Online Supplementary Materials C. The learning dataset contains 70 viral proteins
classified into 4 subcellular locations with respect to their host cells according to the
experimental annotations. Both the accession numbers and sequences are given. None of the
proteins has =25% sequence identity to any other in the same subset (subcellular location). See
the text of the paper for further explanation.

(1) 14 Cytoplasm proteins

>P26669

MAVCI I1DHDNIRGV1YFEPVHGKDKVLGSVIGLKSGTYSL I IHRYGD ISQGCDSI1GSPEI
FIGNIFVNRYGVAYVYLDTDVNIST I IGKALSISKNDQRLACGVIGISY INEKIIHFLTI
NENGV

>P34204

MKMEV I FKTDLRSSSQVVFHAGSLYNWFSVE I INSGRIVTTAIKTLLSTVKYDIVKSAHI
YAGQGYTEHQAQEEWNMILHVLFEEETESSASSES IHEKNDNETNECTSSFETLFEQEPS
SEEPKDSKLYMLAQKTVQHIEQYGKAPDFNKV IRAHNFIQT IHGTPLKEEEKEVVRLMV I
KLLKKNKLLSHLHLMF

>P21277

MSSVLKAFERFTIEQELQDRGEEGS IPPETLKSAVKVFVINTPNPTTRYQMLNFCLRIIC
SQNRRASHRVGAL IALFSLPSAGMQNHIRLADRSPEAQIERCE IDGFEPGTYRL IPNARA
NLTANEIAAYALLADDLPPTINNGTPYVHADVELQPCDE IEQFLDRCYSVLIQAWVMVCK
CMTAYDQPAGSADRRFAKYQQQGRLEARYMLQPEAQRL IQTAIRKSLVVRQYLTFELQLA
RRQGLLSNRYYAMVGD IGKY IENSGLTAFFLTLKYALGTKWSPLSLAAFTGELTKLRSLM
MLYRD IGEQARYLALLEAPQIMDFAPGGYPLIFSYAMGVGSVLDVQMRNYTYARPFLNGY
YFQIGVETARRQQGTVDNRVADDLGLTPEQRNEVTQLVDRLARGRGAG I PGGPVNPFVPP
VQQQQPAAVYAD I PALEESDDDGDEDGGAGFQNGVQVPAVRQGGQTDFRAQPLQDP 1QAQ
LFMPLYPQVSNIPNNRI IRSTIASGGWKTKIYYDTTRMVILNKMQGANTETLSQTIPIKTH
SCKWATGMSK

>P26589
MSLDRLKLNDVSNKDSLLSNCKYSVTRSTGDVTSVSGHAMQKALARTLGMFLLTAFNRCE
EVAEIGLQYAMSLLGRDDS IKILREAGYNVKCVDTQLKDFT IKLQGKEYKIQVLDIVGID
AANLADLE 1QARGVVAKELKTGARLPDNRRHDAPDCGV IVLCIAALVVSKLAAGDRGGLD
AVERRALNVLKAEKARYPNMEVKQIAESFYDLFERKPYY IDVF I TFGLAQSSVRGGSKVE
GLFSGLFMNAYGAGQVMLRWGLLAKSVKN IMLGHASVQAEMEQVVEVYEYAQKQGGEAGF
YHIRNNPKASLLSLTNCPNFTSVVLGNAAGLG I IGSYKGAPRNRELFDAAKDYAERLKDN
NVINYSALNLTAEEREL 1SQQLN1VDDTPDDDI

>057285

MDQDAL I SKEDSEVEREASGGRESLSDV IGFLDAVLSSEPTD IGGDRSWLHNT INTLQRP
GSTHRVKGEGEGEVSTSSTQDNRSGEESRVSGGTSEPEAEAHARNVDKQN IHWATGRGAS
TDSVPQDLGNGRDSG I LEDPPNEGGYPRSGAEDENREMAANPDKRGEDQAEGLPEE IRRS
APLPDEREGRADNNGRGVEPGSPHSARVTGVLV IPSPELEEAVLQRNKRRPANSGSRSLT
PVVVPSTRSPPPDHDNSTRSPPRKPPTTQDEHTNPRNTPAVR IKDRRPPTGTRSAPDRPT
DGYPTHPSPETDATKKGIEENTSSMKEMATLLTSLGV IQSAQEFESSRDASYVFAKRALK
SANYAEMAFNVCGL I LSAEKSFANRVDENKQLLKQIQESVESFRD 1 YKRFSEYQKEQNSL
LMSNLSTLHI ITDRGGKTDNPDSPTRSPSVFAKTKENKTKATRFDPSMETMGDMRYKPDL
LREDEFREE IRNPVYQERDTEPRASNASRLLPSREKPT IHSLKLV IESSPLSRAEKAAYV
KSLSKCKTDQEVKAVMELVEEDIESLTN

>057286



MAGLLSTFDTFSSRRSES INKSGGGAV I PGQRSTVSVFVLGPSVTDDADKLS IATTFLAH
SLDTDKQHSQRGGFLVSLLAMAYSSPELYLTTNGVNADVKYVIYNIEKDPKRTKTDGF IV
KTRDMEYERTTEWLFGPMVNKSPLFQGQRDAADPDTLLQIYGYPACLGAT IVQVWIVLVK
Al TSSAGLRKGFFNRLEAFRQDGTVKGALVFTGETVEG I GSVMRSQQSLVSLMVETLVTM
NTARSDLTTLEKNIQIVGNY IRDAGLASFMNT IKYGVETKMAALTLSNLRPD INKLRSL |
DTYLSKGPRAPF I C1LKDPVHGEFAPGNYPALWSYAMGVAVVQNKAMQQYVTGRTYLDME
MFLLGQAVAKDAESK I SSALEDELGVTDTAKERLRHHLANLSGGDGAYHKPTGGGA I EVA
LDNAD I DLEPEAHTDQDARGWGGDSGDRWARSMGSGHF I TLHGAERLEEETNDEDVSDIE
RR I ARRLAERRQEDATTHEDEGRNNGVDHDEEDDAAAAAGMGG

>P03557

MEN I EKLLMQEK I LMLELDLVRAK I SLARANGSSQQGELSLHRETPEKEVAVHSALVTFT
PTQVKAIPEQTAPGKESTNPLMAS I LPKDMNPVQTGTRLAVPSDFLRPHQG IP1PQKSEL
SSTVVPLRAESG IQHPH INYYVVYNGPHAG I YDDWGCTKAATNGVPGVAHKKFAT I TEAR
AAADAYTTRQQTDRLNF I PKGEAQLKPKSFAEALTSPPKQKAHWLTLGTKKPSSDPAPKE
I SFAPE I TMDDFLYLYDLVRKFDGEGDDTMFTTDNEK I SLENFRKNANPQMVREAYAAGL
IKT I'YPSNNLQE IKYLPKKVKDAVKRFRTNC IKNTEKD IFLK IRST IPVWT 1QGLLHKPR
QVIEIGVSKKV IPTESKAMESR1Q1EDLTELAVKTGEQF IQSLLRLNDKKK I FVNMVEHD
TLVYSKNIKETDSEDQRAIETFQQRV I SGNLLGFHCPA I CHF IMKTVEKEGGAYKCHHCD
KGKAIVQDASADEGTTDKSGPPPTRS I VEKEDVPNTSSKQVD

>Q00946

MS ILEK I TSSPSECAEHLTNKDSCLSKK I QKEL TSFLEKKETLGCDSESCV I THPAVKAY
AQQKGLDLSKELETRFKAPGPRNNTGLLTNFNIDETLQRWA IKYTKFFNCPFSMMDFERV
HYKFNQVDMVKVYKGEELQYVEGKVVKRPCNTFGCVLNTDFSTGTGKHWVA I FVDMRGDC
WS 1EYFNSAGNSPPGPV IRWMERVKQQLLK IHHTVKTLAVTNIRHQRSQTECGPYSLFYI
RARLDNVSYAHF I SAR I TDEDMYKFRTHLFRIA

>P01126

MDFLTNLRFTEG I SEPY I E I FEQPRQRGTRFRYKCEGRSAGS I PGEHSTDNNKTFPS1Q1
LNYFGKVK IRTTLVTKNEPYKPHPHDLVGKGCRDGYYEAEFGPERQVLSFQNLG I QCVKK
KDLKESISLR1SKK INPFNVPEEQLHN I DEYDLNVVRLCFQAFLPDEHGNYTLALPPLIS
NP I'YDNRAPNTAELR I CRVNKNCGSVKGGDE I FLLCDKVQKDD I EVRFVLGNWEAKGSFS
QADVHRQVA IVFRTPPFLGD I TEP I TVKMQLRRPSDQAVSEPVDFRYLPDEEDPSGNKAK
RQRSTLAWQKP 1QDCGSAVTERPKAAP I PTVNPEGKLKKEPNMFSPTLMLPGLGTLSSSQ
MYPACSQMPTQPAQLGPGKQDTLHSCWQQLYSPSPSASSLLSLHSHSSFTAEVPQPGAQG
SSSLPAYNPLNWPDEKNSSFYRNFGNTHGMGAALVSAAGMQSVSSSS IVQGTHQASATTA
SIMTMPRTPGEVPFLRQQVG

>P06447

MDGQESSQNPSD I LYPECHLNSP I VRGK I AQLHVLLDVNQPYRLKDDS I INITKHK IRNG
GLSPRQIKIRSLGKALQRT IKDLDRYTFEPYPTYSQELLRLD I PE 1CDK IRSVFAVSDRL
TRELSSGFQDLWLN I FKQLGN 1 EGREGYDPLQD IGT I PE I TDKYSRNRWYRPFLTWFS 1K
YDMRWMQKTRPGGPLDTSNSHNLLECKSYTLVTYGDLVMILNKLTLTGY ILTPELVLMYC
DVVEGRWNMSAAGHLDKKS 1G 1 TSKGEELWELVDSLFSSLGEE I'YNVIALLEPLSLALIQ
LNDPV I PLRGAFMRHVLTELQTVLTSRDVYTDAEADT IVESLLAIFHGTS IDEKAE I FSF
FRTFGHPSLEAVTAADKVRAHMYAQKA IKLKTLYECHAVFCT I I INGYRERHGGQWPPCD
FPDHVCLELRNAQGSNTAISYECAVDNYTSF I GFKFRKF 1 EPQLDEDLT I YMKDKALSPR
KEAWDSVYPDSNLYYKAPESEETRRL I EVF INDENFNPEE I INYVESGDWLKDEEFNISY
SLKEKE IKQEGRLFAKMTYKMRAVQVLAETLLAKG I GELFRENGMVKGE IDLLKRLTTLS
VSGVPRTDSVYNNSKSSEKRNEGMENKNSGGYWDEKKRSRHEFKATDSSTDGYETLSCFL



