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Online Supplementary Materials B.  The testing dataset contains 180 viral proteins 
classified into 7 subcellular locations with respect to their host and virus-infected cells 
according to the experimental annotations. Both the accession numbers and sequences are 
given. None of the proteins has 80% sequence identity to any others in the same subcellular 
location of either the dataset here or the learning dataset in the Online Supplementary Materials 
A. See the text of the paper for further explanation. 
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(1) 7 cytoplasm proteins 
>P37708 
MASLLKSLALFKKNKDKPPLAAGSGGAIRGIKHVIIVPIPGDSSITTRSRLLDCLVKMVG 
DPDISGPKLTGALISILSLFVESPGQLIQRITDDPDISIKLVEVIQSDKTQSGLTFASRG 
ASMDDEADRYFTYDEPNGGEERQSYWFENREIQDIEVQDPEGFNMILATILAQIWILLAK 
AVTTPDTAADSELRRWVKYTQQRRVIGEFRLDKGWLDTVRNRIAEDLSLRRFMVALILDI 
KRTPGNKPRIAEMICDIDTYIVEAGLASFILTIKFGIETMYPALGLHEFAGELSTIESLM 
NLYQQMGELAPYMVILENSIQNKFSAGAYPLLWSYAMGVGVELESSMGGLNFGRSYFDPA 
YFRLGQEMVRRSAGKVSSNLASELGITEEEAKLVSEIAAYTGDDRNSRTSGPKQTQVSFL 
RTDQGGEIQHNASKKDEARVLQVRKETWASSRSDRYKEDTDNEAVSPSVKTLIDVDTTPE 
ADTDPLGNKKSAEALLKLQAMASILEDPTLGNDSPRTYNDKDLLS 
>P21277 
MSSVLKAFERFTIEQELQDRGEEGSIPPETLKSAVKVFVINTPNPTTRYQMLNFCLRIIC 
SQNRRASHRVGALIALFSLPSAGMQNHIRLADRSPEAQIERCEIDGFEPGTYRLIPNARA 
NLTANEIAAYALLADDLPPTINNGTPYVHADVELQPCDEIEQFLDRCYSVLIQAWVMVCK 
CMTAYDQPAGSADRRFAKYQQQGRLEARYMLQPEAQRLIQTAIRKSLVVRQYLTFELQLA 
RRQGLLSNRYYAMVGDIGKYIENSGLTAFFLTLKYALGTKWSPLSLAAFTGELTKLRSLM 
MLYRDIGEQARYLALLEAPQIMDFAPGGYPLIFSYAMGVGSVLDVQMRNYTYARPFLNGY 
YFQIGVETARRQQGTVDNRVADDLGLTPEQRNEVTQLVDRLARGRGAGIPGGPVNPFVPP 
VQQQQPAAVYADIPALEESDDDGDEDGGAGFQNGVQVPAVRQGGQTDFRAQPLQDPIQAQ 
LFMPLYPQVSNIPNNRIIRSIASGGWKTKIYYDTTRMVILNKMQGANTETLSQTIPIKTH 
SCKWATGMSK 
>O57286 
MAGLLSTFDTFSSRRSESINKSGGGAVIPGQRSTVSVFVLGPSVTDDADKLSIATTFLAH 
SLDTDKQHSQRGGFLVSLLAMAYSSPELYLTTNGVNADVKYVIYNIEKDPKRTKTDGFIV 
KTRDMEYERTTEWLFGPMVNKSPLFQGQRDAADPDTLLQIYGYPACLGAIIVQVWIVLVK 
AITSSAGLRKGFFNRLEAFRQDGTVKGALVFTGETVEGIGSVMRSQQSLVSLMVETLVTM 
NTARSDLTTLEKNIQIVGNYIRDAGLASFMNTIKYGVETKMAALTLSNLRPDINKLRSLI 
DTYLSKGPRAPFICILKDPVHGEFAPGNYPALWSYAMGVAVVQNKAMQQYVTGRTYLDME 
MFLLGQAVAKDAESKISSALEDELGVTDTAKERLRHHLANLSGGDGAYHKPTGGGAIEVA 
LDNADIDLEPEAHTDQDARGWGGDSGDRWARSMGSGHFITLHGAERLEEETNDEDVSDIE 
RRIARRLAERRQEDATTHEDEGRNNGVDHDEEDDAAAAAGMGGI 
>Q00946 
MSILEKITSSPSECAEHLTNKDSCLSKKIQKELTSFLEKKETLGCDSESCVITHPAVKAY 
AQQKGLDLSKELETRFKAPGPRNNTGLLTNFNIDETLQRWAIKYTKFFNCPFSMMDFERV 
HYKFNQVDMVKVYKGEELQYVEGKVVKRPCNTFGCVLNTDFSTGTGKHWVAIFVDMRGDC 
WSIEYFNSAGNSPPGPVIRWMERVKQQLLKIHHTVKTLAVTNIRHQRSQTECGPYSLFYI 
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RARLDNVSYAHFISARITDEDMYKFRTHLFRIA 
>P01126 
MDFLTNLRFTEGISEPYIEIFEQPRQRGTRFRYKCEGRSAGSIPGEHSTDNNKTFPSIQI 
LNYFGKVKIRTTLVTKNEPYKPHPHDLVGKGCRDGYYEAEFGPERQVLSFQNLGIQCVKK 
KDLKESISLRISKKINPFNVPEEQLHNIDEYDLNVVRLCFQAFLPDEHGNYTLALPPLIS 
NPIYDNRAPNTAELRICRVNKNCGSVKGGDEIFLLCDKVQKDDIEVRFVLGNWEAKGSFS 
QADVHRQVAIVFRTPPFLGDITEPITVKMQLRRPSDQAVSEPVDFRYLPDEEDPSGNKAK 
RQRSTLAWQKPIQDCGSAVTERPKAAPIPTVNPEGKLKKEPNMFSPTLMLPGLGTLSSSQ 
MYPACSQMPTQPAQLGPGKQDTLHSCWQQLYSPSPSASSLLSLHSHSSFTAEVPQPGAQG 
SSSLPAYNPLNWPDEKNSSFYRNFGNTHGMGAALVSAAGMQSVSSSSIVQGTHQASATTA 
SIMTMPRTPGEVPFLRQQVG 
>P06447 
MDGQESSQNPSDILYPECHLNSPIVRGKIAQLHVLLDVNQPYRLKDDSIINITKHKIRNG 
GLSPRQIKIRSLGKALQRTIKDLDRYTFEPYPTYSQELLRLDIPEICDKIRSVFAVSDRL 
TRELSSGFQDLWLNIFKQLGNIEGREGYDPLQDIGTIPEITDKYSRNRWYRPFLTWFSIK 
YDMRWMQKTRPGGPLDTSNSHNLLECKSYTLVTYGDLVMILNKLTLTGYILTPELVLMYC 
DVVEGRWNMSAAGHLDKKSIGITSKGEELWELVDSLFSSLGEEIYNVIALLEPLSLALIQ 
LNDPVIPLRGAFMRHVLTELQTVLTSRDVYTDAEADTIVESLLAIFHGTSIDEKAEIFSF 
FRTFGHPSLEAVTAADKVRAHMYAQKAIKLKTLYECHAVFCTIIINGYRERHGGQWPPCD 
FPDHVCLELRNAQGSNTAISYECAVDNYTSFIGFKFRKFIEPQLDEDLTIYMKDKALSPR 
KEAWDSVYPDSNLYYKAPESEETRRLIEVFINDENFNPEEIINYVESGDWLKDEEFNISY 
SLKEKEIKQEGRLFAKMTYKMRAVQVLAETLLAKGIGELFRENGMVKGEIDLLKRLTTLS 
VSGVPRTDSVYNNSKSSEKRNEGMENKNSGGYWDEKKRSRHEFKATDSSTDGYETLSCFL 
TTDLKKYCLNWRFESTALFGQRCNEIFGFKTFFNWMHPVLERCTIYVGDPYCPVADRMHR 
QLQDHADSGIFIHNPRGGIEGYCQKLWTLISISAIHLAAVRVGVRVSAMVQGDNQAIAVT 
SRVPVAQTYKQKKNHVYEEITKYFGALRHVMFDVGHELKLNETIISSKMFVYSKRIYYDG 
KILPQCLKALTKCVFWSETLVDENRSACSNISTSIAKAIENGYSPILGYCIALYKTCQQV 
CISLGMTINPTISPTVRDQYFKGKNWLRCAVLIPANVGGFNYMSTSRCFVRNIGDPAVAA 
LADLKRFIRADLLDKQVLYRVMNQEPGDSSFLDWASDPYSCNLPHSQSITTIIKNITARS 
VLQESPNPLLSGLFTETSGEEDLNLASFLMDRKVILPRVAHEILGNSLTGVREAIAGMLD 
TTKSLVRASVRKGGLSYGILRRLVNYDLLQYETLTRTLRKPVKDNIEYEYMCSVELAVGL 
RQKMWIHLTYGRPIHGLETPDPLELLRGIFIEGSEVCKLCRSEGADPIYTWFYLPDNIDL 
DTLTNGCPAIRIPYFGSATDERSEAQLGYVRNLSKPAKAAIRIAMVYTWAYGTDEISWME 
AALIAQTRANLSLENLKLLTPVSTSTNLSHRLKDTATQMKFSSATLVRASRFITISNDNM 
ALKEAGESKDTNLVYQQIMLTGLSLFEFNMRYKKGSLGKPLILHLHLNNGCCIMESPQEA 
NIPPRSTLDLEITQENNKLIYDPDPLKDVDLELFSKVRDVVHTVDMTYWSDDEVIRATSI 
CTAMTIADTMSQLDRDNLKEMIALVNDDDVNSLITEFMVIDVPLFCSTFGGILVNQFAYS 
LYGLNIRGREEIWGHVVRILKDTSHAVLKVLSNALSHPKIFKRFWNAGVVEPVYGPNLSN 
QDKILLALSVCEYSVDLFMHDWQGGVPLEIFICDNDPDVADMRRSSFLARHLAYLCSLAE 
ISRDGPRLESMNSLERLESLKSYLELTFLDDPVLRYSQLTGLVIKVFPSTLTYIRKSSIK 
VLRTRGIGVPEVLEDWDPEADNALLDGIAAEIQQNIPLGHQTRAPFWGLRVSKSQVLRLR 
GYKEITRGEIGRSGVGLTLPFDGRYLSHQLRLFGINSTSCLKALELTYLLSPLVDKDKDR 
LYLGEGAGAMLSCYDATLGPCINYYNSGVYSCDVNGQRELNIYPAEVALVGKKLNNVTSL 
GQRVKVLFNGNPGSTWIGNDECEALIWNELQNSSIGLVHCDMEGGDHKDDQVVLHEHYSV 
