLARD IMNDSN
Y 1VKGNARLPVKWMAPES I FDCVYTVQSDVWSYGILLWE I FSLGLNPYPGILVNSKFYKL
VKDGYQMAQPAFAPKN1YS IMQACWALEPTRRPTFQQ ICSLLQKQAQEDRRVPNYTNLPS
SSSSRLLRPWQRTPPVAR

>P09716

MSPNSEATGTAWAPPPPRPSRGV IMISSVSTNDVRRFLLCMRVYSTVAVQGTCTFLLCLG
LVLAFPHLKGTVFLCCTGFMPPLSLMVPT ICLALLHGKRDEGSFTSPPSPGLLTIYSVLT
TLSVIVASACSSSTLVTFSGLLACVLFSLCSCVTGLAGHNHRRWQVIVTLFVIGVIAFLI
ALYLQPVPLGHKLFLGYYAMALSFMLVVTVFDTTRLFETAWSEADLLTLCLYENLVYLYL
LILILFTTEDSLDKL IAWMTWLSSRATGATNAASISGCDLLREVQRNLTRTMA
>P03701
MRNVCIAVAVFAALAVTVTPARAEGGHGTFTVGYFQVKPGTLPSLSGGDTGVSHLKGINV
KYRYELTDSVGVMASLGFAASKKSSTVMTGEDTFHYESLRGRYVSVMAGPVLQ 1SKQVSA
YAMAGVAHSRWSGSTMDYRKTE I TPGYMKETTTARDESAMRHTSVAWSAG 1 QINPAASVV
VDIAYEGSGSGDWRTDGF1VGVGYKF
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