TTDLKKYCLNWRFESTALFGQRCNE I FGFKTFFNWMHPVLERCT 1 YVGDPYCPVADRMHR
QLQDHADSG I FIHNPRGG IEGYCQKLWTL IS 1SATHLAAVRVGVRVSAMVQGDNQATAVT
SRVPVAQTYKQKKNHVYEE I TKYFGALRHVMFDVGHELKLNET I I SSKMFVYSKR1YYDG
K1LPQCLKALTKCVFWSETLVDENRSACSNISTS IAKAIENGYSPILGYCIALYKTCQQV
CISLGMTINPT ISPTVRDQYFKGKNWLRCAVL I PANVGGFNYMSTSRCFVRN I GDPAVAA
LADLKRF IRADLLDKQVLYRVMNQEPGDSSFLDWASDPYSCNLPHSQSITTIIKNITARS
VLQESPNPLLSGLFTETSGEEDLNLASFLMDRKV I LPRVAHE I LGNSLTGVREAIAGMLD
TTKSLVRASVRKGGLSYG ILRRLVNYDLLQYETLTRTLRKPVKDNIEYEYMCSVELAVGL
RQKMW IHLTYGRP IHGLETPDPLELLRG IFIEGSEVCKLCRSEGADP 1 YTWFYLPDN IDL
DTLTNGCPAIRIPYFGSATDERSEAQLGYVRNLSKPAKAA IR IAMVYTWAYGTDE I SWME
AAL 1AQTRANLSLENLKLLTPVSTSTNLSHRLKDTATQMKFSSATLVRASRFIT I SNDNM
ALKEAGESKDTNLVYQQ IMLTGLSLFEFNMRYKKGSLGKPL I LHLHLNNGCC IMESPQEA
NIPPRSTLDLE I TQENNKL I YDPDPLKDVDLELFSKVRDVVHTVDMTYWSDDEV IRATS
CTAMT IADTMSQLDRDNLKEMIALVNDDDVNSL I TEFMV IDVPLFCSTFGG I LVNQFAYS
LYGLNIRGREE IWGHVVR I LKDTSHAVLKVLSNALSHPK I FKRFWNAGVVEPVYGPNLSN
QDK I LLALSVCEYSVDLFMHDWQGGVPLE I F 1 CDNDPDVADMRRSSFLARHLAYLCSLAE
I SRDGPRLESMNSLERLESLKSYLELTFLDDPVLRYSQLTGLVIKVFPSTLTY IRKSSIK
VLRTRG I GVPEVLEDWDPEADNALLDG I AAE 1QQN I PLGHQTRAPFWGLRVSKSQVLRLR
GYKE I TRGE IGRSGVGLTLPFDGRYLSHQLRLFGINSTSCLKALELTYLLSPLVDKDKDR
LYLGEGAGAMLSCYDATLGPC INYYNSGVYSCDVNGQRELN I YPAEVALVGKKLNNVTSL
GQRVKVLFNGNPGSTW I GNDECEAL IWNELQNSS I GLVHCDMEGGDHKDDQVVLHEHYSV
IRIAYLVGDRDVVL I SKIAPRLGTDWTRQLSLYLRYWDEVNL IVLKTSNPASTEMYLLSR
HPKSD I IEDSKTVLASLLPLSKEDS IKIEKWIL I EKAKAHEWVTRELREGSSSSGMLRPY
HQALQTFGFEPNLYKLSRDFLSTMNIADTHNCMIAFNRVLKDT IFEWAR I TESDKRLKLT
GKYDLYPVRDSGKLKT I SRRLVLSWISLSMSTRLVTGSFPDQKFEARLQLG IVSLSSREI
RNLRV I TKTLLDRFED I IHS I TYRFLTKE IK I LMK I LGAVKMFGARQNEYTTV IDDGSLG
DIEPYDSS

>P68460

MKNVL I I FGKPYCS I CENVSDAVEELKSEYD I LHVD I LSFFLKDGDSSMLGDVKRGTLIG
NFAAHLSNY 1VS I FKYNPQTKQMAFVD INKSLDFTKTDKSLVNLE I LKSE I EKATYGVWP
PVTE

>P08353
MARRRRHRGPRRPRPPGPTGAVPTAQSQVTSTPNSEPAVRSAPAAAPPPPPASGPPPSCS
LLLRQWLHVPESASDDDDDDDWPDSPPPEPAPEARPTAAAPRPRSPPPGAGPGGGANPSH
PPSRPFRLPPRLALRLRVTAEHLARLRLRRAGGEGAPEPPATPATPATPATPATPATPAT
PATPATPATPARVRFSPHVRVRHLVVWASAARLARRGSWARERADRARFRRRVAEAEAV I
GPCLGPEARARALARGAGPANSV

>P15628

MEQA IKQLRNQQKQLDQQ I EQQKQTLNSL ISRREEVTKG I QTLELLSGTTLVPDQQIHEA
LQPAVSESTKGNQE IKTWKQ I FDEEHEL TREEK I DATVGQKKKAYV I FDGPWKG 1 YQDWH
1VKSKVNAQPYRYKGYNSLEEAKLAHKQAYAEVTKADEVKVEK TMKSFAKNNVAEK I HGL
HKSGPKELTEAEFYRNWKM I TEWTEESANLGFYPDCSKQVKAVFF I GADPHLLSSFYQSG
LISY 1YLQEDEGQKGA I SKATSQLPKELRRTCQQYQLSFAKTREFYLAIQSTYPVFDEEK
MLVPAKHLVKLG I SASSYPENK IVKTNFNFSLF INSVDKLYNY IRQYGTT IKGFKVLMKT
QLCLAVCL IRDQAEESSK IMVMEFELD ISTLTG IFSNLPKELKKATCEKMHRYKSHLCES
CE INFPELSETMNVSNDEKRSTKSVSSDE INLSAENDGYQHS

>P03170



MSWALEMADTFLDTMRVGPRTYADVRDE INKRGREDREAARTAVHDPERPLLRSPGLLPE
IAPNASLGVAHRRTGGTVTDSPRNPVTR

(2) 8 Extracell proteins

>Q98157
MDTKGILLVAVLTALLCLQSGDTLGASWHRPDKCCLGYQKRPLPQVLLSSWYPTSQLCSK
PGV IFLTKRGRQVCADKSKDWVKKLMQQLPVTAR

>P16948
MLIFSVLMYLGLLLAGASALPNGLSPRNNAFCAGFGLSCKWECWCTAHGTGNELRYATAA
GCGDHLSKSYYDARAGHCLFSDDLRNQFYSHCSSLNNNMSCRSLSKRT IQDSATDTVDLG
AELHRDDPPPTASD I GKRGKRPRPVMCQCVDTTNGGVRLDAVTRAACSIDSFIDGYYTEK
DGFCRAKYSWDLFTSGQFYQACLRYSHAGTNCQPDPQYE

>P15879
MKGLRKSILCLVLSAGVIAPVTSGMIQSPQKCYAYSINQKAYSNTYQEFTN IDQAKAWGN
AQYKKYGLSKSEKEATVSYTKSASE INGKLRQNKGV INGFPSNL IKQVELLDKSFNKMKT
PENIMLFRGDDPAYLGTEFQNTLLNSNGT INKTAFEKAKAKFLNKDRLEYGY I STSLMNV
SQFAGRP I I TKFKVAKGSKAGY IDP I SAFAGQLEMLLPRHSTYHIDDMRLSSDGKQITIT
ATMMGTAINP

>P60172
MEGLSLLQLPRDKFRKSSFFVWV 1 ILFQKAFSMPLGVVTNSTLEVTE IDQLVCKDHLAST
DQLKSVGLNLEGSGVSTDIPSATKRWGFRSGVPPQVVSYEAGEWAENCYNLE IKKPDGSE
CLPPPPDGVRGFPRCRYVHKAQGTGPCPGDYAFHKDGAFFLYDRLASTVIYRGVNFAEGV
IAFLILAKPKETFLQSPPIREAANYTENTSSYYATSYLEYEIENFGAQHSTTLFKINNNT
FVLLDRPHTPQFLFQLNDT IQLHQQLSNTTGKL IWTLDAN INAD I GEWAFWENKK 1SPNN
YVEKSCLSKLYRSTRQKTMMRHRRELQREESPTGPPGS IRTWFQR IPLGWFHCTYQKGKQ
HCRLRIRQKVEE

>010367

MGVKSALFIMAVFAAANVQYVLAACAETGAVCVHSDECCSGACSPVFNYC

>Q90121

MQ I INVVYSFLFAAAMLPVVHSLGINCRGSSQCGLSGGNLMVR IRDQACGNQGQTWCPGE
RRAKVCGTGNSISAYVQSTNNCISGTEACRHLTNLVNHGCRVCGSDPLYAGNDVSRGQLT
VNYVNSC

>073559

MKSVLYSY ILFLSCI 1 INGRD IAPHAPSNGKCKDNEYNRHNLCCLSCPPGTYASRLCDSK
TNTNTQCTPCGSGTFTSRNNHLPACLSCNGRCDSNQVETRSCNTTHNRICECAPGYYCLL
KGSSGCKACVSQTKCGIGYGVSGHTSTGDVVCSPCGLGTYSHTVSSADKCEPVPSNTFNY
IDVEINLYPVNDTSCTRTTTTGLSESISTSELT I TMNHKDCDPVFRDGYFSVLNKVATSG
FFTGENRYQN I SKVCTLNFE IKCNNKDSSSKQLTKTKNDDG IMPHSETVTLVGDCLSSVD
IYILYSNTNTQDYETDT ISYHVGNVLDVDSHMPGSCD IHKL ITNSKPTRF

>P20494

MSMKYLMLLFAAMI IRSFADSGNAIETTLPEITNATTDIPAIRLCGPEGDGYCLHGDCIH
ARDIDGMYCRCSHGYTGIRCQHVVLVDYQRSENPNTTTSY IPSPGIMLVLVGITITITCC
LLSVYRFTRRTNKLPLQDMVVP