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IRIAYLVGDRDVVLISKIAPRLGTDWTRQLSLYLRYWDEVNLIVLKTSNPASTEMYLLSR 
HPKSDIIEDSKTVLASLLPLSKEDSIKIEKWILIEKAKAHEWVTRELREGSSSSGMLRPY 
HQALQTFGFEPNLYKLSRDFLSTMNIADTHNCMIAFNRVLKDTIFEWARITESDKRLKLT 
GKYDLYPVRDSGKLKTISRRLVLSWISLSMSTRLVTGSFPDQKFEARLQLGIVSLSSREI 
RNLRVITKTLLDRFEDIIHSITYRFLTKEIKILMKILGAVKMFGARQNEYTTVIDDGSLG 
DIEPYDSS 
>P08353 
MARRRRHRGPRRPRPPGPTGAVPTAQSQVTSTPNSEPAVRSAPAAAPPPPPASGPPPSCS 
LLLRQWLHVPESASDDDDDDDWPDSPPPEPAPEARPTAAAPRPRSPPPGAGPGGGANPSH 
PPSRPFRLPPRLALRLRVTAEHLARLRLRRAGGEGAPEPPATPATPATPATPATPATPAT 
PATPATPATPARVRFSPHVRVRHLVVWASAARLARRGSWARERADRARFRRRVAEAEAVI 
GPCLGPEARARALARGAGPANSV 
(2) 3 Endoplasmic reticulum proteins 
>P03535 
MDKLADLNYTLSVITSMNDTLHSIIQDPGMAYFLYIASVLTVLFTLHKASIPTMKIALKT 
SKCSYKVIKYCIVTIINTLLKLAGYKEQVTTKDEIEQQMDRIVKEMRRQLEMIDKLTTRE 
IEQVELLKRIHDNLITRPVDVIDMSKEFNQKNIKTLDEWESGKNPYEPSEVTASM 
>P33492 
MYGIEYTTILTFLISLIFINYIFKTITSTMDFIIYRFLFVMVVLPPFVKTQNYGVNLPIT 
GSMDTPYINSTVSESFLTSTLCIYYPNDVTNQITDNKWKDTLSQLFLTKGWSTGSVYFKE 
YADLASFSVNPRLYCDYNIVLMKYDGNSQLDMSELADLILNEWLCNPMDVKLYYYQQTDE 
ANKWISMGDSCTIKVCPLNSQTLGIGCSTTDPTTFEEVASIEKLVITDVVDGINHKLDVT 
TATCTIRNCKKLGPRENVAIIQVGGSNILDITADPTTAPQTERMMRINWKKWWQVFYTIV 
DYVNQIVQVMSKRSRSLNSAAFYYRV 
>P17071 
MYGIEYTTTLTFLILLVLLNYILKSITRIMDYILYTFLLFIVIVTPFVNSQNYGINLPIT 
GSMDTNYQNVSNPEPFLTSTLCLYYPVEAETEIADSSWKDTLSQLFLTKGWPTGSVYLKS 
YTDIATFSINPQLYCDYNIVLMKYNANSELDMSELADLILNEWLCNPMDIALYYYQQSSE 
SKQWISMGDSCTDKVCPLNTQTLRIGCLTTDTTTFEEVATAEKLVITDVVDGVNYKINVT 
TTTCTIRNCKKLGPRENVAVIQVGGSFILDITADPTTAPQTERMMRINWKKWWQVFYTVV 
DYVNQIIQTMSKRSRSLDSASFYYRI 
(3) 4 Extracell proteins 
>O10367 
MGVKSALFIMAVFAAANVQYVLAACAETGAVCVHSDECCSGACSPVFNYC 
>Q90121 
MQIINVVYSFLFAAAMLPVVHSLGINCRGSSQCGLSGGNLMVRIRDQACGNQGQTWCPGE 
RRAKVCGTGNSISAYVQSTNNCISGTEACRHLTNLVNHGCRVCGSDPLYAGNDVSRGQLT 
VNYVNSC 
>P20494 
MSMKYLMLLFAAMIIRSFADSGNAIETTLPEITNATTDIPAIRLCGPEGDGYCLHGDCIH 
ARDIDGMYCRCSHGYTGIRCQHVVLVDYQRSENPNTTTSYIPSPGIMLVLVGIIIIITCC 
LLSVYRFTRRTNKLPLQDMVVP 
>Q66800 
MGSGYQLLQLPRERFRKTSFLVWVIILFQRAISMPLGIVTNSTLKATEIDQLVCRDKLSS 
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TSQLKSVGLNLEGNGIATDVPSATKRWGFRSGVPPKVVSYEAGEWAENCYNLEIKKSDGS 
ECLPLPPDGVRGFPRCRYVHKVQGTGPCPGDLAFHKNGAFFLYDRLASTVIYRGTTFAEG 
VVAFLILSEPKKHFWKATPAHEPVNTTDDSTSYYMTLTLSYEMSNFGGNESNTLFKVDNH 
TYVQLDRPHTPQFLVQLNETLRRNNRLSNSTGRLTWTLDPKIEPDVGEWAFWETKKTFPN 
NFMEKTCISKFYQPTPTTPQIRARRELSKEKLATTHPPTTPSWFQRIPLQWFQCSLQDGQ 
RKCRPKV 
(4) 1 Inner capsid protein 
>P32933 
MLLAPGDVIKRSSEELKQRQIQINLVDWTESEGGKEDKTEPKEESKAEGSKDGEGTQSES 
GQKEEGGKETKDADVDRRIHTAVGSGSSTKGPGERANENADRGDGKVGGGGGDADAGVGA 
TGTNGRRWVVLTEEIARAIESKYGTKIDVYRDEVPAQIIEVERSLQKELGISREGVAEQT 
ERLRDLRRKEKNGTHAKAVERGGRKQRKESHGDAQREGVEEEKTSEEPARIGITIEGVMS 
QKKLLSMIGGVERKMAPIGARESAVMLVSNSIKDVMRATAYFTAPTGDPHWKEVAREASK 
KKNILAYTSTGGDAKTEFLRLFDHL 
(5) 134 Nucleus proteins 
>O55653 
MTGSTIAPTTDYRNTTATGLKSALNLPQVHAFVNDWASLGMWWFSIALMFVCLIIMWLIC 
CLKRRRARPPIYRPIIVLNPHNEKIHRLDGLKPCSLLLQY 
>P26668 
MATRPSSLVDSLEDEEDPQTLRRERSGSPRPRKIPRNALTQPVDQLLKDLRKNPSMISDP 
DQRTGREQLSNDELIKKLVTELAENSMIEAEEVRGTLGDISARIEAGFESLSALQVETIQ 
TAQRCDHSDSIRILGENIKILDRSMKTMMETMKLMMEKVDLLYASTAVGTSAPMLPSHPA 
PPRIYPQLPSAPTADEWDII 
>P36790 
METLCQRLDACQEKILDCFENDSKKIEDHIVYWKAVRHENVVLYKARQNNITKLRHQVVP 
CLQVCKAKACVAIEIQMALESLYKTEYKVEEWTLKDVCENMWHTAPKQCFKKSGKRIEVW 
FDGKKDNRTEYVVWQWVYYCGDNGWTKVPSVVDYKGIYYVHDGNKVYYTDFNDEAVKYGY 
KGTWEVHMGNESIYCPDSVSSTLRSNVSPVETVVEYNTYNTYQTPTTSTPVGANEAASSA 
RPGKRPRTTEPDSTDTTRQSAARESHANRVNTNNTNNRQCLGGATCYNTEVDGGYKTTPV 
VHLKGEPNRLKCLRYRCQKHKHLFVNISSTYHWTNTHTEYSYITVVYKDETQRANFLNVV 
KIPPSIKIVMGHMTGVDM 
>P11675 
MADDLFDFIETEGNFSQLLAAAAAAAEEEGIASGPDGGSQGSRRRGSSGEDLLFGPGGLF 
SDDAAEAEAAVLAAAAGATRPPRPPSAQQQRHARRGSGEIVVLDDEDEEEDEPGSPAAGS 
PGRALHQGSEHGHLVLGPRSRAGSGPRPPTPAALAAAEAGAPGGPGRSSPSAASPASSSS 
GSSGSSGSPGPSAAPRRWSPARGDPVGEPGPAARPRTPAPPAQPAAVAAAPARRGPASPA 
SPAAGPVSAPGGGGAPSGGGDRGRHHHQHREPLLDEPAAARRLDPRPLGARSPVSSNPNS 
SSSSTTTVAVEPVARGPEKDEDGLGLAGDGGAPLQRQPRRRRAGEGALRRGRGFSSSSSG 
GSDSDLSPARSPSAPRAPAAAAAAARRSASSSSSSSSSSSSSSSSEGEEDEGVRPGAPLA 
RAGPPPSPPAPAAAPRPSASSASATSSSAAASPAPAPEPARPPRRKRRSTNNHLSLMADG 
PPPTDGPLLTPLGEPWPGSDPPADGRVRYGGAGDSREGLWDEDDVRQAAARYRAAAGPVP 
VFIPEMGDSRKQHEALVRLIYSGAAGEAMSWLQNPRMQAPDQRFNQFCQRRVHAPHGHGS 
FITGSVTPPLPHIGDAMAAQDPLWALPHAVSAVAMSRRYDRTQKTFILQSLRRAYADMAY 
PGRAADPRAGEATVEALCARVRAAFAAAQPGRVPRELADACVLACRGVLERLLPCPLRLP 
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APARAPAALGPACLEEVTAALLALRDAIPGAGPAERQQAADSVALVARTVAPLVRYSVDG 
ARAREAAWTYAAALFAPANVAGARLAEAAARPGPAEPAPGLPPLWPEQPGLVVPAPAPAA 
AGAPSGLPGSGPSSPASTKSGSSTKSSSGTKSGLSGSSGYASSPAAGPDPAPERRKKKRR 
APGARRPGDGEEDEGLSGSALRGDGHGHRDDEEDRGPRRKRRSLGLGPAPDPAPALVSSS 
SSSSSSEDDRLRRPLGPMPEHPAPDGGFRRVPAGETHTPRPSAAALAAYCPPEVARALVD 
QEVFPELWRPALTFDPAALAHIAARRGAAGAPLRRRAAWMRQIADPEDVRVVVLYDPLPH 
EELCAEPAEGAPRPAWDPRRGGLSALLAAFAHRLCTPDSHAWAGNWTGRPDIGRLNAQGV 
LLLSARDLGFAGAVEYLCSRLGAARRRLIVLDTIEDWPADGPAVGDYHVYVRARLDPAAQ 
CAVRWPECRELRAAVLDSSSIVGPACFARVEASFARLHPGAEPLRLCRQDNVRYTVSTRA 
GPRTPVPLPPRAYRERVLPTVDGCKDMARQRSALGLGDPDFDAGAAFGHRAANRWGLGAP 
LRPVFVSCGRRGLAELRGPEGLPAELRAFCAAALLEPDAEAAPLVLAPGALAAAGAPPAV 
RWDFAPFETSVRAAAGGAVETHRPSGARGPGEDGEDSAAVEIVGFRGGDGRPRGPLGPIK 
VEAISDDEEAEDAGNPYLLLR 
>P36791 
METLAKRLDACQEQLLELYEEDSKHLEKHVQHWKCLRIEAALLFKAREMGYAQVGHQIVP 