(3) 25 Nucleus proteins

>055653
MTGSTIAPTTDYRNTTATGLKSALNLPQVHAFVNDWASLGMWWFSTALMFVCLIIMWLIC
CLKRRRARPPIYRP I IVLNPHNEK IHRLDGLKPCSLLLQY

>P24109



MLDMETPLKEPESSLGSCNEPSSRTSGQDATTQELAKLGEEILSQLYQPLEECDNSCYCK
RCCYHCQLCFLKKGLGICYDRKGRRRRTPKKAKAHSSSASDKS ISTRTRNSQPAKKQKKT
LEATVETDPGLGR

>P26668
MATRPSSLVDSLEDEEDPQTLRRERSGSPRPRKIPRNALTQPVDQLLKDLRKNPSMISDP
DQRTGREQLSNDEL IKKLVTELAENSMIEAEEVRGTLGD ISARIEAGFESLSALQVETIQ
TAQRCDHSDSIRILGENIKILDRSMKTMMETMKLMMEKVDLLYASTAVGTSAPMLPSHPA
PPRIYPQLPSAPTADEWDI I

>P34051
MFVTRLEHTTQFLPQACKLEDEVLVLYAIYLNGFDYTLPRFVKREVQVNADGFVRFDYNI
KMFDFARFTDMTQTTPEDIDDY INLTRINSLSDHDLKMLQLVCRDRWYKGDVARLRRILQ
QKDVDDLVKFVCNVMWERAYEDHYTLGQQLSIRITTKLIQSGLDFKHQPDTTAPVSVRGW
EDATFEKYLQSITSISEVIKRHVFSKKY I CLEVAASYWSDAVESLQQENFRIT ILNSKTPY
VLL1EMDDDKNSMVYLRKLAHLLENKIVNLLFVTDVEFYFKNGNFMFYLYNSLKFYYYCL
KNKFAFENVDKEITFFLLYTIVALEWFNGGHLNSFTLEKSALYNPLELSTRRLNSIKRAAQ
HNRVINCDSEINMDY IRGKRVRTGAHYGKRVVNFDLNQSL

>P04296
METKPKTATTIKVPPGPLGYVYARACPSEGIELLALLSARSGDSDVAVAPLVVGLTVESG
FEANVAVVVGSRTTGLGGTAVSLKLTPSHYSSSVYVFHGGRHLDPSTQAPNLTRLCERAR
RHFGFSDYTPRPGDLKHETTGEALCERLGLDPDRALLYLVVTEGFKEAVCINNTFLHLGG
SDKVTIGGAEVHRIPVYPLQLFMPDFSRVIAEPFNANHRS I GEKFTYPLPFFNRPLNRLL
FEAVVGPAAVALRCRNVDAVARAAAHLAFDENHEGAALPAD I TFTAFEASQGKTPRGGRD
GGGKGAAGGFEQRLASVMAGDAALALESIVSMAVFDEPPTD ISAWPLFEGQDTAAARANA
VGAYLARAAGLVGAMVFSTNSALHLTEVDDAGPADPKDHSKPSFYRFFLVPGTHVAANPQ
VDREGHVVPGFEGRPTAPLVGGTQEFAGEHLAMLCGFSPALLAKMLFYLERCDGAVIVGR
QEMDVFRYVADSNQTDVPCNLCTFDTRHACVHTTLMRLRARHPKFASAARGAIGVFGTMN
SMYSDCDVLGNYAAFSALKRADGSETART IMQETYRAATERVMAELETLQYVDQAVPTAM
GRLET I TNREALHTVVNNVRQVVDREVEQLMRNLVEGRNFKFRDGLGEANHAMSLTLDP
YACGPCPLLQLLGRRSNLAVYQDLALSQCHGVFAGQSVEGRNFRNQFQPVLRRRVMDMFN
NGFLSAKTLTVALSEGAAICAPSLTAGQTAPAESSFEGDVARVTLGFPKELRVKSRVLFA
GASANASEAAKARVASLQSAYQKPDKRVD I LLGPLGFLLKQFHAATFPNGKPPGSNQPNP
QWFWTALQRNQLPARLLSREDIET IAFIKKFSLDYGAINFINLAPNNVSELAMYYMANQI
LRYCDHSTYFINTLTAI TAGSRRPPSVQAAAAWSAQGGAGLEAGARALMDAVDAHPGAWT
SMFASCNLLRPVMAARPMVVLGLS ISKYYGMAGNDRVFQAGNWASLMGGKNACPLLIFDR
TRKFVLACPRAGFVCAASSLGGGAHESSLCEQLRG I ISEGGAAVASSVFVATVKSLGPRT
QQLQIEDWLALLEDEYLSEEMMELTARALERGNGEWSTDAALEVAHEAEALVSQLGNAGE
VFNFGDFGCEDDNATPFGGPGAPGPAFAGRKRAFHGDDPFGEGPPDKKGDLTLDML
>P03204
MESFEGQGDSRQSPDNERGDNVQTTGEHDQDPGPGPPSSGASERLVPEESYSRDQQPWGQ
SRGDENRGWMQR IRRRRRRRAALSGHLLDTEDNVPPWLPPHD I TPYTARNIRDAACRAVK
QSHLQALSNLILDSGLDTQHILCFVMAARQRLQD IRRGPLVAEGGVGWRHWLLTSPSQSW
PMGYRTATLRTLTPVPNRVGADS IMLTATFGCONAARTLNTFSATVWTPPHAGPREQERY
AREAEVRFLRGKWQRRYRRI'YDLIELCGSLHHIWQNLLQTEENLLDFVRFMGVMSSCNNP
AVNYWFHKTIGNFKPYYPWNAPPNENPYHARRG I KEHV IQNAFRKAQ I QGLSMLATGGEP
RGDATSETSSDEDTGRQGSDVELESSDDELPY 1 DPNMEPVQQRPVMFVSRVPAKKPRKLP
WPTPKTHPVKRTNVKTSDRSDKAEAQSTPERPGPSEQSSVTVEPAHPTPVEMPMV I LHQP
PPVPKPVPVKPTPPPSRRRRGACVVYDDDVIEVIDVETTEDSSSVSQPNKPHRKHQDGFQ



RSGRRQKRAAPPTVSPSDTGPPAVGPPAAGPPAAGPPAAGPPAAGPPAAGPPAAGPRILA
PLSAGPPAAGPH IVTPPSARPR IMAPPVVRMFMRERQLPQSTGRKPQCFWEMRAGRE I TQ
MQQEPSSHLQSATQPTTPRPSWAPSVCALSVMDAGKAQP I ESSHLSSMSPTQP I SHEEQP
RYEDPDAPLDLSLHPDVAAQPAPQAPYQGYQEPPAPQAPYQGYQEPPPPQAPYQGYQEPP
AHGLQSSSYPGYAGPWTPRSQHPCYRHPWAPWSQDPVHGHTQGPWDPRAPHLPPQWDGSA
GHGQDQVSQFPHLQSETGPPRLQLSLVPLVSSSAPSWSSPQPRAP IRPIPTRFPPPPMPL
QDSMAVGCDSSGTACPSMPFASDYSQGAFTPLD INATTPKRPRVEESSHGPARCSQATAE
AQE I LSDNSE I SVFPKDAKQTDYDASTESELD

>009802
MDPALRSYHQRLRLYTPVAMG INLAASSQPLDPEGP I AVTPRPP IRPSSGKAPHPEAPRR
SPNWATAGEVDVGDEL IA1SDERGPPRHDRPPLATSTAPSPHPRPPGYTAVVSPMALQAV
DAPSLFVAWLAARWLRGASGLGAVLCG I AWYVTS I ARGA

>P03206
MMDPNSTSEDVKFTPDPYQVPFVQAFDQATRVYQDLGGPSQAPLPCVLWPVLPEPLPQGQ
LTAYHVSTAPTGSWFSAPQPAPENAYQAYAAPQLFPVSD I TQNQQTNQAGGEAPQPGDNS
TVQTAAAVVFACPGANQGQQLAD I GVPQPAPVAAPARRTRKPQQPESLEECDSELE IKRY
KNRVASRKCRAKFKQLLQHYREVAAAKSSENDRLRLLLKQMCPSLDVDS I IPRTPDVLHE
DLLNF

>P17473

MASQRSDFAPDLYDF I ESNDFGEDPL I RAASAAEEGFTQPAAPDLLYGSQNMFGVDDAPL
STPVVVIPPPSPAPEPRGGKAKRSPSAAGSGGPPTPAAAAQPASPAPSPAPGLAAMLKMY
HSSVAPGNGRRATGSSSPGGGDAADPVALDSDTETCPGSPQPEFPSSASPGGGSPAPRVR
SIS1SSSSSSSSSMDEDDQADGAGASSSSSSSSDDSDSDEGGEEETPRPRHSQNAAKTPS
AAGSPGPSSGGDRPAAGAATPKSCRSGAASPGAPAPAPASAPAPSRPGGGLLPPGARILE
YLEGVREANLAKTLERPEPPAGMASPPGRSPHRLPKDQRPKSALAGASKRKRANPRPRPQ
TQTQAPAEEAPQTAVWDLLDMNSSQATGAAAAAASAPAAASCAPGVYQREPLLTPSGDPW
PGSDPPPMGRVRYGGTGDSRDGLWDDPE I VLAASRYAEAQAPVPVFVPEMGDSTKQYNAL
VRMVFESREAMSWLQNSKLSGQDQNLAQFCQKF IHAPRGHGSF 1 TGSVANPLPH I GDAMA
AGNALWALPHAAASVAMSRRYDRTQKSF I LQSLRRAYADMAYPRDEAGRPDSLAAVAGCP
AQAAAAAASQQQPEAPAPSVRVREAY TRVCAALGPRRKAAAAAAAPGTRAPRPSAFRLRE
LGDACVLACQAVFEALLRLRGGASAVPGLDPSE I PSPACPPEALCSNPAGLETAALSLYE
LRDLVERARLLGDSDPTHRLGSDELRLAVRAVLVVARTVAPLVRYNAEGARARASAWTVT
QAVFSIPSLVGGMLGEAVSLLAPPTRSQQPSSSSPGGEPFSGSAAAEGSLQTLPPLWPTV
PGKQSATVPSSHSQSPQHSQSGGGAGATTATCCRATQTNARSRGQQHQPQKARSPQAAAS
PAHLSQEAMPGSSSDDRA I HGRPRGKSGKRRSEPLEPAAQAGASASFSSSARGYDPSGPV
DSPPAPKRRVATPGHQAPRALGPMPAEGPDRRGGFRRVPRGDCHTPRPSDAACAAYCPPE
LVAEL I DNQLFPEAWRPALTFDPQALAT I AARCSGPPARDGARLGELAASGPLRRRAAWM
HQIPDPEDVKVVVLYSPLQDEDLLGGLPASRPGGSRREPLWSDLKGGLSALLAALGNRIL
TKRSHAWAGNWTGAPDVSALNAQGVLLLSTGDLAFTGCVEYLCLRLGSARRKLLVLDAVS
TEDWPQDGPA I SQYH I YMRAAL TPRVACAVRWPGERHLSRAVLTSSTLFGPGLFARAEAA
FARLYPDSAPLRLCRSSNVAYTVDTRAGERTRVPLAPREYRQRVLPDYDGCKDMRAQAEG
LGFHDPDFEEGAAQSHRAANRWGLGAWLRPVYLACGRRGAGAVEPSELL I PELLSEFCRV
ALLEPDAEAEPLVLP I TEAPRRRAPRVDWEPGFGSRSTSVLHMGATELCLPEPDDELEID
GAGDVELVVEHPGPSPGVAQALRRAP I K 1 EVVSDDEDGGDWCNPYLS

>P03246

MEAWECLEDFSAVRNLLEQSSNSTSWFWRFLWGSSQAKLVCR IKEDYKWEFEELLKSCGE
LFDSLNLGHQALFQEKV IKTLDFSTPGRAAAAVAFLSF IKDKWSEETHLSGGYLLDFLAM



HLWRAVVRHKNRLLLLSSVRPAI 1PTEEQQQQQEEARRRRQEQSPWNPRAGLDPRE
>P03191
METTQTLRFKTKALAVLSKCYDHAQTHLKGGVLQVNLLSVNYGGPRLAAVANAGTAGLIS
FEVSPDAVAEWONHQSPEEAPAAVSFRNLAYGRTCVLGKELFGSAVEQASLQFYKRPQGG
SRPEFVKLTMEYDDKVSKSHHTCALMPYMPPASDRLRNEQMIGQVLLMPKTASSLQKWAR
QQGSGGVKVTLNPDLYVTTYTSGEACLTLDYKPLSVGPYEAFTGPVAKAQDVGAVEAHVYV
CSVAADSLAAALSLCRIPAVSVPILRFYRSGI IAVVAGLLTSAGDLPLDLSVILFNHASE
EAAASTASEPEDKSPRVQPLGTGLQQRPRHTVSPSPSPPPPPRTPTWESPARPETPSPAI
PSHSSNTALERPLAVQLARKRTSSEARQKQKHPKKVKQAF

>P52639
MSFHASLLREEETPRPVAGINRTDQSLKNPLLGTEVSFCLKSSSLPHHVRALGQ IKARNL
ASCDYYLLFRQVVLPPEVYPIGVLIRAAEAILTVIVSAWKLDHMTKTLYSSVRYALTNPR
VRAQLELHIAYQRIVGQVSYSREAD IGPKRLGNMSLQFIQSLVIATIDTTSCLMTYNHFL
AAADTAKSRCHLL IASVVQGALWEQGSFLDHI INMID I IDSINLPHDDYFT I IKSIFPYS
QGLVMGRHNVSVSSDFASVFAIPELCPQLDSLLKKLLQLDPVLLLMVSSVQKSWYFPEIR
MVDGSREQLHKMRVELETPQALLSYGHTLLSIFRAEFIKGYVSKNAKWPPVHLLPGCDKS
IKNARELGRWSPAFDRRWQLFEKVV ILRIADLDMDPDFND I VSDKAT 1SSRRDWVFEYNA
AAFWKKYGERLERPPARSGPSRLVNAL IDGRLDNIPALLEPFYRGAVEFEDRLTVLVPKE
KELKVKGRFFSKQTLAIRTYQVVAEAALKNEVMPYLKTHSMTMSSTALTHLLNRLSHTIT
KGDSFVINLDYSSWCNGFRPELQAP ICRQLDQMFNCGYFFRTGCTLPCFTTF I 1QDRFNP
PYSLSGEPVEDGVTCAVGTKTMGEGMRQKLWT ILTSCWE I TALREINVTFNILGQGDNQT
11 IHKSASQNNQLLAERALGALYKHARLAGHNLKVEECWVSDCLYEYGKKLFFRGVPVPG
CLKQLSRVTDSTGELFPNLYSKLACLTSSCLSAAMADTSPWVALATGVCLYLIELYVELP
PATI1QDESLLTTLCLVGPSIGGLPTPATLPSVFFRGMSDPLPFQLALLQTLIKTTGVTCS
LVNRVVKLRIAPYPDWLSLVTDPTSLNIAQVYRPERQIRRWIEEAIATSSHSSRIATFFQ
QPLTEMAQLLARDLSTMMPLRPRDMSALFALSNVAYGLSIIDLFQKSSTVVSASQAVHIE
DVALESVRYKESI1QGLLDTTEGYNMQPYLEGCTYLAAKQLRRLTWGRDLVGVTMPFVAE
QFHPHSSVGAKAELYLDAI1YCPQETLRSHHLTTRGDQPLYLGSNTAVKVQRGEITGLAK
SRAANLVKDTLVLHQWYKVRKVTDPHLNTLMARFLLEKGYTSDARPSIQGGTLTHRLPSR
GDSRQGLTGYVNILSTWLRFSSDYLHSFSKSSDDYT IHFQHVFTYGCLYADSVIRSGGVI
STPYLLSASCKTCFEKIDSEEFVLACEPQYRGAEWLISKPVTVPEQITDAEVEFDPCVSA
SYCLGILIGKSFLVDIRASGHD IMEQRTWANLERFSVSDMQKLPWSIVIRSLWRFLIGAR
LLQFEKAGL IRMLYAATGPTFSFLMKVFQDSALLMDCAPLDRLSPR INFHSRGDLVAKLV
LLPFINPGIVEIEVSGINSKYHAVSEANMDLY IAAAKSVGVKPTQFVEETNDFTARGHHH
GCYSLSWSKSRNQSQVLKMVVRKLKLCVLY IYPTVDPAVALDLCHLPALT 1 ILVLGGDPA
YYERLLEMDLCGAVSSRVD IPHSLAARTHRGFAVGPDAGPGV IRLDRLESVCYAHPCLEE
LEFNAYLDSELVD 1 SDMCCLPLATPCKALFRP1YRSLQSFRLALMDNYSFVMDLIMIRGL
DIRPHLEEFDELLVVGQHILGQPVLVEVVYYVGVVRKRPVLARHPWSADLKRITVGGRAP
CPSAARLRDEDCQGSLLVGLPAGLTQLLIID

>P03192
MFSCKQHLSLGACVFCLGLLASTPFIWCFVFANLLSLEIFSPWQTHVYRLGFPTACLMAV
LWTLVPAKHAVRAVTPAIMLNIASALIFFSLRVYSTSTWVSAPCLFLANLPLLCLWPRLA
IEIVYI1CPAIHQRFFELGLLLACT IFALSVVSRALEVSAVFMSPFFIFLALGSGSLAGAR
RNQI'YTSGLERRRS IFCARGDHSVASLKETLHKCPWDLLAISALTVLVVCVMIVLHVHAE
VFFGLSRYLPLFLCGAMASGGLYLGHSSI1ACVMATLCTLTSVVVYFLHETLGPLGKTVL
FISIFVYYFSGVAALSAAMRYKLKKFVNGPLVHLRVVYMCCFVFTFCEYLLVTFIKS
>P08028



MSDRRQNRKTPDEQRKANAL I INEN1EAY IA1CKEVGLNGDEML ILENGIAIEKAIRICC
DGKYQEKREKKAREAQRADSNFNADS I G IRLVKRAGSGTN I TYHAVVELTSRSRIVQILK
SHWGNELNRAK I AGKRLGFSALFASNLEA I 1 YQRGRNAARRNGSAELFTLTQGAG IETRY
KWIMEKH 1G 1GVL 1 ADAKGL INGKREGKRGVDANVKLRAGTTGSPLERAMQG I EKKAFPG
PLRALARRVVKANYNDAREALNV I AEASLLLKPQ I TNKMTMPWCMWLAARL TLKDEFTNF
CAYAGRRAFEVFN IAMEK 1G 1CSFQGT IMNDDE I ES 1 EDKAQVLMMACFGLAYEDFSLVS
AMVSHPLKLRNRMK I GNFRVGEKVSTVLSPLLRFTRWAAFAQRFALQANTSREGTQISNS
AVFAVERK I TTDVQRVEEL LNKVQAHEDEPLQTLYKKVREQIS 1 IGRNKSE IKEFLGSSM
YDLNDQEKQNP INFRSGAHPFFFEFDPDYNP IRVKRPKKP I AKRNSN I SRLEEEGMDENS
E 1GQAKKMKPLDQLASTSSN IPGEN

>P20919
MAESKEARDQEMNLKEESKEEKRRNDWWKKDPQGPLESDQWCRVLRQSLPEEK IPSQTCI
ARRHLGPGPTQHTPSRRDRWIRGQ I LQTEVLQERLEWR IRGVQQAAKELGEVNRG IWREL
YFREDQRGDFSAWGGYQRAQERLWGEQSSPRVLRPGDSKRRRKHL

>Q02479

MKG I I YPRKSSADAYVYLSPGVREHLFSLLVKYTSSQRDSPAGSSTKVAPDTPQTNFIVE
1QWVCHK I LLEMEEQFGSLGGLVAD INI1CL IWTLFRNYKHKHRMNNSDTGKSCAEYAQSV
VKHLTERMVYCTDKFF INSACSGVTVPQNLALV IAS I SQVCRNKCQGAWRRMGNGRRTL I
DLGLQLVNTYNLLNACGA IDDKCKAF IKLTFPYLNLETVYSPVHAASTGLHQKMAISLYK
GQEKRKVPNAT I'YSNLVTQEKFALPE I LLGE I TDEGLLANKGPDLEKLLSEPQT ILKLVT
KLSPVSQFQVFMARWGDKLPSHLKDVCVSDSSQLPQQYENFKVVWPQHQTWPNDETSALP
1 ASASLLSLQAENLPTSVQNSVAQETTGLPPQVPAGEMPPRGNCPVEDHGLLNSDAPDDL
SGKGDYDLFTSDDLLPMSSGNVA I PVCEDPLAPPCKKQRMEPPDPLSTPGDNQWGDGAAS
AW1QSYMENEDAYLEL ILQGLYHLDEPPKLEDS I QVQDVSNSTNDPLEGPSRSQASCFED
TENIANPLDL