ALEISRAKAHVAIEIQLALETLLQSTFGTEPWTLQETSYEMWHAEPKKCLKKQGRTVEVV 
FDGNPENAMHYTAWTFIYVQTLDGTWCKVYGHVCYAGLYYIVDNMKQFYCNFKNEAKKYG 
VTGQWEVHDGTQVIVSPASISSTTTTEAEVSSSGLTELVQTTDLYNTTPTPTTITRSNCD 
PDGTDGILYKDPTPTTPPRKRYRQSLQPPTKHLQHYGVTNVPVDPGSQRVTSDNNNNQRR 
NPCGNQTTPVIHLQGDPNCLKCLRWRLKKNCSHLFTQVSSTWHLTEKDYTRDSKDGIITI 
HYYNEEQRDKFLSTVKLPPGIKSCIGYMSMLQFM 
>P27971 
MPLGPEERRLLRLIAFLYRSNPYPSVEGTARQRRRARRRWKNRQKQIYALAERIWGTRQE 
DQLVQAIDQLVLDTQHLVTQQLPDPPSQA 
>P36792 
MMETLCKRLSACQDAILELYERDSIHLSDHIDHWKHVRLENVLLHKAREMGLQSVNQQAV 
PSLAVSRSKGHNAIELQLALESLNESSYNTEEWTLQQTSWEQWVTDPKQCFKKGGKTVEV 
RYDCDKDNTMQYVVWTFVYYWLEGKWYKVSSHVDYNGIYYETQDNEKVYYTQFDRDAKRY 
GVKGIWDVCMGGKVICFAPVFSPCEVSTPEIVRPLHTSNSSNAQDAGVPTRKRHRQCDPD 
EGPLDFVHNLQPTTDSSTQCTLHNVAPIVHLKGDKNSLKCLRYRMHKGYSHLFNNVTTTW 
HWTNNTNSKCGVITFMFSSTSQQKQFLQCAKIPPTISVSSGYMSI 
>P36793 
MENLARRLDLCQEQLLELYEQNSKELQQHILHWKYIRYESAIYYTARQMGIKHLGHQVVP 
SLDVSKAKAHAAIEMQMCLESLQNTEYNVEPWTLQDTSQELWLAEPKKCFKKGGKTVEVR 
FDCNETNAMHYTLWTTVYVQVDDAWTKVKGQVDYKGLSYTVHGCTTYYVDFAKEAQTYGK 
TNRWTVIVGSHVICSPSTIEEHGLPIVETADARPPTTATDTPDAPATATTETVGPAQAPP 
RKRRRNGHLPITTTVGKSLGGEYVDTADRTRTPDPESNNGHRNCGGGSSTPIIQLEGEAN 
CLKCFRYRLGKVSHLFCNSSTTWRWTTESRTEKNAIITLTYSSVQQRSDFLAIVKIPKTI 
KHSLGMLTLM 
>P36794 
MKMQTPKESLSERLSALQDKILDHYENDSKDINSQISYWQLIRLENAILFTAREHGITKL 
NHQVVPPINISKSKAHKAIELQMALKGLAQSKYNNEEWTLQDTCEELWNTEPSQCFKKGG 
KTVHVYFDGNKDNCMNYVVWDSIYYITETGIWDKTAACVSYWGVYYIKDGDTTYYVQFKS 
ECEKYGNSNTWEVQYGGNVIDCNDSMCSTSDDTVSATQIVRQLQHASTSTPKTASVGTPK 
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PHIQTPATKRPRQCGLTEQHHGRVNTHVHNPLLCSSTSNNKRRKVCSGNTTPIIHLKGDK 
NSLKCLRYRLRKYADHYSEISSTWHWTGCNKNTGILTVTYNSEVQRNTFLDVVTIPNSVQ 
ISVGYMTI 
>P36795 
MEALNARFNVLQEMLMDIYESGKEDLETQIEHWKLLRQEQALLFFARKHSIMRLGYQPVP 
PMAVSETKAKQAIGMMLTLQSLQKSPFGKEKWTLVNTSLETYNAPPAQCFKKGPYNIEVI 
FDGDPENLMVYTAWKEIYFVDSDDMWQKVQGEVDYAGAYYKDGTIKQYYVTFADDAVRYG 
TSGQYEVRINNETVFAPVTSSTPPSTGLRESSNASPVHDTVDETPTSTTATTTTFSTTTA 
TATATGAPELSSKTGTRKGRYGRKDSSPTAASNSRKEVSRRRSRSRTRTRRREASTSRSQ 
KASRSRSRSRSTSRGSRGSGGSVTTSRDSSPKRTRRGRGRGGRSRRSPTPTSTSKRERRR 
SRSRGGEPVSGGVGISPDKVGSRVQTVSGRHLGRLGRLLEEASDPPVILLRGDPNILKCY 
RYRDKKRKLGLVKHYSTTWSWVGVDGNERIGRSRMLLSFTSNSTRSQYVKIMKLPKGVEW 
SFGNFDKL 
>P27975 
MDKGEEDQDVSHQDLIKQYRKPLETCTNKCFCKKCCYHCQFCFLRKGLGITYHAFRTRRK 
KIASADRIPVPQQSISIRGRDSQTTQESQKKVEEQAKANLRISRKNLGDETRGPVGAGN 
>P36796 
MESIPARLNAVQEKILDLYEADSNDLNAQIEHWKLTRMECVLFYKAKELGITHIGHQVVP 
PMAVSKAKACQAIELQLALEALNKTQYSTDGWTLQQTSLEMWRAEPQKYFKKHGYTITVQ 
YDNDKNNTMDYTNWKEIYLLGECECTIVEGQVDYYGLYYWCDGEKIYFVKFSNDAKQYCV 
TGVWEVHVGGQVIVCPASVSSNEVSTTETAVHLCTETSKTSAVSVGAKDTHLQPPQKRRR 
PDVTDSRNTKYPNNLLRGQQSVDSTTRGLVTATECTNKGRVAHTTCTAPIIHLKGDPNSL 
KCLRYRVKTHKSLYVQISSTWHWTSNECTNNKLGIVTITYSDETQRQQFLKTVKIPNTVQ 
VIQGVMSL 
>P09252 
MAIRTGFCNPFLTQASGIKYNPRTGRGSNREFLHSYKTTMSSFQFLAPKCLDEDVPMEER 
KGVHVGTLSRPPKVYCNGKEVPILDFRCSSPWPRRVNIWGEIDFRGDKFDPRFNTFHVYD 
IVETTEAASNGDVSRFATATRPLGTVITLLGMSRCGKRVAVHVYGICQYFYINKAEVDTA 
CGIRSGSELSVLLAECLRSSMITQNDATLNGDKNAFHGTSFKSASPESFRVEVIERTDVY 
YYDTQPCAFYRVYSPSSKFTNYLCDNFHPELKKYEGRVDATTRFLMDNPGFVSFGWYQLK 
PGVDGERVRVRPASRQLTLSDVEIDCMSDNLQAIPNDDSWPDYKLLCFDIECKSGGSNEL 
AFPDATHLEDLVIQISCLLYSIPRQSLEHILLFSLGSCDLPQRYVQEMKDAGLPEPTVLE 
FDSEFELLIAFMTLVKQYAPEFATGYNIVNFDWAFIMEKLNSIYSLKLDGYGSINRGGLF 
KIWDVGKSGFQRRSKVKINGLISLDMYAIATEKLKLSSYKLDSVAREALNESKRDLPYKD 
IPGYYASGPNTRGIIGEYCIQDSALVGKLFFKYLPHLELSAVARLARITLTKAIYDGQQV 
RIYTCLLGLASSRGFILPDGGYPATFEYKDVIPDVGDVEEEMDEDESVSPTGTSSGRNVG 
YKGARVFDPDTGFYIDPVVVLDFASLYPSIIQAHNLCFTTLTLNFETVKRLNPSDYATFT 
VGGKRLFFVRSNVRESLLGVLLKDWLAMRKAIRARIPGSSSDEAVLLDKQQAAIKVVCNS 
VYGFTGVAQGFLPCLYVAATVTTIGRQMLLSTRDYIHNNWAAFERFITAFPDIESSVLSQ 
KAYEVKVIYGDTDSVFIRFKGVSVEGIAKIGEKMAHIISTALFCPPIKLECEKTFIKLLL 
ITKKKYIGVIYGGKVLMKGVDLVRKNNCQFINDYARKLVELLLYDDTVSRAAAEASCVSI 
AEWNRRAMPSGMAGFGRIIADAHRQITSPKLDINKFVMTAELSRPPSAYINRRLAHLTVY 
YKLVMRQGQIPNVRERIPYVIVAPTDEVEADAKSVALLRGDPLQNTAGKRCGEAKRKLII 
SDLAEDPIHVTSHGLSLNIDYYFSHLIGTASVTFKALFGNDTKLTERLLKRFIPETRVVN 
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VKMLNRLQAAGFVCIHAPCWDNKMNTEAEITEEEQSHQIMRRVFCIPKAILHQS 
>P06921 
MENLSERFNALQDQLMNIYEAAEQTLQAQIKHWQTLRKEPVLLYYAREKGVTRLGYQPVP 
VKAVSETKAKEAIAMVLQLESLQTSDFAHEPWTLVDTSIETFRSAPEGHFKKGPLPVEVI 
YDNDPDNANLYTMWTYVYYMDADDKWHKARSGVNHIGIYYLQGTFKNYYVLFADDAKRYG 
TTGEWEVKVNKETVFAPVTSSTPPGSPGGQADTNTTPATPTTSTTAVDSTSRQLTTSKQP 
QQTETRGRRYGRRPSSKSRRSQTQQRRSRSRHRSRSRSRSRSKSQTHTTRSTTRSRSTSL 
TKTRALTSRSRSRGRSPTTCRRGGGRSPRRRSRSPSTSSSCTTQRSQRARAESSTTRGAR 
GSRGSRGGSRGGRGRRRGRSSSSSSPAHKRSRGGSAKLRGVSPGEVGGSLRSVSSKHTGR 
LGRLLEEARDPPVIIVKGAANTLKNVRNRAKIKYMGLFRSFSTTWSWVAGDGTERLGRPR 
MLISFSSYTQRRDFDEAVRYPKGVDKAYGNLDSL 
>P24851 
MELTSEEYEELRGLLGTPDIGNADTLKKAFLKACKVPEYGTSQWEQWWEEFNQGFDEQDL 
HCDEELEPSDNEEENPAGSQAPGSQATPPKKPRTSPDFPEVLKEYVSNALFTNRTYNCFI 
IFTTAEKGKELYPCIQAAYKCTFIALYMYNGDSVLYIITVGKHRVNAMENLCSKKCTVSF 
LQAKGVLKPQEAYNVCCTFELISQNIQGGLPSSFFNPVQEEEKSVNWKLISEFACSIKCT 
DPLLLMALYLEFTTAPEACKVCDNPRRLEHRRHHTKDHTLNALLFQDSKTQKTICNQACD 
TVLAKRRLDMKTLTRNELLVQRWQGLFQEMEDLFGARGEEHLAHRMAAVMWLNALHPNMP 
DVIFNYIKMVVENKPKQRYLLLKGPVNCGKTTVAAGLIGLCGGAYLNINCPPERLAFELG 
MAIDQFTVVFEDVKGKKSSKSSLQTGIGFENLDNLRDHLDGAVPVNLERKHQNKVTQIFP 
PGIVTCNEYDIPLTVKIRMYQKVELLHNYNLYKSLKNTEEVGKKRYLQSGITWLLLLIYF 
RSVDDFTEKLQECVVKWKERIETEVGDMWLLTMKENIEQGKNILEK 
>P36722 