>P22379

MLVQEMLLSLYALLSKEGFRNKVPCLQETWLSTCLFTGLPAEP IPQTARQRRRRKQQLRT
RRAQLRELEGRILKQILDRGPDQLCQGVTNLALAEKSESS

>P06481
MTSRLSDPNSSARSDMSVPLYPTASPVSVEAYYSESEDEAANDFLVRMGRQQSVLRRRRR
RTRCVGMV IACLLVAVLSGGFGALLMWLLR

>036433

MSNMD IDGINTGT IDKTPEE I TSGTSGTTRP I IRPATLAPPSNKRTRNPSPERATTSSEA
DVGRKTQKKQTPTE IKKSVYNMVVKLGEFYNQMMVKAGLNDDMERNL 1QNAHAVER I LLA
ATDDKKTEFQRKKNARDVKEGKEE I DHNKTGGTFYKMVRDDKT I YFSP IR I TFLKEEVKT
MYKTTMGSDGFSGLNH IM I GHSQMNDVCFQRSKALKRVGLDPSL I STFAGSTLPRRSGAT
GVAIKGGGTLVAEAIRF IGRAMADRGLLRD I KAKTAYEK I LLNLKNKCSAPQQKALVDQV
1GSRNPG IAD1EDLTLLARSMVVVRPSVASKVVLP IS 1YAK I PQLGFNVEEYSMVGYEAM
ALYNMATPVS I LRMGDDAKDKSQLFFMSCFGAAYEDLRVLSALTG IEFKPRSALKCKGFH
VPAKEQVEGMGAALMS I KLQFWAPMTRSGGNEVGGDGGSGQ 1 SCSPVFAVERP 1 ALSKQA
VRRMLSMN I EGRDADVKGNLLKMMNDSMAKKTNGNAF I GKKMFQ 1 SDKNKTNPVE IP1KQ
TIPNFFFGRDTAEDYDDLDY

>Q05002

MACNRVTLAVASDSE I SANGCST I AQAVRRYSEAASNGFRACRFVSLDLQDC IVG IADDT
YVMGLHGNQTLFCN IMKFSDRPFMLHGWLVFSNSNYLLEEFDVVFGKRGGGNVTYTDQYL
CGADGKPVMSEDLWQFVDHFGENEE I I INGHTYVCAWLTKRKPLDYKRQNNLAIEEIEYV
HGDALHTLRNGSVLEMAKEVKTSSKVVLSDALDKLYKVFGSPVMTNGSN I LEAFTKPVFI



SALVQCTCGTKSWSVGDWTGFKSSCCNV ISNKLCVVPGNVKPGDAV I TTQQAGAGIKYFC
GMTLKFVANIEGVSVWRVIALQSVDCFVASSTFVEEEHVNRMDTFCFNVRNSVTDECRLA
MLGAEMTSNVRRQVASGVIDISTGWFDVYDD I FAESKPWFVRKAED I FGPCWSALASALK
QLKVTTGELVRFVKSICNSAVAVVGGT 1Q1LASVPEKFLNAFDVFVTAIQTVFDCAVETC
TI1AGKAFDKVFDYVLLDNALVKLVTTKLKGVRERGLNKVKYATVVVGSTEEVKSSRVERS
TAVLTIANNYSKLFDEGYTVVIGDVAYFVSDGYFRLMASPNSVLTTAVYKPLFAFNVNVM
GTRPEKFPTTVTCENLESAVLFVNDKITEFQLDYSIDVIDNEI IVKPNISLCVPLYVRDY
VDKWDDFCRQYSNESWFEDDYRAF 1SVLD I TDAAVKAAESKAFVDT IVPPCPSILKVIDG
GKTWNGV IKNVNSVRDWLKSLKLNLTQQGLLGTCAKRFKRWLGILLEAYNAFLDTVVSTV
KIGGLTFKTYAFDKPY IVIRD IVCKVENKTEAEWIELFPHNDRIKSFSTFESAYMP 1ADP
THFDIEEVELLDAEFVEPGCGGILAVIDEHVFYKKDGVYYPSNGTNILPVAFTKAAGGKY
SFSDDVEVKD I1EPVYRVKLCFEFEDEKLVDVCEKAIGKK IKHEGDWDSFCKT IQSALSVV
SCYVNLPTYY 1 YDEEGGNDLSLPVMISEWPLSVQQAQQEATLPDIAEDVVDQVEEVNSIF
DIETVDVKHDVSPFEMPFEELNGLKTLKQLDNNCWVNSVMLQIQLTGILDGDYAMQFFKM
GRVAKMIERCYTAEQC IRGAMGDVGLCMYRLLKDLHTGFMVMDYKCSCTSGRLEESGAVL
FCTPTKKAFPYGTCLNCNAPRMCT IRQLQGT I FVQQKPEPVNPVSFVVKPVCSSIFRGA
VSCGHYQTNTYSQNLCVDGFGVNKTQPWTNDALNT ICIKDADYNAKVEISVTPIKNTVDT
TPKEEFVVKEKLNAFLVHDNVAFYQGDVDTVVNGVDFDF 1VNAANENLAHGGGLAKALDV
YTKGKLQRLSKEHIGLAGKVKVGTGVMVECDSLR IFNVVGPRKGKHERDLL IKAYNT INN
EQGTPLTPILSCGIFGIKLETSLEVLLDVCNTKEVKVFVYTDTEVCKVKDFVSGLVNVQK
VEQPKIEPKPVSVIKVAPKPYRVDGKFSYFTEDLLCVADDKP IVLFTDSMLTLDDRGLAL
DNALSGVLSAAIKDCVDINKAIPSGNL IKFDIGSVVVYMCVVPSEKDKHLDNNVQRCTRK
LNRLMCDIVCT IPADY ILPLVLSSLTCNVSFVGELKAAEAKVITIKVTEDGVNVHDVTVT
TDKSFEQQVGV IADKDKDLSGAVPSDLNTSELLTKAIDVDWVEFYGFKDAVTFATVDHSA
FAYESAVVNG IRVLKTSDNNCWVNAVCIALQYSKPHF I SQGLDAAWNKFVLGDVE I FVAF
VYYVARLMKGDKGDAEDTLTKLSKYLANEAQVQLEHYSSCVECDAKFKNSVASINSAIVC
ASVKRDGVQVGYCVHGIKYYSRVRSVRGRAI IVSVEQLEPCAQSRLLSGVAYTAFSGPVD
KGHYTVYDTAKKSMYDGDRFVKHDLSLLSVTSVVMVGGYVAPVNTVKPKPVINQLDEKAQ
KFFDFGDFLIHNFVIFFTWLLSMFTLCKTAVTTGDVKIMAKAPQRTGVVLKRSLKYNLKA
SAAVLKSKWWLLAKFTKLLLLIYTLYSVVLLCVRFGPFNFCSETVNGYAKSNFVKDDYCD
GSLGCKMCLFGYQELSQFSHLDVVWKH I TDPLFSNMQPFIVMVLLLIFGDNYLRCFLLYF
VAQMISTVGVFLGYKETNWFLHF IPFDVICDELLVTVIVIKVISFVRHVLFGCENPDCIA
CSKSARLKRFPVNT IVNGVQRSFYVNANGGSKFCKKHRFFCVDCDSYGYGSTFITPEVSR
ELGNITKTNVQPTGPAYVMIDKVEFENGFYRLYSCETFWRYNFDITESKYSCKEVFKNCN
VLDDFIVFNNNGTNVTQVKNASVYFSQLLCRP IKLVDSELLSTLSVDFNGVLHKAY I1DVL
RNSFGKDLNANMSLAECKRALGLSISDHEFTSAISNAHRCDVLLSDLSFNNFVSSYAKPE
EKLSAYDLACCMRAGAKVVNANVLTKDQTP IVWHAKDFNSLSAEGRKY IVKTSKAKGLTF
LLTINENQAVTQIPATSIVAKQGAGDAGHSLTWLWLLCGLVCLI1QFYLCFFMPYFMYDIV
SSFEGYDFKY IENGQLKNFEAPLKCVRNVFENFEDWHYAKFGFTPLNKQSCP 1VVGVSEI
VNTVAGIPSNVYLVGKTLIFTLQAAFGNAGVCYDIFGVTTPEKCIFTSACTRLEGLGGNN
VYCYNTALMEGSLPYSSIQANAYYKYDNGNF IKLPEVIAQGFGFRTVRT IATKYCRVGEC
VESNAGVCFGFDKWFVNDGRVANGYVCGTGLWNLVFN I LSMFSSSFSVAAMSGQ I LLNCA
LGAFAIFCCFLVTKFRRMFGDLSVGVCTVVVAVLLNNVSY IVTONLVTMIAYAILYFFAT
RSLRYAWIWCAAYLIAY I SFAPWWLCAWYFLAMLTGLLPSLLKLKVSTNLFEGDKFVGTF
ESAAAGTFVIDMRSYEKLANS ISPEKLKSYAASYNRYKYYSGNANEADYRCACYAYLAKA
MLDFSRDHNDILYTPPTVSYGSTLQAGLRKMAQPSGFVEKCVVRVCYGNTVLNGLWLGDI
VYCPRHVIASNTTSAIDYDHEYSIMRLHNFS1 1SGTAFLGVVGATMHGVTLKIKVSQTNM