MDCEGTNEEGRGCTGWFSVEAIVEKHTGDTISDDETDNSSDTGSDLIGFIDDSSISDYAE 
QEVTQALFQAQQKQANTKAVRNLKRKLLGSQNSPLQDITNQHRQQSDSQQNTHQVNNSQA 
KRRAVDSVPDSGYGYTEVETLTPVQVDKQYEENGGLPSVCSQGGSNASVEDIDVDTHVNS 
VTQICELLKCSNVKAALLSKFKTVYGVSFAELVRVFKSDKTCCSDWVCAAFGVAGSVAES 
IKSLIQQYCLYYHIQCLTCNWGVIVLMLVRFTCAKNRTTIKNCLCMLLNVPETQLLIEPP 
KLRSTAVALYFYKTGLSNISETYGDTPEWIVRQTQLEHSFDDATFDLSKMVQWAFDHDIT 
DDSEIAFKYAQLADIDSNAAAFLKSNCQAKYVKDCATMTRHYKRAQKRSMCMSQWLQYRC 
SKIEEGGSWKEIAKFLRFQHVNFIYFLQVLKQFLKGTPKHNCIVIYGPPNTGKSQFAMSF 
IKFMQGSVISYVNSNSHFWLQPLEDAKVAVLDDATYSCWLYIDKYLRNFLDGNPCCIDRK 
HRSLLQVTCPPLIITSNINPQEDNSLLYLHSRVTVIPFPNTFPFDSNGNPVYALTDVNWK 
SFFSTTWSRLDLEEDADKENGEPLPAFKCVPGENTRLL 
>P04605 
METPLKAPESSLKSCNEPFSRTSEQDVATQELARQGEEILSQLYRPLETCNNSCYCKRCC 
YHCQMCFLNKGLGICYERKGRRRRTPKKTKTHPSPTPDKSISTRTGDSQPTKKQKKTVEA 
TVETDTGPGR 
>P36729 
MADDKGTDPKEGCSEWFIDNEADCSDLENDLEQLFDESPKSNISNLLNDEEDVEQGNSRD 
LLRQQEFEESAEQVQKLKRKYFSPKAVQQLSPRLQSMSISPRQKSKRRLFEEDSGLELSG 
LEQSLTNEIEDTPAELEVPAATPAEQGGQGEGNLHYKELMRCNNSRAKLLSKVKEYFGVG 
FYELARQYKSDKTCCKDWVIAAYGVREELVESAKQLLLNHCSYVWININGIMTLYLLCFN 
HAKSRETVGRLLMSILDVQLLQLICEPPKLRSVVSALYWYKGSMDSSVYAHGAYPDWIVN 
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QTMISHQAAADAMQFDLSEMIQWAYDSDLTDEADIAYLYAKMANSDSNARAWLAHNNQAR 
YLRECAQMVRHYRRGEMRDMSMSEWIHHRIQQVEGEGHWSEIVKFIRFQEINFIIFLDAF 
KQFIHGKPKKSCLLIHGPPDCGKSMFAMSLLKVLKGKVISFVNAKSQFWLSPLSECKIGL 
LDDATDPCWQYIDTYLRNGLDGNVVSVDCKHKTPMQIRFPPLLITSNYNIKANDKYKFLY 
SRIAIFEFKHKFPFKEDGTPVFQLTDQSWKSFFERLWTQLELSDPEDEADNGGTQRSFQC 
TTRDVNGHL 
>O71121 
MFFNPYLSGARKPPNLVAKRSVAKTFLEIVPRGAMHDGQSGLIKHKTGRGAIMFYRDIKH 
VLENDMAWPCPLPAPPPSIEAFARRLMGPLKFHTYDQVDGVLTHDTQECLSPRYRHHITP 
SGNVLRFFGATEQGHSICVNVFGQRSYFYCEYADGDLLRDLLASVSDLVSEPRMAYALTI 
TPVQKMSIYGYGTSPIPNLFRVSISNWSMAKKIGEYLLENGIPVYEIRVDPLTRLVIDKK 
MTTFGWCCVHRYEWRTHKSSTCDFEIDCDVADIMAVSDDTSWPVYRCLSFDIECMSASGG 
FPAAEQTDDIVIQISCVCYNTGGTGCEENTVFGTSGLHLFTIGSCAPLAGVDVYEFPSEY 
EMLLGFLIFFQRYSPCFVTGYNINSFDFKYILTRLEFVYKLSPGPYSKLPAQGRFSMYSP 
LKKFVTTTTTKVFISGTVVIDMYPVCMAKTSSPNYKLNTMAELYLKQQKEDMSYKDIPVK 
FISGCEGRAQVGKYCVQDAVLVKDLFNTINFHYEAGAIARLARIPMRRVIFDGQQIRIYT 
SLLDECACRDFIMPNHKGADNSSEPTDVSYQGATVFEPEVGYYSDPVVVFDFASLYPSII 
MAHNLCYSTFVAPGGESPPESDVLTVELESGLSYRFVKNTVRNSVLSELLTKWVSQRRAV 
RETMRSCHDPVKRMLLDKEQLALKVTCNAFYGFTGVVNGMMPCLPIAASITRIGRDMLMR 
TSQFVEENFAEPCFLHNFFNREDYSGDPVAVKVIYGDTDSVFVCYRGVTAAALIERGPSL 
AHYITQCLFVDPIKLEFEKVFGSLMMICKKRYIGKIVGETELSMKGVDLVRKTSCEFVKN 
VTRDIIQLLFDDPEVSRAAVQLSRLTLDELKMQGVPPGFGRVIQRLSQARDELYTSRARV 
EELVLSSVLSKDVSLYKQSNLPHIAVIKRLAARSEELPVVGDRVFYVLTAPVDGRSSGVR 
NYEIAEDPTYVREHGVPIHADKYFDQVIKSVTNVLSPVFPPQTLRKDKFLLGILPHRIYL 
EPSFLPYCVKASEHC 
>P06422 
MENLSERFNVLQDQLMNIYEAAEQTLEAQIAHWLLLRKEAVLLYFARQKGITRIGYQPVP 
PLAVSEAKAKQAIGIMLQLQSLQKSEFADEPWTLVDTSIETYKNAPENHFKKGATPVEVI 
YDKQPDNANVYTMWKHIYYTDADDKWHKTTSGVNQTGIYYMQGSFRHYYVVFADDARRYS 
ATGEWEVKINKDTVFAPVTSSTPPGSPPGQADTDTAAKTPTTSADSTSRQQRSPAKQPQQ 
TETKGRRYGRRPSSRTRPQKEQRRSRSRHRTRSRSRSLSRVRAVGSTTVSRSRSSSLTKA 
VRPRSRSRSRGRATATSRRRAGRGSPRRRRSTSRSPSTNTFKRSQRGGGRRGRGRGSRGR 
RERSSSTSPTPTKRSRGESSRLRGVSPSEVGRSVQSVSAKHTGRLGRLLDEAIDPPVILV 
RGEANTLKCFRNRARVRYRGLFKYFSTTWSWVAGDSTERLGRSRMLILFTSAGQRKDFDE 
TVKYPKGVDTSYGNLDSL 
>P06423 
MEEISARLNAVQEKILDLYEADKTDLPSQIEHWKLIRMECALLYTAKQMGFSHLCHQVVP 
SLLASKTKAFQVIELQMALETLSKSQYSTSQWTLQQTSLEVWLCEPPKCFKKQGETVTVQ 
YDNDKKNTMDYTNWGEIYIIEEDTCTMVTGKVDYIGMYYIHNCEKVYFKYFKEDAAKYSK 
TQMWEVHVGGQVIVCPTSISSNQISTTETADIQTDNDNRPPQAAAKRRRPADTTDTAQPL 
TKLFCADPALDNRTARTATNCTNKQRTVCSSNVAPIVHLKGESNSLKCLRYRLKPYKELY 
SSMSSTWHWTSDNKNSKNGIVTVTFVTEQQQQMFLGTVKIPPTVQISTGF 
>P08028 
MSDRRQNRKTPDEQRKANALIINENIEAYIAICKEVGLNGDEMLILENGIAIEKAIRICC 
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DGKYQEKREKKAREAQRADSNFNADSIGIRLVKRAGSGTNITYHAVVELTSRSRIVQILK 
SHWGNELNRAKIAGKRLGFSALFASNLEAIIYQRGRNAARRNGSAELFTLTQGAGIETRY 
KWIMEKHIGIGVLIADAKGLINGKREGKRGVDANVKLRAGTTGSPLERAMQGIEKKAFPG 
PLRALARRVVKANYNDAREALNVIAEASLLLKPQITNKMTMPWCMWLAARLTLKDEFTNF 
CAYAGRRAFEVFNIAMEKIGICSFQGTIMNDDEIESIEDKAQVLMMACFGLAYEDFSLVS 
AMVSHPLKLRNRMKIGNFRVGEKVSTVLSPLLRFTRWAAFAQRFALQANTSREGTQISNS 
AVFAVERKITTDVQRVEELLNKVQAHEDEPLQTLYKKVREQISIIGRNKSEIKEFLGSSM 
YDLNDQEKQNPINFRSGAHPFFFEFDPDYNPIRVKRPKKPIAKRNSNISRLEEEGMDENS 
EIGQAKKMKPLDQLASTSSNIPGEN 
>P05910 
METPLREQENSLESSNERSSCILEADATTPESANLGEEILSQLYRPLEACYNTCYCKKCC 
YHCQFCFLKKGLGICYEQSRKRRRTPKKAKANTSSASNNRLIPNRTRHCQPEKAKKETVE 
KAVATAPGLGR 
>P27982 
MDKGEDEQGAYHQDLIEQLKAPLKRCTNKCYCKCCCYHCQLCFLQKGLGVTYHAPRIRRK 
KIAPLDRFPEQKQSISTRGRDSQTTQKGQEKVETSARTAPSLGRKNLAQQSGRATGASD 
>P28857 
MDSVSFFNPYLEANRLKKKSRSSYIRILPRGIMHDGAAGLIKDVCDSEPRMFYRDRQYLL 
SKEMTWPSLDIARSKDYDHMRMKFHIYDAVETLMFTDSIENLPFQYRHFVIPSGTVIRMF 
GRTEDGEKICVNVFGQEQYFYCECVDGRSLKATINNLMLTGEVKMSCSFVIEPADKLSLY 
GYNANTVVNLFKVSFGNFYVSQRIGKILQNEGFVVYEIDVDVLTRFFVDNGFLSFGWYNV 
KKYIPQDMGKGSNLEVEINCHVSDLVSLEDVNWPLYGCWSFDIECLGQNGNFPDAENLGD 
IVIQISVISFDTEGDRDERHLFTLGTCEKIDGVHIYEFASEFELLLGFFIFLRIESPEFI 
TGYNINNFDLKYLCIRMDKIYHYDIGCFSKLKNGKIGISVPHEQYRKGFLQAQTKVFTSG 
VLYLDMYPVYSSKITAQNYKLDTIAKICLQQEKEQLSYKEIPKKFISGPSGRAVVGKYCL 
QDSVLVVRLFKQINYHFEVAEVARLAHVTARCVVFEGQQKKIFPCILTEAKRRNMILPSM 
VSSHNRQGIGYKGATVLEPKTGYYAVPTVVFDFQSLYPSIMMAHNLCYSTLVLDERQIAG 
LSESDILTVKLGDETHRFVKPCIRESVLGSLLKDWLAKRREVKAEMQNCSDPMMKLLLDK 
KQLALKTTCNSVYGVTGAAHGLLPCVAIAASVTCLGREMLCSTVDYVNSKMQSEQFFCEE 
FGLTSSDFTGDLEVEVIYGDTDSIFMSVRNMVNQSLRRIAPMIAKHITDRLFKSPIKLEF 
EKILCPLILICKKRYIGRQDDSLLIFKGVDLVRKTSCDFVKGVVKDIVDLLFFDEEVQTA 
AVEFSHMTQTQLREQGVPVGIHKILRRLCEAREELFQNRADVRHLMLSSVLSKEMAAYKQ 
PNLAHLSVIRRLAQRKEEIPNVGDRIMYVLIAPSIGNKQTHNYELAEDPNYVIEHKIPIH 
AEKYFDQIIKAVTNAISPIFPKTDIKKEKLLLYLLPMKVYLDETFSAIAEVM 
>P05913 
MDKGEAEQIVSHQDLSEDYQKPLQTCKNKCFCKKCCYHCQLCFLQKGLGVTYHAPRTRRK 
KIRSLNLAPLQHQSISTKWGRDGQTTPTSQEKVETTAGSN 
>P28858 
MAAREQANSVRRSGFFNPFIGKRPFFRPGSGQTAETERPRPPQHSYCTEVGSFKFIAPRC 
LDEEAPADQRRGVHVGTLERPPKVYCDGSEYDVLNFASGGCWPRRIRVWNGQDFRGDGFN 
PRFERFHVYDIVETSESASHDDPSRFAELSRPSGSVVTLLGMSECGKRVAVHVYGVRHYF 
YMAKAEVDSACGITTEAELVRAMVDCAHSSALSAALGNGNGGKQSGGSGGGWWGGKHVSA 
DCFKVETVCHTTLYYFGSKPALYYRVSASSSRLGGFICDNFHPEITKFEGSVDVTTRLLL 
DNENFTSFGWYRLRPGTHGERVQLRPVERHVTSSDVEINCTPDNLEPIPDEAAWPDYKLM 
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CFDIECKAGTGNEMAFPVATNQEDLVIQISCLLYSLATQNHEHTLLFSLGSCDISEEYSF 
ACVQRGEPRPTVLEFDSEYELLVAFLTFLKQYSPEFATGYNIVNFDWAYIVNKVTSVYNI 
KLDGYGKFNKGGLFKVWDIATNHFQKKSKVKINGLISLDMYSVATEKLKLPSYKLDAVVG 
DVLGEHKIDLPYKEIPSYYAGGPDRRGVIGEYCIQDSRLVGKLFFKYLPHLELSAVAKLA 
RITLTRVIFDGQQIRVYTCLLKLARERNFILPDNRRRFDSQADAASETSELAMDSQSHAF 
DSTDEPDGVDGTPDAAGSGATSENGGGKPGVGRAVGYQGAKVLDPVSGFHVDPVVVFDFA 
SLYPSIIQAHNLCFTTLALDEVDLAGLQPSVDYSTFEVGDQKLFFVHAHIRESLLGILLR 
DWLAMRKAVRARIPTSTPEEAVLLDKQQSAIKVICNSVYGFTGVANGLLPCLRIAATVTT 
IGRDMLLKTRDYVHSRWATRELLEDNFPGAIGFRNHKPYSVRVIYGDTDSVFIKFVGLTY 
EGVSELGDAMSRQISADLFRAPIKLECEKTFQRLLLITKKKYIGVINGGKMLMKGVDLVR 
KNNCSFINLYARHLVDLLLYDEDVATAAAEVTDVPPAEWVGRPLPSGFDKFGRVLVEAYN 
RITAPNLDVREFVMTAELSRSPESYTNKRLPHLTVYFKLAMRNEELPSVKERIPYVIVAQ 
TEAAEREAGVVNSMRGTAQNPVVTKTARPQPKRKLLVSDLAEDPTYVSENDVPLNTDYYF 
SHLLGTISVTFKALFGNDVRTTENLLKRFIPETPHKTPTKTQALLERAGFEKLTPFTPEE 
ESRRILHTVFCTLEAAPHQS 
>P17280 
MAGRSEPQDDARLLQAVKIIKILYQSNPYPSPEGTRKARRNRRRRWRARQKQISEISGRV 
LATYLGRPPKPGDLELPELDKLSLQCVETTQDVGTSNTSQPQTATGETVPAGGNYSILGK 
GAKN 
>P41483 
MWGIVLLIVLLILFYLYWTNALNFNSLTESSPSLGQSSDSVELDENKQLNVKLNNGRVAN 
LRIAHGDNKLSQVYIAEKPLSIDDIVKEGSNKVGTNSVFLGTVYDYGIKSPNAASTSSNV 
TMTRGAANFDIKEFKSMFIVFKGVTPTKTVEDNGMLRFEVDNMIVCLIDPNTAPLSEREV 
RELRKSNCTLVYTRNAAAQQVLLENNFTVINAEQTAYLKNYKSYREMN 
>P06931 
MDLKPFARTNPFSGLDCLWCREPLTEVDAFRCMVKDFHVVIREGCRYGACTICLENCLAT 
ERRLWQGVPVTGEEAELLHGKTLDRLCIRCCYCGGKLTKNEKHRHVLFNEPFCKTRANII 
RGRCYDCCRHGSRSKYP 
>P50809 
MENLSERFNALQDLLMNIYEAAEQTLEAQIKHWQTLRQEAVLLYFARQRGVTRLGYQPVP 
VKAVSEAKAKEAIAMVLQLQSLQTSEYASETWTLVDTSIETFRSAPDGHFKKGPVPVEVI 
YDNDADNANLYTMWTYVYYMEDDVWHKARSGVNETGIYYLQGTFKYYYVLFADDARKYSQ 
TGQWEVKVNKETVFAPVTSSTPPGSPGGQADTNASSKTSTTTTATVDSTTKQLTTSEQPQ 
QTETKGRKYGRRPSSRTRRPQAKQRRSRSRHRSSRSRSRSQSRSHTPTTRSATTRSRSPS 
LAKTGVQRVSTRSRSRSTSRRGGRRRRSRSPSTSSSTTTTNKRSRVRAETTGSRGARGGR 
GARGGSGGGRRRGRSSSSTSPAHKRSREHSVRSRGVSPDQVGKSLRSVSSKHTGRLGRLL 
EEALDPPVILVRGEANTLKCFRNRAKIKYMGLYRSFSTTWSWVAGDGTERLGRPRMLISF 
SSYNQRRDFDDVVRYPKGVEKSYGNLDSL 
>P17285 
MDPIDPDLEPWKHPGSQPRTVCNNCYCKACCYHCIYCFTKKGLGISYGRKKRTTRRRTAP 
AGSKNNQDSIPKQPLSQSRGNKEGSEKSTKEVASKTEADQ 
>P08392 
MASENKQRPGSPGPTDGPPPTPSPDRDERGALGWGAETEEGGDDPDHDPDHPHDLDDARR 
DGRAPAAGTDAGEDAGDAVSPRQLALLASMVEEAVRTIPTPDPAASPPRTPAFRADDDDG 
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DEYDDAADAAGDRAPARGREREAPLRGAYPDPTDRLSPRPPAQPPRRRRHGRWRPSASST 
SSDSGSSSSSSASSSSSSSDEDEDDDGNDAADHAREARAVGRGPSSAAPAAPGRTPPPPG 
PPPLSEAAPKPRAAARTPAASAGRIERRRARAAVAGRDATGRFTAGQPRRVELDADATSG 
AFYARYRDGYVSGEPWPGAGPPPPGRVLYGGLGDSRPGLWGAPEAEEARRRFEASGAPAA 
VWAPELGDAAQQYALITRLLYTPDAEAMGWLQNPRVVPGDVALDQACFRISGAARNSSSF 
ITGSVARAVPHLGYAMAAGRFGWGLAHAAAAVAMSRRYDRAQKGFLLTSLRRAYAPLLAR 
ENAALTGAAGSPGAGADDEGVAAVAAAAPGERAVPAGYGAAGILAALGRLSAAPASPAGG 
DDPDAARHADADDDAGRRAQAGRVAVECLAACRGILEALAEGFDGDLAAVPGLAGARPAS 
PPRPEGPAGPASPPPPHADAPRLRAWLRELRFVRDALVLMRLRGDLRVAGGSEAAVAAVR 
AVSLVAGALGPALPRDPRLPSSAAAAAADLLFDNQSLRPLLAAAASAPDAADALAAAAAS 
AAPREGRKRKSPGPARPPGGGGPRPPKTKKSGADAPGSDARAPLPAPAPPSTPPGPEPAP 
AQPAAPRAAAAQARPRPVAVSRRPAEGPDPLGGWRRQPPGPSHTAAPAAAALEAYCSPRA 
VAELTDHPLFPVPWRPALMFDPRALASIAARCAGPAPAAQAACGGGDDDDNPHPHGAAGG 
RLFGPLRASGPLRRMAAWMRQIPDPEDVRVVVLYSPLPGEDLAGGGASGGPPEWSAERGG 
LSCLLAALANRLCGPDTAAWAGNWTGAPDVSALGAQGVLLLSTRDLAFAGAVEFLGLLAS 
AGDRRLIVVNTVRACDWPADGPAVSRQHAYLACELLPAVQCAVRWPAARDLRRTVLASGR 
VFGPGVFARVEAAHARLYPDAPPLRLCRGGNVRYRVRTRFGPDTPVPMSPREYRRAVLPA 
LDGRAAASGTTDAMAPGAPDFCEEEAHSHAACARWGLGAPLRPVYVALGREAVRAGPARW 
RGPRRDFCARALLEPDDDAPPLVLRGDDDGPGALPPAPPGIRWASATGRSGTVLAAAGAV 
EVLGAEAGLATPPRREVVDWEGAWDEDDGGAFEGDGVL 
>P06790 
MQTPKETLSERLSCVQDKIIDHYENDSKDIDSQIQYWQLIRWENAIFFAAREHGIQTLNH 
QVVPAYNISKSKAHKAIELQMALQGLAQSAYKTEDWTLQDTCEELWNTEPTHCFKKGGQT 
VQVYFDGNKDNCMTYVAWDSVYYMTDAGTWDKTATCVSHRGLYYVKEGYNTFYIEFKSEC 
EKYGNTGTWEVHFGNNVIDCNDSMCSTSDDTVSATQLVKQLQHTPSPYSSTVSVGTAKTY 
GQTSAATRPGHCGLAEKQHCGPVNPLLGAATPTGNNKRRKLCSGNTTPIIHLKGDRNSLK 
CLRYRLRKHSDHYRDISSTWHWTGAGNEKTGILTVTYHSETQRTKFLNTVAIPDSVQILV 
GYMTM 
>P27551 
MASRVSDTGNGNENKENEGTVASDHSEARCSYILFEAECSDGGDDEESMEDSLVEDLVDD 
ASVHQGNSLSLFHAQTVEEYEGEIQSLKRKFILSPLHRDVAELSPRLAGVSLEENRGKKA 
RKSLFHDDSGIDSSAVEVSQLSSTPSAPGPDIRLPKPSDIDLEPLFQSRQRCTHMYSKFK 
AVYGVSFTDITRPFKSDKTTSQHWVVAAYYLAFDSEISAMEVLLRQQCQFLYIDNNDGII 
LFFLEYNVQKSRTTVYNWFTANFHYNENRMLANPPRTRNMPAALFFYHRFMGTGGIKHGA 
MPEIIVNQCVVSNQQTDTFELSRMVQWALDNDLQDEHMLALEYALLAESDGNARAFLKQN 
NQPMIVKNCSIMVRHYKTALVAKMSISQYVNKRCLDHGEADENSWRGIVHFLRYQGQEFL 
PFMCKMHNFLHHRPKKSTLVLCGPSDTGKSYFANGLNKFLDGHVLSFVSNGSHFWLSPLR 