HTPRHSFRTLKSGEGFNILACYDGCAQGVFGVNMRTNWT IRGSFINGACGSPGYNLKNGE
VEFVYMHQIELGSGSHVGSSFDGVMYGGFEDQPNLQVESANQMLTVNVVAFLYAATLNGC
TWWLKGEKLFVEHYNEWAQANGFTAMNGEDAFS I LAAKTGVCVERLLHATQVLNNGFGGK
QILGYSSLNDEFSINEVVKQMFGVNLQSGKTTSMFKS ISLFAGFFVMFWAELFVYTTTIW
VNPGFLTPFMILLVALSLCLTFVVKHKVLFLQVFLLPSTIVAAIQNCAWDYHVTKVLAEK
FDYNVSVMQMDIQGFVNIFICLFVALLHTWRFAKERCTHWCTYLFSLIAVLYTALYSYDY
VSLLVMLLCAISNEWY I1GAI 1FRICRFGVAFLPVEYVSYFDGVKTVLLFYMLLGFVSCMY
YGLLYWINRFCKCTLGVYDFCVSPAEFKYMVANGLNAPNGPFDALFLSFKLMGIGGPRTI
KVSTVQSKLTDLKCTNVVLMG ILSNMN FASNSKEWAYCVEMHNK INLCDDPETAQELLLA
LLAFFLSKHSDFGLGDLVDSYFENDSILQSVASSFVGMPSFVAYETARQEYENAVANGSS
PQI IKQLKKAMNVAKAEFDRESSVQKK INRMAEQAAAAMYKEARAVNRKSKVVSAMHSLL
FGMLRRLDMSSVDT ILNMARNGVVPLSV I PATSAARLVVVVPDHDSFVKMMVDGFVHYAG
VVWTLQEVKDNDGKNVHLKDVTKENQEILVWPL1LTCERVVKLQONNE IMPGKMKVKATKG
EGDGGI TSEGNALYNNEGGRAFMYAYVTTKPGMKYVKWEHDSGVVTVELEPPCRFVIDTP
TGPQIKYLYFVKNLNNLRRGAVLGY IGATVRLQAGKQTEFVSNSHLLTHCSFAVDPAAAY
LDAVKQGAKPVGNCVKMLTNGSGSGQAITCTIDSNTTQDTYGGASVCI1YCRAHVAHPTMD
GFCQYKGKWVQVP IGTNDP IRFCLENTVCKVCGCWLNHGCTCDRTAIQSFDNSYLNRVRG
SSAARLEPCNGTDIDYCVRAFDVYNKDASF I GKNLKSNCVRFKNVDKDDAFY 1VKRCIKS
VMDHEQSMYNLLKGCNAVAKHDFFTWHEGRT 1 YGNVSRQDLTKYTMMDLCFALRNFDEKD
CEVFKEILVLTGCCSTDYFEMKNWFDP IENED IHRVYAALGKVVANAMLKCVAFCDEMVL
KGVVGVLTLDNQDLNGNFYDFGDFVLCPPGMGIPYCTSYYSYMMPVMGMTNCLASECFMK
SDIFGQDFKTFDLLKYDFTEHKEVLFNKYFKYWGQDYHPDCVDCHDEMCILHCSNFNTLF
ATTIPNTAFGPLCRKVFIDGVPVVATAGYHFKQLGLVWNKDVNTHSTRLTITELLQFVTD
PTLIVASSPALVDKRTVCFSVAALSTGLTSQTVKPGHFNKEFYDFLRSQGFFDEGSELTL
KHFFFTQKGDAAITKDFDYYRYNRPTMLD 1 GQARVAYQVAARYFDCYEGGCI TSREVVVTN
LNKSAGWPLNKFGKAGLYYESISYEEQDAIFSLTKRNILPTMTQLNLKYAISGKERARTV
GGVSLLATMTTRQFHQKCLKSIVATRNATVVIGTTKFYGGWDNMLKNLMADVDDPKLMGW
DYPKCDRAMPSMIRMLSAMILGSKHVTCCTASDKFYRLSNELAQVLTEVVYSNGGFYFKP
GGTTSGDATTAYANSVFNIFQAVSSNINCVLSVNSSNCNNFNVKKLQRQLYDNCYRNSNV
DESFVDDFYGYLQKHFSMMILSDDSVVCYNKTYAGLGY IADISAFKATLYYQNGVFMSTA
KCWTEEDLS1GPHEFCSQHTMQIVDENGKYYLPYPDPSRI ISAGVFVDDITKTDAVILLE
RYVSLAIDAYPLSKHPKPEYRKVFYALLDWVKHLNKTLNEGVLESFSVTLLDEHESKFWD
ESFYASMYEKSTVLQAAGLCVVCGSQTVLRCGDCLRRPMLCTKCAYDHVFGTDHKFILAI
TPYVCNTSGCNVNDVTKLYLGGLNYYCVDHKPHLSFPLCSAGNVFGLYKSSALGSMDIDV
FNKLSTSDWSD IRDYKLANDAKESLRLFAAETVKAKEESVKSSYAYATLKEIVGPKELLL
LWESGKAKPPLNRNSVFTCFQITKDSKFQVGEFVFEKVDYGSDTVTYKSTATTKLVPGML
FILTSHNVAPLRAPTMANQEKYST I YKLHPSFNVSDAYANLVPYYQL 1GKQRITTIQGPP
GSGKSHCSI1GIGVYYPGARIVFTACSHAAVDSLCAKAVTAYSVDKCTRI IPARARVECYS
GFKPNNNSAQYVFSTVNALPEVNAD1VVVDEVSMCTNYDLSVINQRISYKHIVYVGDPQQ
LPAPRVL1SKGVMEP IDYNVVTQRMCAIGPDVFLHKCYRCPAEIVNTVSELVYENKFVPV
KEASKQCFKIFERGSVQVDNGSS INRRQLDVVKRF ITHKNSTWSKAVFISPYNSQNYVAAR
LLGLQTQTVDSAQGSEYDYVIFAQTSDTAHACNANRFNVAITRAKKGIFCIMSDRTLFDA
LKFFEITMTDLQSESSCGLFKDCARNP IDLPPSHATTYLSLSDRFKTSGDLAVQIGNNNV
CTYEHVISYMGFRFDVSMPGSHSLFCTRDFAMRHVRGWLGMDVEGAHVTGDNVGTNVPLQ
VGFSNGVDFVAQPEGCVLTNTGSVVKPVRARAPPGEQFTHIVPLLRKGQPWSVLRKRIVQ
MIADFLAGSSDVLVFVLWAGGLELTTMRYFVKIGAVKHCQCGTVATCYNSVSNDYCCFKH
ALGCDYVYNPYVIDIQQWGYVGSLSTNHHAICNVHRNEHVASGDAIMTRCLAVYDCFVKN
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VDWSITYPMIANENAINKGGRTVQSHIMRAATKLYNPKATHD IGNPKGIRCAVTDAKWYC
YDKNP INSNVKTLEYDYMTHGQMDGLCLFWNCNVDMYPEFSIVCRFDTRTRSTLNLEGVN
GGSLYVNNHAFHTPAYDKRAMAKLKPAPFFYYDDGSCEVVHDQVNYVPLRATNCITKCNI
GGAVCSKHANLYRAYVESYNIFTQAGFNIWVPTTFDCYNLWQTFTEVNLQGLENIAFNVV
NKGSFVGADGELPVAISGDKVFVRDGNTDNLVFVNKTSLPTN IAFELFAKRKVGLTPPLS
ILKNLGVVATYKFVLWDYEAERPLTSFTKSVCGYTDFAEDVCTCYDNSIQGSYERFTLST
NAVLFSATAVKTGGKSLPAIKLNFGMLNGNATATVKSEDGN KN INWFVYVRKDGKPVDH
YDGFYTQGRNLQDFLPRSTMEEDFLNMD IGVFIQKYGLEDFNFEHVVYGDVSKTTLGGLH
LLISQVRLSKMGILKAEEFVAASDITLKCCTVTYLNDPSSKTVCTYMDLLLDDFVSVLKS
LDLTVVSKVHEV I IDNKPWRWMLWCKDNAVATFYPQLQSAEWKCGYSMPG1YKTQRMCLE
PCNLYNYGAGLKLPSGIMFNVVKYTQLCQYFNSTTLCVPHNMRVLHLGAGSDYGVAPGTA
VLKRWLPHDAIVVDNDVVDYVSDADFSVTGDCATVYLEDKFDLL I SDMYDGRTKAIDGEN
VSKEGFFTY INGFICEKLAIGGSIAIKVTEYSWNKKLYELVQRFSFWTMFCTSVNTSSSE
AFVVGINYLGDFAQGPFIDGNI THANYVFWRNSTVMSLSYNSVLDLSKFNCKHKATVVVQ
LKDSD INEMVLSLVRSGKLLVRGNGKCLSFSNHLVSTK

>P12978

MPTFYLALHGGQTYHL IVDTDSLGNPSLSVIPSNPYQEQLSDTPLIPLTIFVGENTGVPP
PLPPPPPPPPPPPPPPPPPPPPPPPPPPSPPPPPPPPPPPQRRDAWTQEPSPLDRDPLGY
DVGHGPLASAMRMLWMANY IVRQSRGDRGL I LPQGPQTAPQARLVQPHVPPLRPTAPTIL
SPLSQPRLTPPQPLMMPPRPTPPTPLPPATLTVPPRPTRPTTLPPTPLLTVLQRPTELQP
TPSPPRMHLPVLHVPDQSMHPLTHQSTPNDPDSPEPRSPTVFYN IPPMPLPPSQLPPPAA
PAQPPPGV INDQQLHHLPSGPPWWPP I CDPPQPSKTQGQSRGQSRGRGRGRGRGRGKGKS
RDKQRKPGGPWRPEPNTSSPSMPELSPVLGLHQGQGAGDSPTPGPSNAAPVCRNSHTATP
NVSP IHEPESHNSPEAP I LFPDDWYPPS I1DPADLDESWDY IFETTESPSSDEDYVEGPSK
RPRPSIQ

>Q06906

MWGAL ILLILLVFLFYLWYNGKLNLNSLTESSPSLAQSSDSVQVDPQTEQLNVKLGNNKM
TYMRVAHGDNKVSQVYVAEKPMSMDD I EKQGNARVGANSLF IGTVYDQGVRSPNAPGASN
DVTVTRTTANFDVKEYKNMF IVVKGLPPAKMTKEDNMLCFTVDGLHVCLVDANAAPLSER
VFARLPPSACTLVYTRNSAAQQLLLENGFTVVNAEHTAFLKNHKSYREL

>P03093
GAALTLLGDLIATVSEAAAATGFSVAEIAAGEAAAAIEVQLASVATVEGLTTSEAIAAIG
LIPQAYAVISGAPAAIAGFAALLQTVTGVSAVAQVGYRFFSDWDHKVSTVGLYQQPGMAV
DLYRPDDYYDILFPGVQTFVHSVQYLDPRHWGPTLFNAISQAFWRVIQNDIPRLTSQELE
RRTQRYLRDSLARFLEETTWTV INAPVNWYNSLQDYYSTLSPIRPTMVRQVANREGLQIS
FGHTYDNIDEADS IQQVTERWEAQSQSPNVQSGEF I EKFEAPGGANQRTAPQWMLPLLLG
LYGSVTSALKAYEDGPNKKKRKLSRGSSQKTKGTSASAKARHKRRNRSSR

>P03508

MDPNTVSSFQD I LLRMSKMQLESSSGDLNGM I TQFESLKLYRDSLGEAVMRMGDLHSLQN
RNEKWREQLGQKFEE IRWLIEEVRHKLKITENSFEQI TFMQALHLLLEVEQEIRTFSFQL
|