GARCCLIDDATLTFWRYADQNMRALLDGYEISIDAKHRNPMQTRAPPLIITTNEDIMRLD 
EFKYLQTRTMYVYFNKPFPLKGNGQPLYYIDGYTWNSFFRKFWRHLNLKDPEDESDGETP 
GTIRLYTRADTDTI 
>P27552 
MSQMERLLERLDYIQEQILTLYEKDSVDLEDHIRLWNLLRRENAIWYVLRQEGHARVGGR 
AVPAMTVSEANAKFAIEMQIKLESLKASPYAAEGWSLQETTKERYLAEPSRTFKKLGQPV 
TLMFDNDPENLTEVVLWKWVYYITPTDEWYKARGGIDDTGIYYIDHESVKMYYVRFDMEA 
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ENFSETGTVTYRLGSALVNVPEPVTVTDSSSTRERTPKVLRPQGSRRRRNEETGEPVAPA 
PKRRRGAYGRRSSPKAQRRTAASPVSRGNGGSSDFTSGESDEGHRVRHRALRKKTAGVAP 
AEGHYLVGAKGPVNSLRCLRYKWKNKYSGDIMYLGTTFTWTESDGTERCGSGRFFCAFSN 
ETKREKFLKSVKIPKNIGLFRAHAEKL 
>Q02512 
MTDDNKGTKFDPKEGCSQWCILEAECSDNSLDGDLEKLFEEGTDTEISDLIDDEDIIQGN 
SRELLCQQESEESEQQIQLLKRKYLSSQEVLQLSPRLQSITISPQHKSKRRLFERDSGLE 
LSFNEAEDLTQQTLEVQEVSATGSVPAEQGVKGLGIVKDLLKCSNVKAMLLAKFKEAFGV 
GYMDLTRQYKSSKTCCRDWVVTLYAVQDELIESSKQLLLQHCAYIWLQHMSPMCLYLLCF 
NVGKSRETVSRLLMNILQVAEVQMLAEPPKLRSMLSALFWYKGSMNPNVYAHGEYPEWIL 
TQTMINHQTAQATQFDLSTMIQFAYDNEYLQEDEIAYHYAKLADTDANARAFLQHNSQAR 
FVKECAIMVRHYKRGEMKEMSISTWVHRKLLVVEGDGHWSDIVKFIRYQDINFIRFLDIF 
KSFLHNKPKKNCILIHGPPDTGKSMFTMSLIKVLKGKVLSFANCRSNFWLQPLADTKLAL 
IDDVTFVCWDYIDQYLRNGLDGNVVCLDLKHRAPCQIKFPPLLLTSNIDVMKEDKYRYLH 
SRIQSFAFPNKFPFDNNNMPQFRLTDQSWKSFFERLWHQLDLSDQEEEGDDGQSQRTFQC 
TAREPNGHL 
>P36730 
MEDPEGTEGEREGCTGWFEVEAIIEKQTGDNISEDEDENAYDSGTDLIDFIDDSNINNEQ 
AEHEAARALFNAQEGEDDLHAVSAVKRKFTSSPESAGQDGVEKHGSPRAKHICVNTECVL 
PKRKPCHVEDSGYGNSEVEAQQMADQVDGQNGDWQSNSSQSSGVGASNSDVSCTSIEDNE 
ENSNRTLKSIQNIMCENSIKTTVLFKFKETYGVSFMELVRPFKSNRSSCTDWCIIGMGVT 
PSVAEGLKVLIQPYSIYAHLQCLTCDRGVLILLLIRFKCGKNRLTVSKLMSQLLNIPETH 
MVIEPPKLRSATCALYWYRTGLSNISEVYGTTPEWIEQQTVLQHSFDNSIFDFGEMVQWA 
YDHDITDDSDIAYKYAQLADVNSNAAAFLKSNSQAKIVKDCATMCRHYKRAERKHMNIGQ 
WIQYRCDRIDDGGDWRPIVRFLRYQDIEFTAFLDAFKKFLKGIPKKNCLVLYGPANTGKS 
YFGMSLIRFLSGCVISYVNSKSHFWLQPLTDAKVGMIDDVTPICWTYIDDYMRNALDGND 
ISVDVKHRALVQIKCPPLILTTNTNAGTDPRWPYLHSRLVVFHFKNPFPFDENGNPIYEI 
NNENWKSFFSRTWCKLDLIQEEDKENDGVDTGTFKCSAGKNTRSIRS 
>P56260 
MLDMGDRKEVKMLPKSSFSINNLVPEAVQSDNHSGHSHHNSHHPHHHHHHHHHHPPPPQQ 
PQRAAAAEEEDEEKAPLLLPPPAAGALEAAKAEALAGKGEAGAAAAELEEKEKAAEEKKG 
AAEGGKDGESGKEGEKKNGKYEKPPFSYNALIMMAIRQSPEKRLTLNGIYEFIMKNFPYY 
RENKQGWQNSIRHNLSLNKCFVKVPRHYDDPGKGNYWMLDPSSDDVFIGGTTDKLRRRST 
TSRAKLAFKRGARLTSTGLTFMDRAGSLYWPMSPFLSLHHPRASSTLSYNGTASAYPSHP 
MPYSSVLTQNSLGNNHSFSTSNGLSVDRLVNGEIPYATHHLTAAALAASVPCGLSVPCSG 
TYSLNPCSVNLLAGQTSYFSPTSLTPQ 
>Q74124 
METPSKAPESSLMSCNEPSSCTSEQDVKSQELAKQGERLLSQLYQPLEACNNPCYCKKCC 
YHCQLCFLKKGLGICYERKGRRRRTPKKAKAHSSSASDKSISTRTGNSQTEKKQTKTPET 
ALETARGLGQ 
>P03096 
GAALTILVDLIEGLAEVSTLTGLSAEAILSGEALAALDGEITALTLEGVMSSETALATMG 
ISEEVYGFVSTVPVFVSRTAGAIWLMQTVQGASTISLGIQRYLHNEEVPTVNRNMALIPW 
RDPALLDIYFPGVNQFAHALNVVHDWGHGLLHSVGRYVWQMVVQETQHRLEGAVRELTVR 
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QTHTFLDGLARLLENTRWVVSNAPQSAIDAINRGASSASSGYSSLSDYYRQLGLNPPQRR 
ALFNRIEGSMGNGGPTPAAHIQDESGEVIKFYQAQVVSHQRVTPDWMLPLILGLYGDITP 
TWATVIEEDGPQKKKRRL 
>P04611 
MDPVDPNLEPWNHPGSQPRTPCNKCHCKKCCYHCPVCFLNKGLGISYGRKKRRQRRGPPQ 
GGQAHQVPIPKQPSSQPRGDPTGPKEQKKKVESEAETDP 
>P06500 
MAGRGGSQLERRRERTPDRGRGSASHPPGRESPSPPPLPLKRHTYRRVVSDQEEEIVVVS 
ENSRSPSPQEQPPPPQQPPKKKPRKTKHVPLQDVSQDSEDEREAEEELGAVGFSYPPVRI 
TGKDGKRSFETLNENDPLTKAASAKMAVTNPLSLPIVSAWEKGMEIMNMLMERYRVESDL 
KSNFQLMPEQGEVYRRICHLYINEEHRGIPLTFTSNKTLTTMMGRFLQGFVHAHSQIAHK 
NWESTGCALWLHGCTEVEGKLRCLHGTTMIQKEHMIEMDVASENGQRALKENPDRAKVTQ 
NRWGRSVVQLANNDARCCVHDAGCATNQFSSKSCGVFFTEGAKAQQAFKQLEAFMKAMYP 
GMNADQAQVMLIPLHCDCNHKPGCVPTMGRQTCKMTPFGMANAEDLDVDGITDATVLASV 
KHPALMVFQCCNPVYRNSRAQNAGPNCDFKISAPDLLGALQLTRKLWTDSFPDTLLPKLL 
IPEFKWLAKYQFRNVSLPAGHAETSRQNPFDF 
>P34051 
MFVTRLEHTTQFLPQACKLEDEVLVLYAIYLNGFDYTLPRFVKREVQVNADGFVRFDYNI 
KMFDFARFTDMTQTTPEDIDDYINLTRINSLSDHDLKMLQLVCRDRWYKGDVARLRRILQ 
QKDVDDLVKFVCNVMWERAYEDHYTLGQQLSIRITTKLIQSGLDFKHQPDTTAPVSVRGW 
EDATFEKYLQSITSISEVIKRHVFSKKYICLEVAASYWSDAVESLQQENFRIILNSKTPY 
VLLIEMDDDKNSMVYLRKLAHLLENKIVNLLFVTDVEFYFKNGNFMFYLYNSLKFYYYCL 
KNKFAFENVDKEIFFLLYTIVALEWFNGGHLNSFTLEKSALYNPLELSTRRLNSIKRAAQ 
HNRVINCDSEINMDYIRGKRVRTGAHYGKRVVNFDLNQSL 
>Q80903 
MDTLSDRFNALQENLMDIYESGRDDLETQIMHWQLLRQEQILFHYARKNGVMRLGYQPVP 
PLATSEAKAKDAIGMVILLESLQQSAYGKESWTLTQTSLETVRSPPANCFKKGPQNIEVM 
FDNDPENLMVYTAWSFIYYQTVDDTWNKVEGHVDYYGAYYFEGDLKVYYIQFEGDAARFS 
KTGRWEVHVNKDTIFAPVTSSSPAAGEGTDGAASVHTVSGSPLARGFSTTSVSTRKRTPP 
RRYRRKASSPTTTAARQKRQGEDTATRRSRSTSRGKQATSRGGDRRRRRRERSYSRDTSS 
SPDRGRGGRSRGGPETRSQSRSLSRSRSRSRSRGSSSRGGVAPDAVGKSVRTVGRDHSGR 
LKRLLDEARDPPVIVLRGDANKLKCYRYRAKKKHGNLVKYYSTTWSWVGGSTNDRIGRSR 
MLLAFQSNTERELFLKTMKLPPGVDWSLGH 
>P52342 
MDLVSFFNPYLENVRTKKKTKSTFLRIFPRGIMHDGAPGLMKTLCDSEPRMFYQDKQYIL 
KNDMTWPSLSQVAEKELRAPLKFHIYDASESLLFTDSIENIPFQYRHFVIPSGNVIKLFG 
KTECGKKVCINVFGQNSYFYCEYQCKKELNSRICSLLNSSEIKMSCSFSIESVTKYNFYG 
YNTEPIKNLFKLSFSNFYISNRIGKILLNEGVSVYEAEVEILNRFFIDNNLKSFGWYQIN 
YLSIQEFAKSSNVEIELNCHVSDLFLLKEDSWPLYDCCSFDIECLSQNGNFPDAEQMVTS 
SLISVIDFDSEGNYQSKHLFTLGTCEQIEGVFIYEFASEFELLYAFFLFLKCKSPEILTG 
YNIINFDLKYLCTRMEKIYNFEIGGFSKLKRGKFSVIVPYEQHKKFLNSLTKVNMSGILC 
FDMYNVYSSKISAQNYKLDTIAKLCLNQEKENLSYKEIPKKFIDGSKGRAVVGRYCIQDS 
LLVVQLFTKINYHYEMAEVASLAYITIRCAVFEGQQKKIFPCILHEAKNLNMILPSMNTN 
FNKGKENVGYKGATVLEPKIGYYATPTVVFDFQSLYPSIMMAHNLCYSTLVVDENAVIGL 
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HADDILTVHVGPVTHRFVKKTVRESILASLLKKWLDKRKEVKMQMKMCNNPVMEMLLDKK 
QLALKTTCNSVYGVTGATHSLLPCVAIAASVTCLGREMLCKTVDYVDSAMYSDTFFIEKF 