>Q74125

MNGRADEEGLQRKQRL IRLLHQTNPYPQGLGTARQRRNRRRRRKQHWRQLVALANSIYTF
PDPPADSPLDRAIQRLQGLTIQELPDPPTNLPESSESTNNNQGLAETYNSLPAIWVRVDP
RSAPGPCKDYERDSCERVERLVGGNGTDRQGNTCSSKKDQAGGRTCPPVRGSGINRETL
(4) 23 Plasma membrane proteins

>P03705
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MKMPEKHDLLAA I LAAKEQG I GAILAFAMAYLRGRYNGGAFTKTV IDATMCAI IAWF IRD
LLDFAGLSSNLAY ITSVFIGY IGTDS 1GSL I KRFAAKKAGVEDGRNQ

>P16849

MDT I IHNSTRNNTPPHINDTCNMTGPLFAIRTTEAVLNTF I IFVGGPLNAIVLITQLLTN
RVLGYSTPTIYMTNLYSTNFLTLTVLPF IVLSNQWLLPAGVASCKFLSV1YYSSCTVGFA
TVAL IAADRYRVLHKRTYARQSYRSTYMILLLTWLAGL I FSVPAAVYTTVVMHHDANDTN
NTNGHATCVLYFVAEEVHTVLLSWKVLLTMVWGAAPV IMMTWFYAFFYSTVQRTSQKQRS
RTLTFVSVLL ISFVALQTPYVSLMIFNSYATTAWPMQCEHLTLRRT IGTLARVVPHLHCL
INPILYALLGHDFLQRMRQCFRGQLLDRRAFLRSQQNQRATAETNLAAGNNSQSVATSLD
TNSKNYNQHAKRSVSFNFPSGTWKGGQKTASNDTSTK I PHRLSQSHHNLSGV

>P07975
MFFSLLLVLGLTEAEK IK 1 CLQKQVNSSFSLHNGFGGNLYATEEKRMFELVKPKAGASVL
NQSTW I GFGDSRTDKSNSAFPRSADVSAK TADKFRFLSGGSLMLSMFGPPGKVDYLYQGC
GKHKVFYEGVNWSPHAA INCYRKNWTD I KLNFQKN 1 YELASQSHCMSLVNALDKT IPLQV
TAGTAGNCNNSFLKNPALYTQEVKPSENKCGKENLAFFTLPTQFGTYECKLHLVASCYFI
YDSKEVYNKRGCDNYFQV 1 YDSFGKVVGGLDNRVSPYTGNSGDTPTMQCDMLQLKPGRYS
VRSSPRFLLMPERSYCFDMKEKGPVTAVQS IWGKGRESDYAVDQACLSTPGCML 1QKQKP
Y 1 GEADDHHGDQEMRELLSGLDYEARC I SQSGWVNETSPFTEKYLLPPKFGRCPLAAKEE
SIPKIPDGLLIPTSGTDTTVTKPKSRIFGIDDL I IGVLFVAIVETGIGGYLLGSRKESGG
GVTKESAEKGFEK IGNDIQILKSSINIAIEKLNDR I SHDEQAIRDLTLE IENARSEALLG
ELGI IRALLVGNISIGLQESLWELASE I TNRAGDLAVEVSPGCWI IDNNICDQSCQNFIF
KFNETAPVPT IPPLDTK IDLQSDPFYWGSSLGLAITATISLAALVISGIAICRTK
>Q086917
MNYTLSTVSSATMYNSSSNITTIATTIISTILSTISTNQNNVTTPSTYENTTTISNYTTA
YNTTYYSDDYDDYEVS VD IPHCDDGVDTTSFGLITLYST IFFLGLFGN I IVLTVLRKYK
IKT IQDMFLLNLTLSDL I FVLVFPFNLYDS I AKQWSLGDCLCKFKAMFYFVGFYNSMSF I
TLMS IDRYLAVVHPVKSMP IRTKRYG IVLSMVVWIVSTIESFP IMLFYETKKVYGITYCH
VFYNDNAK IWKLF INFEINTFGMIIPLTILLYCYYKILNTLKTSQTKNKKAIKMVFLIVI
CSVLFLLPFSVTVFVSSLYLLNVFSGCMALRFVNLAVHVAE IVSLCHCF INPLIYAFCSR
EFTKKLLRLRTTSSAGSISIG

>P19106

MKT I TALSY IFCLVLGQDFPGNDNSTATLCLGHHAVPNGTLVKT ITNDQIEVTNATELVQ
SSSTGKICNNPHRILDG IDCTL I DALLGDPHCDGFQNETWDLFVERSKAFSNCYPYDVPD
YASLRSLVASSGTLEFISEGFTWTGVTQNGGSNACKRGPDSGFFSRLNWLYKSGSTYPVL
NVTMPNNDNFDKLY IWGVHHPSTDQEQTSLYVQASGRVTVSTKRSQQT I IPNIGSRPWVR
GLSSRISIYWT IVKPGD ILVINSNGNL IAPRGYFKMRTGKSS IMRSDAP IGTCISECITP
NGS I PNDKPFQNVNK I TXGACPKYVKQNTLKLATGMRNVPEKQTRGLFSA I AGF I ENGWE
GM I DGWYGFRHQNSEGTGQPADLKSTQAA1DQINGKLNRV I EKTNEKFHQ I EKEFSEVEG
RIQDLEKYVEDTK IDLWSYNAELLVALENQHT I DLTDSEMNKLFEKTSRQLRENAEDMGN
GCFK 1 YHKCDNAC I1GS IRNGTYDHDVYRDEALNNRFQ I KGVELKSGYKDWILWISFAISC
FLLCVVLLGFIMTACQKGNIRCNICI

>P35253
MKTTCFLISLILIQGTKNLP ILE IASNNQPQNVDSVCSGTLQKTEDVHLMGFTLSGQKVA
DSPLEASKRWAFRTGVPPKNVEYTEGEEAKTCYN I SVTDPSGKSLLLDPPTNIRDYPKCK
T IHH1QGQNPHAQG I ALHLWGAFFLYDR IASTTMYRGKVFTEGN 1 AAMIVNKTVHKMIFS
RQGQGYRHMNLTSTNKYWTSSNGTQTNDTGCFGALQEYNSTKNQTCAPSK IPPPLPTARP
EIKLTSTPTDATKLNTTDPSSDDEDLATSGSGSGEREPHTTSDAVTKQGLSSTMPPTPSP
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QPSTPQQGGNNTNHSQDAVTELDKNNTTAQPSMPPHNTTT ISTNNTSKHNFSTLSAPLQN
TTNDNTQST I TENEQTSAPS I TTLPPTGNPTTAKSTSSKKGPATTAPNTTNEHFTSPPPT
PSSTAQHLVYFRRKRS I LWREGDMFPFLDGL INAP I DFDPVPNTKT I FDESSSSGASAEE
DQHASPNISLTLSYFPNINENTAYSGENENDCDAELR IWSVQEDDLAAGLSWIPFFGPGI
EGLYTAVL IKNQNNLVCRLRRLANQTAKSLELLLRVTTEERTFSL INRHAIDFLLTRWGG
TCKVLGPDCC IGIEDLSKNISEQIDQ I KKDEQKEGTGWGLGGKWWT SDWGVLTNLGILLL
LSIAVLIALSCICRIFTKYIG

>P05780

MSLLTEVETP IRNEWGCRCNDSSDPLV IAAN T 1GILHL ILWILDRLFFKCIYRRFKYGLK
RGPSTEGVPESMREEYRKEQQNAVDVDDGHFVN IELE

>P06817
MNNATFNCTNINPITHIRGS T 1ITICVSLIVILIVFGCIAKIFINKNNCTNNV IRVHKR]
KCPDCEPFCNKRDD I STPRAGVD IPSF I LPGLNLSEGTPN

>P52382

MEKETKSLAWPATAEFYGWVFIFSS 1QLCTMVLLTVRFNSFKVGREYAVFTFAGMSFNCF
LLP IKMGLLSGHWSLPRDFCAILLY IDDFSIYFSSWSLVFMAIERINHFCYSTPLLNENS
KALAKVCFP IVWI 1SGVQALQMLNNYKATALQNETPQCFLAFLRSGYDMWLMLVYSVMIP
VMLVFIY 1'YSKNFMLLKDELSTVTTYLCIYLLLGT IAHLPKAGLSE IESDK IFYGLRDIF
MALPVLKVYY IPVMAYCMACDDHTVPVRLCS IWLVNLCKKCFSCTRREKESDLEVG I KML
>Q38008

MLYN IMLEVAKGDY I TILFAL ILFDF I TGFLKAWKWKVTDSWTGLKGV IKHTLTFIFYYF
VAVFLTY IHAMAVGQILLV I INLYYALS IMENLAVMGVF I PKFMTARVQEELQKYTAQLD
AGKDLLEEFKGEKK

>P09723
MSLRGQVQIARSVFLLRIY ILIWVQCL I LMSVCAFCWLVLPHRLEQLFSSVRLTLSCLMI
SIVCLGLLRWAEPNFPKNVWILLTYTLLTSVAVTASGFHFSHRSV I YAMVATVTLFCFLT
LATYLFARDVELQRSLLTGASTL ILLLFAVFSLFPEAVSE ILVMIAGLAVIVTSVVCDTQ
DILHD IEYESY IPGALCLYMDLMYLFVSVLYFMPSEPGSAHTAQTTVAATAAASPQFVS
>P69539
MKKSLVLKASVAVATLVPMLSFAAEGDDPAKAAFDSLQASATEY I GYAWAMVVV IVGAT
GIKLFKKFTSKAS

>P03621

MKAMKQR I AKFSPVASFRNLC IAGSVTAATSLPAFAGV IDTSAVESA 1 TDGQGDMKA GG
Y IVGALV I LAVAGL I YSMLRKA

>Q98146

MAAEDFLT I FLDDDESWNETLNMSGYDYSGNFSLEVSVCEMTTVVPYTWNVGILSLIFLI
NVLGNGLVTY IFCKHRSRAGAIDILLLGICLNSLCLS ISLLAEVLMFLFPNI ISTGLCRL
EIFFYYLYVYLDIFSVVCVSLVRYLLVAYSTRSWPKKQSLGWVLTSAALL IALVLSGDAC
RHRSRVVDPVSKQAMCYENAGNMTADWRLHVRTVSVTAGFLLPLALL ILFYALTWCVVRR
TKLQARRKVRGV I VAVVLLFFVFCFPYHVLNLLDTLLRRRWIRDSCYTRGL INVGLAVTS
LLQALYSAVVPL1YSCLGSLFRQRMYGLFQSLRQSFMSGATT

>065984
MIVLILCLLLFSYNSVICTSNNDCVQGNVTQLPGNEN I I KDFLFHTFKEEPSVVVGGYYP
TEVWYNCSRSATTTAYKDFSN I HAFYFDMEAMENSTGNARGKPLLVHVHGDPVSTTIYIS
AYRDDVQPRPLLKHGLLC I TKNK I IDYNTFTSAQWSAICLGDDRK IPFSVIPTDNGTKIF
GLEWNDDYVTAY ISDRSHHLN INNNWFNNVT I LYSRSSSATWQKSAAYVYQGVSNFTYYK
LNNTNGLKSYELCEDYEYCTGYATNVFAPTVGGY I PHGFSFNNWFMRTNSSTFVSGRFVT
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NQPLLVNCLWPVPSFGVAAQQFCFEGAQFSQCNGVSLNNTVDVIRFNLNFTALVQSGMGA
TVFSLNTTGGVILEISCYNDTVSESSFYSYGEISFGVTDGPRYCFALYNGTALKYLGTLP
PSVKETAISKWGHFY INGYNFFSTFP IDCISFNLTTGDSGAFWT TAYTSYTDALVQVENT
ATKKVTYCNSHINNIKCSQLTANLONGFYPVASSEVGLVYNKSVVLLPSFYSHTSVNITID
LGMKRSGYGQP IASTLSNITLPMQDNNTDVYCIRSNRFSVYFHSTCKSSLWDDVFENSDCT
DVLYATAVIKTGTCPFSFDKLNNYLTFNKFCLSLNPVGANCKFDVAARTRTNEQVVRSLY
VIYEEGDNIVGVPSDNSGLHDLSVLHLDSCTDYNIYGITGVGI IRQTNSTLLSGLYYTSL
SGDLLGFKNVSDGV1YSVTPCDVSAHAAVIDGATVGAMTSINSELLGLTHWTTTPNFYYY
SIYNYTNERTRGTAIDSNDVDCEP I I TYSNIGVCKNGALVFINVTHSDGDVQP ISTGNVT
IPTNFTISVQVEYI1QVYTTPVSIDCSRYVCNGNPRCNKLLTQYVSACQT IEQALAMGARL
ENME IDSMLFVSENALKLASVEAFNSTETLDP 1 YKEWPN I GGSWLGGLKD ILPSHNSKRK
YRSAIEDLLFDKVVTSGLGTVDEDYKRCTGGYD1ADLVCAQYYNG IMVLPGVANDDKMAM
YTASLAGGITLGSLGGGAVSIPFATAVQARLNYVALQTDVLNKNQQILANAFNQAIGNIT
QAFGKVNDAITHQTSQGLATVAKVLAKVQDVVNTQGQALSHLTLQLQNNFQAISSSISDIY
NRLDELSADAQVDRLITGRLTALNAFVSQTLTRQAEVRASRQLAKDKVYNECVRSQSQRFG
FCGNGTHLFSLANAAPNGMIFFHTVLLPTAYETVTAWSGICASDGDRTFGLVVKDVQLTL
FRNLDDKFYLTPRTMYQP IVATSSDFVQIEGCDVLFVNATVIDLPSIIPDYIDINQTVQD
ILENFRPNWTVPELPLDIFNATYLNLTGEINDLEFRSEKLHNTTVELATLIDNINNTLVN
LEWLNRIETYVKWPWYVWLLIGLVVIFCIPILLFCCCSTGCCGCIGCLGSCCHSICSRRQ
FESYEPIEKV

>P68326
MAKLTGMFSAAILLSMAICSTAI 1 YRGEHMSMYLNASSEFAVYPTDQSLVLVGHLLFLDG
QRLPTTNYSGLIELIHYNYSSVCYTVIQTISYESCPRVANNAFRSCLHKTSKHYHDYFRV
NASVETNVLLNITKPQPTDSGAY I LRVKLDHAPTADVFGVSAFVYDLKSKTVPDPMPTTQ
TVEPTTSYVSTPTYDYTDDVTTETESTSTSTQQAMTSTQTPSATWGTQLTTELPTNETVV
1GQEALLCHWFQPSTRVPTLYLHLLGRTGNLPEDVLLVEDSEFLRTTSPAHRPSASPADG
DDFKQTNSTSLKARNKIVAMVVIPTACVLMLLLVVVGAT INGAVRKHLLSCASRRIYRSG
QGGASAAERRRLTCGPTLAASSESLADDTTSSPPTPKPSKKTKLETDPLMEQLNRKLEALI
KEES

>P03759

MRNRIMPGVYIVIIPYVIVSICYLLFRHY IPGVSFSAHRDGLGATLSSYAGTMIAILIAA
LTFLIGSRTRRLAKIREYGYMTSVVIVYALSFVELGALFFCGLLLLSSISGYMIPTIAIG
IASASFIHICILVFQLYNLTREQE

>P04849

MGT I 1QFLVVSCLLAGAGSLDPAALMQIGVIPTNVRQLMYYTEASSAFIVVKLMPT IDSP
ISGCNITSISSYNATVTKLLQP IGENLET IRNQL IPTRRRRRFAGVV IGLAALGVATAAQ
VTAAVALVKANENAAATLNLKNATQKTNAAVADVVQATQSLGTAVQAVQDHINSVVSPAI
TAANCKAQDAT IGSILNLYLTELTTIFHNQITNPALSPITIQALRILLGSTLPTVVEKSF
NTQISAAELLSSGLLTGQIVGLDLTYMQMVIKIELPTLTVQPATQI IDLATISAFINNQE
VMAQLPTRVMVTGSLIQAYPASQCTITPNTVYCRYNDAQVLSDDTMACLQGNLTRCTFSP
VVGSFLTRFVLFDGIVYANCRSMLCKCMQPAAVILQPSSSPVTVIDMYKCVSLQLDNLRF
TITOQLANVTYNSTIKLESSQILSIDPLDISQNLAAVNKSLSDALQHLAQSDTYLSAITSA
TTTSVLSTIAICLGSLGLIL I ILLSVVVWKLLT IVVANRNRMENFVYHK

>P08714
MTRLPILLLLISLVYATPFPQTSKKIGDDATLSCNRNNTNDYVVMSAWYKEPNST ILLAA
KSDVLYFDNYTKDKISYDSPYDDLVTTITIKSLTARDAGTYVCAFFMTSTTNDTDKVDYE
EYSTELIVNTDSESTIDI ILSGSTHSPETSSEKPED IDNFNCSSVFEIATPEPITDNVED

14



HTDTVTYTSDSINTVSASSGESTTDETPEP I TDKEEDHTVTDTVSYTTVSTSSGIVTTKS
TTDDADLYDTYNDNDTVPPTTVGGSTTSISNYKTKDFVEIFGITALIILSAVAIFCITYY
1'YNKRSRKYKTENKYV

>p28081
MSPQRDRTNAFYKDNPHPKGSRIVINREHLMIDRPYVLLAILFVMFLSLIGLLATAGIRL
HQAATHTAEIHKSLSTNLDVTNSIEHQVKDVLTPLFKI 1GDEVGLRTPQRFTDLVKFI1SD
KIKFLNPDREYDFRDLNWC INPPER IKLDYDQYCADVAAEELMNALVNSTLLETRTTNQF
LAVSKGNCSGPTT IRGQFSNMSTSLLDLYLSRGYNVSSIVTMTSQGMYGGTYLVEKPNLS
SKRSELSQLSMYRVFEVGV IRNPGLGAPVFHMTNYFEQPVSNDLSNCMVALGEFKLAALC
HREDSITIPYQGSGKGVSFQLVNLGVWKSPTDMQSWIPLSTDDPVIDRLYLSSHRGVIAD
NQAKWAVPTTRTDDKLRMETCFQQACKGKTQALCENPEWAPLKDNRIPSYGVLSVDLSPT
VELKIKTASGFGPLITHGSGMDLYKSNHNNVYWLT IPPMKNLALGV INTLEWIPRFKVSP
NLFTVPIKEAGKDCHAPTYLPAEVDGDVKLSSNLV ILPGQDLQYVLATYDTSRVEHAVVY
YVYSPGRSFSYFYPFRLPIRGVP IELQVECFTWDQKLWCRHFCVLANSESGGH I THSGMV
GMGVSCTVTREDGTNRRQSC

>P09717
MGLRFPTATQRQIVFRRLFDSGNNDDYDEAAVVAVLGWVHRFEVVVRIAGLLLFQISAAV
AVLGSFSLVFPTATLKSRPGFPCHVVWAPEVLLLVPVASALFVYFRYERPVLAQRNRHPR
CRRPFRQLVLLLAGLLAHIPALGVTCACQEPREVLTSFVLTLVITLLCAEVVFICRDNCT
LSDQFTLINGVWVVVFLVNVLIVFTRPWTWPLRLLLGFYSTVGL IFAGHFSQQVLFVRHV
LMPRDVAHTSLQLFITFISLFFLILRIRNCQDLLSDLRLLELPSSDAMTLTPNDLSHASS
STPLSTLSP

>P09718
MRREKGFQVPTDGTVI1YVPPGIQETRLATRSLAWVDCCRVALHTYGAVGWQLAGLTALLS
AFCYAAPATWFHHSRLCLTESSPSLVFVIPVTSVIFIHCYETSHPSNIGVLLFYTLLHVP
PLIVICLCLDGTLVISAALFTLLAFLSCTGVALLAPERTVRRQIVVVHALITLTFTAIVV
VILRRGWSWCFKIVLSFSVLITCLAVSHFHEAALAVRYETPLERALLAAVKVFLSLVFTL
LMVLRIMTLRTFLQTYFSSDKL

>P09719
METVSTQRETASSETERTREAASAETTDATFRSLEEGSTISSRYSETASTVSEDAVCWLR
RTAIVMRVYGLLTLETAFSVLISALVWLGYPSLGYKCSDDPSPLLLSCTPVLVLGALELT
DHRHPSNGLVFALYVALLSFTTAGLNLCATAPIGISSLILTWTLFVACNGVAWEHRLSSV
WRDALFTSTLLTVMVSVLASTYTWLHKTLLCLYTVFVGCILAVLFQDVRY IATKMPVSHV
IRSSLILYATETLIYHTTLLMLTPVVWSARWDQMFSYLAKLGTYHHYLIDNGTLSVILNT
TTATFQSKAA
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