GLTRGDFSGTFGIEVIYGDTDSLFVTFKNVCPKALKRIAPSIASHITNTLFKHPIKLEFE 
KILFPLILICKKRYIGKLDDATLVFKGVELVRKTSCDFVKVVVKDIIDLLFWDVDVQKSA 
EKLSNMTIQEIYENGVPDGIQKIIKKLCDARDALFLNRVNIKSLVLSSVLSKDISAYKQA 
NLPHLAVVKRLAQRKEELPNIGDRVMYILIAPTETVKKTFHNYELAEDPAYAIENNLKIN 
ADKYFEQIMKAVTNAISPIFPKTGIKKEKFLLSILPLKVYVDQSFCDLTDVL 
>P08546 
MFFNPYLSGGVTGGAVAGGRRQRSQPGSAQGSGKRPPQKQFLQIVPRGVMFDGQTGLIKH 
KTGRLPLMFYREIKHLLSHDMVWPCPWRETLVGRVVGPIRFHTYDQTDAVLFFDSPENVS 
PRYRQHLVPSGNVLRFFGATEHGYSICVNVFGQRSYFYCEYSDTDRLREVIASVGELVPE 
PRTPYAVSVTPATKTSIYGYGTRPVPDLQCVSISNWTMARKIGEYLLEQGFPVYEVRVDP 
LTRLVIDRRITTFGWCSVNRYDWRQQGRASTCDIEVDCDVSDLVAVPDDSSWPRYRCLSF 
DIECMSGEGGFPCAEKSDDIVIQISCVCYETGGNTAVDQGIPNGNDGRGCTSEGVIFGHS 
GLHLFTIGTCGQVGPDVDVYEFPSEYELLLGFMLFFQRYAPAFVTGYNINSFDLKYILTR 
LEYLYKVDSQRFCKLPTAQGGRFFLHSPAVGFKRQYAAAFPSASHNNPASTAATKVYIAG 
SVVIDMYPVCMAKTNSPNYKLNTMAELYLRQRKDDLSYKDIPRCFVANAEGRAQVGRYCL 
QDAVLVRDLFNTINFHYEAGAIARLAKIPLRRVIFDGQQIRIYTSLLDECACRDFILPNH 
YSKGTTVPETNSVAVSPNAAIISTAAVPGDAGSVAAMFQMSPPLQSAPSSQDGVSPGSGS 
NSSSSVGVFSVGSGSSGGVGVSNDNHGAGGTAAVSYQGATVFEPEVGYYNDPVAVFDFAS 
LYPSIIMAHNLCYSTLLVPGGEYPVDPADVYSVTLENGVTHRFVRASVRVSVLSELLNKW 
VSQRRAVRECMRECQDPVRRMLLDKEQMALKVTCNAFYGFTGVVNGMMPCLPIAASITRI 
GRDMLERTARFIKDNFSEPCFLHNFFNQEDYVVGTREGDSEESSALPEGLETSSGGSNER 
RVEARVIYGDTDSVFVRFRGLTPQALVARGPSLAHYVTACLFVEPVKLEFEKVFVSLMMI 
CKKRYIGKVEGASGLSMKGVDLVRKTACEFVKGVTRDVLSLLFEDREVSEAAVRLSRLSL 
DEVKKYGVPRGFWRILRRLVQARDDLYLHRVRVEDLVLSSVLSKDISLYRQSNLPHIAVI 
KRLAARSEELPSVGDRVFYVLTAPGVRTAPQGSSDNGDSVTAGVVSRSDAIDGTDDDADG 
GGVEESNRRGGEPAKKRARKPPSAVCNYEVAEDPSYVREHGVPIHADKYFEQVLKAVTNV 
LSPVFPGGETARKDKFLHMVLPRRLHLEPAFLPYSVKAHECC 
>Q82007 
MADSGNWEGRCTGWFNVEAIVERKTGDPIPEDENYDGGDTDESEMGDFIDNAHIPNIYAQ 
QEIAQALYQSQQANADNEAIRVLKRKFTGSPGGSPDMKRDEFIDKQLSPQINVLSISSGR 
STSKRRLFEEQDSGYGNTEVETYETEVPGLGAGVGCLQNVNEEGNQIVSPRESSSGSSSI 
SNMDIETESTPITDITNLLQRNNAKAALLAKFKEVYGLSYMELVRPYKSDKTHCQDWVCA 
VFGVIPSLAESLKSLLTQYCMYIHLQCLTCTWGIIVLVLVRFKCNKNRLTVQKLLSSLLN 
VTQERMLIEPPRLRSTPCALYWYRTSLSNISEIVGDTPEWIKRQTLVQHSLDDSQFDLSQ 
MIQWAFDNDITDDCEIAYKYALLGNVDSNAAAFLKSNAQAKYVKDCGTMCRHYKAAERKQ 
MSMAQWIQHRCDLTNDGGNWKDIVLFLRYQNVEFMPFLITLKQFLKGIPKQNCIVLYGPP 
DTGKSHFGMSLIKFIQGVVISYVNSTSHFWLSPLADAKMALLDDATPGCWTYIDKYLRNA 
LDGNPICLDRKHKNLLQVKCPPLLITSNTNPKADDTWKYLHSRIKVFTFLNPFPFDSNGN 
PLYQLTNENWKAFFTKTWSKLDLTEDDDKENDGDTVQTFKCVSGRNPRTV 
>P54094 
MNALQEDTPPGPSTVFRPPTSSRPLETPHCREIRIGIAGITITLSLCGCANARAPTLRSA 
TADNSESTGFKNVPDLRTDQPKPPSKKRSCDPSEYRVSELKESLITTTPSRPRTARRCIR 
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L 
>P26546 
MEEISARLSAVQDKILDIYEADKNDLTSQIEHWKLIRMECAIMYTARQMGISHLCHQVVP 
SLVASKTKAFQVIELQMALETLNASPYKTDEWTLQQTSLEVWLSEPQKCFKKKGITVTVQ 
YDNDKANTMDYTNWSEIYIIEETTCTLVAGEVDYVGLYYIHGNEKTYFKYFKEDAKKYSK 
TQLWEVHVGSRVIVCPTSIPSDQISTTETADPKTTEATNNESTQGTKRRRLDLPDSRDNT 
QYSTKYTDCAVDSRPRGGGLHSTTNCTYKGRNVCSSKVSPIVHLKGDPNSLKCLRYRLKP 
FKDLYCNMSSTWHWTSDDKGDKVGIVTVTYTTETQRQLFLNTVKIPPTVQISTGVMSL 
>P26547 
METLCHRLNVCQEKILDCYELDSDKLVDQINYWTLLRYEAAMFYAARERNLRTINHQVVP 
ATTVSKQKACQAIEMHMALQSLNKSDYNMEPWTMRETCYELWCVAPKQCFKKGGITVTVI 
FDGNKDNAMDYTSWKFIYIYDNDKWVKTNGNVDYTGIYYTVNSKKEYYVQFKDEAKIYGA 
QQWEVYMYGTVITCPEYVSSTCSDALSTTTTVEQLSNTPTTNPLTTCVGAKEAQTQQRKR 
QRLTEPDSSTISPLSVDNTNNQIHCGSGSTNTGGHQSATQTAFIVHLKGDTNCLKCFRYR 
FTKHKGLYKNVSSTWHWTSNTKTGIVTIVFDSAHQRETFIKTIKVPPSVTLSLGIMTL 
>P52639 
MSFHASLLREEETPRPVAGINRTDQSLKNPLLGTEVSFCLKSSSLPHHVRALGQIKARNL 
ASCDYYLLFRQVVLPPEVYPIGVLIRAAEAILTVIVSAWKLDHMTKTLYSSVRYALTNPR 
VRAQLELHIAYQRIVGQVSYSREADIGPKRLGNMSLQFIQSLVIATIDTTSCLMTYNHFL 
AAADTAKSRCHLLIASVVQGALWEQGSFLDHIINMIDIIDSINLPHDDYFTIIKSIFPYS 
QGLVMGRHNVSVSSDFASVFAIPELCPQLDSLLKKLLQLDPVLLLMVSSVQKSWYFPEIR 
MVDGSREQLHKMRVELETPQALLSYGHTLLSIFRAEFIKGYVSKNAKWPPVHLLPGCDKS 
IKNARELGRWSPAFDRRWQLFEKVVILRIADLDMDPDFNDIVSDKAIISSRRDWVFEYNA 
AAFWKKYGERLERPPARSGPSRLVNALIDGRLDNIPALLEPFYRGAVEFEDRLTVLVPKE 
KELKVKGRFFSKQTLAIRIYQVVAEAALKNEVMPYLKTHSMTMSSTALTHLLNRLSHTIT 
KGDSFVINLDYSSWCNGFRPELQAPICRQLDQMFNCGYFFRTGCTLPCFTTFIIQDRFNP 
PYSLSGEPVEDGVTCAVGTKTMGEGMRQKLWTILTSCWEIIALREINVTFNILGQGDNQT 
IIIHKSASQNNQLLAERALGALYKHARLAGHNLKVEECWVSDCLYEYGKKLFFRGVPVPG 
CLKQLSRVTDSTGELFPNLYSKLACLTSSCLSAAMADTSPWVALATGVCLYLIELYVELP 
PAIIQDESLLTTLCLVGPSIGGLPTPATLPSVFFRGMSDPLPFQLALLQTLIKTTGVTCS 
LVNRVVKLRIAPYPDWLSLVTDPTSLNIAQVYRPERQIRRWIEEAIATSSHSSRIATFFQ 
QPLTEMAQLLARDLSTMMPLRPRDMSALFALSNVAYGLSIIDLFQKSSTVVSASQAVHIE 
DVALESVRYKESIIQGLLDTTEGYNMQPYLEGCTYLAAKQLRRLTWGRDLVGVTMPFVAE 
QFHPHSSVGAKAELYLDAIIYCPQETLRSHHLTTRGDQPLYLGSNTAVKVQRGEITGLAK 
SRAANLVKDTLVLHQWYKVRKVTDPHLNTLMARFLLEKGYTSDARPSIQGGTLTHRLPSR 
GDSRQGLTGYVNILSTWLRFSSDYLHSFSKSSDDYTIHFQHVFTYGCLYADSVIRSGGVI 
STPYLLSASCKTCFEKIDSEEFVLACEPQYRGAEWLISKPVTVPEQITDAEVEFDPCVSA 
SYCLGILIGKSFLVDIRASGHDIMEQRTWANLERFSVSDMQKLPWSIVIRSLWRFLIGAR 
LLQFEKAGLIRMLYAATGPTFSFLMKVFQDSALLMDCAPLDRLSPRINFHSRGDLVAKLV 
LLPFINPGIVEIEVSGINSKYHAVSEANMDLYIAAAKSVGVKPTQFVEETNDFTARGHHH 
GCYSLSWSKSRNQSQVLKMVVRKLKLCVLYIYPTVDPAVALDLCHLPALTIILVLGGDPA 
YYERLLEMDLCGAVSSRVDIPHSLAARTHRGFAVGPDAGPGVIRLDRLESVCYAHPCLEE 
LEFNAYLDSELVDISDMCCLPLATPCKALFRPIYRSLQSFRLALMDNYSFVMDLIMIRGL 
DIRPHLEEFDELLVVGQHILGQPVLVEVVYYVGVVRKRPVLARHPWSADLKRITVGGRAP 
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CPSAARLRDEDCQGSLLVGLPAGLTQLLIID 
>Q8BDG4 
MAAAERLSAAQETQMTLLEKPSFDLKDHISYYGALRTENTIFYAARKKGLTSLGHCPVPT 
LATAAANAKAAIEMQLLLKDLLRSPFAKNDWSLNDVSHERYKAPPSDTLKRKPRIVEVIF 
DKDPQNKTWYTLWDEVYVCTVDGWTLTTSGADATGIFVNMQGSRQYYELFGEDAQRFGTS 
GTWEVIDQNQRFHFPPSSRADTTDGLPGLQEEPRGGDGPTCSGPAPAIPDSPSRCLSRGF 
AGRDPGCHRNRHRVHPYILSGGQRILVTSSSSSTVQGPLSSGSSQHSQSRGRPPSPDSTE 
TERARTPVNSDRQRAGEFDLLKGGCRPCCLIEGNGNKVKCLRFRLKKSHRSRFLDITTTF 
WATGDEGSDRQGNGTILITFTDTTQRDLFLGSVSIPGELSVRRITISTD 
>P04621 
MAGRSGDSDEDLLKAVRLIKFLYQSNPPPSPEGTRQARRNRRRRWRARQRQIREIAERIL 
GTYLGRPAEPVPLQLPPLERLNLNCSEDCRTSGTQGVGHPQISVESPTVLESGTEEQC 
>Q69025 
MSAPVFFNPYLCGGAARRRNGCSTVDSRRVNGPTKKGKKSFLQVVRRGVIYDGEKGLIKK 
VTQHPPRMFYNNVQYLLEPQMSWPTLPCRETCRVGCGREQPLRFHTFDQIDSTVYADSVE 
QIFLGYRRHVVPCGNVIRMFGRTCDGSSVCVNVFGQPSYFYCEYDGSEGYLDNYLSTVLK 
ETEDVTKIVFTLDAQRVHKYSLFGYNTKYIENLYRVTLNNWPVCKRLAQNLQSRGLRVYE 
AGVDPVARFCVDRKIPSFGWCVIKRFYARSSGLASFCDIEIDCEIGDVEADDSDMSWPEY 
RCASFDIECMSGGDRFPDSSMVDDIVIQISVICYAVGRSGAESDGVSGAEAAVREHQHLF 
TLGPCAPIPGTHVYEFPSEYELLLGFFIFFKAYPPDILTGYNINLFDIKYLLQRMEKIYH 
ANVSEFTKLRFGGRFSIYVPVGTKPRNASSASIKVHCTGTVVLDMYPVCVAKTSAPNYKL 
ETMAEMYLNEHKDDLSYKEIPPTFLANDNGRAVVGRYCIKDALLVKRLFEKLNYHYEAAS 
VARLARIPLRSVIFEGQQIRIYSCILEEAGERNMILPSFLTAKRPGELATESSPVASFEE 
DSEQTSDSSLGEVSSQGSSDGGVGYQGATVLEPDVGFYDTPVAVFDFASLYPSIIMRHNL 
CYSTYLPLGRDDGLSDDDVFLLEFDDGTRYGFVREHVRKSILGELLARWLAKRKSVRKVL 
AECQDEVEKLILDKYQLALKVTCNAFYGFTGVSSGMMPCLPIAAAITRIGRDMLMSVVDY 
VNTYMGHAEFWLRYLGEEDLTGDALNVKVIYGDTDSVFVICGGVKCGSVLEHGEAIAGHI 
TRALFREPIKLEFEKVFVNLMMICKKRYVGRIYGQTKLSMKGIELVRKTACEYVKSTVRN 
VLNMIFFEDDVSAGAVELSRMTMDDVKRHGVPSGFYRIVEALSNARDELYLNRVDVKKLV 
LSASLSQEVSAYKQQNLPHLRVIQRLAARRPELPSVGDRVPYVLIAPPPGSSKNVPNYEI 
SEDPGYVIEHKLPVNGEKYFEHVVKTVTNVLGPIIPKDCARKEKFLSYVLPQRVYVSRPF 
MPYACAANELVVGV 
>Q85428 
MDAEIFFNPYLHTKRSRRDWRAEPAADNKESFLQIVPRGVLYDGATGLIKTQCELSPRMF 
FEDREYVLDPVMVWPGLDIAADGEAVPPCDFVFHTFDQVVSLVFAEGRGRARRWRQHISP 
AGNVIRLFGATALGTPVCVNVFGQKSYFYCENRPGEDLRDVIHDLADASRSPGPLSASPS 
RRAPLVAVRLRPGDIPHLYRVSFNNWSMARKVGALMVQEGRRAYEIGVDPLARFLIDRKI 
PSFGWLRVGRFSRRCNGQTSTAVIELDCQVGDVVAGQPLPNWPPYRCLSFDIECMSASGA 
FPQAEVLDDIVIQISCVCFVVGGSGAHRFTFAEKHLFTIGSCAPVEDVWVYTFPSEYEML 
LGFFIFFNRFSPDFLTGYNINGFDIKYLLHRMCRVYQKDAGRFTKLRRGGRFFVNSPDGS 
GDAFGGRSGVIKVFCAGTVVLDMYPVCSAKTSAPNYKLDTMAERYLGQRKEDLSYKEIPV 
AFLGGEEGRARVGKYCVQDGARQGPLNVIAYHYEAAASPNLARIPLRRVIFDGQQIRIYT 
CILEECSARGMVLPSLPSSPPSSGGDGAGLEGGDGGTAGRRKKKRSGSAPDGEDEDDPEG 
GDEGENGECRENGLEKEGSQGSASGNVGYQGATVLAPECGYHHNPILVFDFASLYPSIIM 
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SNNLCYSTLLVDGSPPVPDEDVLEVVVGEATRYRFVREHVRRSLLAELLVRWLKQRKLVR 
DAMKACGDEKQRMFMDKQQLALKVTCNAFYGFTGVAAPMLPCLPIAASITKIGRDMLLAT 
SAYMERHCNDVEFLVSEVGVPREAVDRDALRVKIVYGDTDSVFVGFRGIGREVLVKVAGK 
LAAAVTRDLFRDPVRLEFEKMFVSLMMICKKRYIGKVYGENKLCMKGVDLVRRHACAFVR 
SIVSEVVDVIFHDEAVSEGAMRLSEMSFEELRRQGVPVGFFPVIRRLCDARDDLFLDRVP 
VAQLVLSSVLSQDASRYKQKNLPHLAVYRSLVERGEELPGVGDRIEYVLTCPDESKKRAP 
NYEVAEDPAHVREAKIPIHAEKYFDQIVKAVTNVLLPVFPKDMPRRERFFAYVLPIRTYL 
PEVFLRMSKEDRECGAYLARESGLGMNSFIVYGEDTCGSRVGEGPGRGEGLGVGGGEGTR 
PPRKNGHARLVSGCLYGSRPFNKKDRFVTLHIE 
>O56129 
MTYPRRRYRRRRHRPRSHLGQILRRRPWLVHPRHRYRWRRKNGIFNTRLSRTFGYTVKAT 
TVRTPSWAVDMMRFNIDDFVPPGGGTNKISIPFEYYRIRKVKVEFWPCSPITQGDRGVGS 
TAVILDDNFVTKATALTYDPYVNYSSRHTIPQPFSYHSRYFTPKPVLDSTIDYFQPNNKR 
TQLWLRLQTSRNVDHVGLGTAFENSIYDQDYNIRVTMYVQFREFNLKDPPLKP 
>P24739 
MARRSGNPDEDLLKAVRIIKLLYQSSPCPNPRGSRQARKNRRRRWRARQRQIDSLSERIL 
SDCLGRPAEPVPLQLPPIERLRLDCSESCGTSGTQQPQGTETGVGGPQISVESSAVLGSG 
TKN 
>P24597 
MDHQLTREESQRLMHLLKLPMEQYGNFPLMRKAFLRACKIVHPDKGGSDELSQELISLYR 
RLEESLPCLSTQDFIETDILQIPSYGTPEWDEWWKEFNKDFDLFCNEAFDRSDDEQEPQP 
DDSAPIILSPTYPARSQATPPKKKAKMDSPNDMPADLMEYLSCAILSNKTLPCFLIYTTL 
EKVELLYNKLSEEVLSPRFNQVDHKYGRKYVPIFIITGTKHRVSAVFNYCATYCSVSFIV 
VKGVIKEYPLYCHLCVEPYSVLQESIEELNSEFFDAPEDAAKNVNWVAISEYALKINCDD 
IYLLMGLYKEFQSPVPNCSKCENRMLTNHFKFHKEHHENAFYLQLVENQKTICQQAVDGV 
IATKTVDMAQMTRNEQLAARFDKLFERLEVILSAQSSYTISMFMAGIVWFENLFPGQSFK 
DLLLELLECMVSNIPKRRYWLFTGPVNTGKTTLAAAVLDLGGTIYISDCYLIELEVANSQ 
IHGCVEVLAEKVKIRLPPGQGINNLDNLRDHLDGAVKVNLEKKHLNKKTQIFPPGIVTSN 
EYFIPFTLRVRFCKKLVFKFSKYQYLSLKKTECLGRYRILQNGCTLLLLLIYHCDLDDFA 
ESIQGKVRAWKERVNSEISVSTYLEMRQCCLEGRYSVCTKYSNANTAQ 
>Q705G8 
MADKSGRLLGGCSFVLDEADCSDLEIDSDDESDKENVPNGQDMCNSFDAEFIDNAPLAQG 
NTLALFQSQVAQAGKQKVNYLKRKLHLESSELGTVGRAVLQPVNHSTPAAKRRLFECSSS 
ENEVSYAASPAAANTQVFRNQNSGSVGGSSGFGSQASVSQSQQNSNLHLQILKSKNSAAC 
KLAVFKFVYAASFCDLTRPFKNDKTTNYQWVAAVFGVSEELFEASKQLLGRSCTYLHATC 
RAHEKGSVALLLLSFHVAKSRETVTNLLKNLLNLRAEHMMLQPPKLRGVTSAMFWYKMTL 
SPNTYTWGQLPRWIEQQILITENSSEVLKFDFSHMVQWALDNEMMDESSIAFHYAQMADH 
DSNARAWLGLSNQAKIVKDVCTMVHHYQRAIMRSMTMSAYVHKMCERVNVTGSWLVIMQF 
LKFHGIEPIRFVNALRPWLQGVPKKNCLAFIGPPDTGKSLFTNSLMSFLKGKVLNFANSA 
SHFWLAPLTEAKVALIDDATHACLKYCDTYLRNFFDGYSVCIDRKHKNAVQIKAPPMLLT 
SNIDIQAEEKYSYLKSRVTCFYFNDKCPLNEDGKPLFQITDPDWKSFFERLWQRLELSDQ 
EEEEEGDENGSRGTFICSTRNSNDFT 
>Q80922 
MADHKGTDNIDHNDVLDGSWCLITEAECEDDTLVDLFEESTNDSVVSNLLDDSESIIQGN 
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SEESDRCIQELKRKLNVTPEKQISELSPRLSAVHITPERASKRRLFNDSGVVEDEAESNT 
IQVDSLLVQKDAGNQNGAECELNSILRSNNIRATVLCKFKDKFGVSFNELTRSFKSDKTC 
TPNWVITAIGIREDLRDACKVLLQQHVEFLEMICNDFSVLLLVEFKVTKNRETVLKLMCS 
MLNAKEEQILCEPPKLKSTAAALYFYKKIITDTCFKYGTLPSWVSRLTIVEHQLASADTF 
SLSEMVQWAYDNDFTEEASVAYNYACYATENTNAAAFLASNMQVKYVKDCVAMVRMYKRQ 
EMKSMTMSEWISKCCKEETIGEEWKEIVQFLKYQGVNFLEFLIALKQFFKCTPKKMCIVI 
YGPPDTGKSMFCFKLVQFLKGQVVSYINKSSQFWLMPLQDAKIGLLDDATHNCWIYLDTY 
LRNAFDGNTFCLDIKHKNLQQTKLPPMIITTNVNVTTDESLFYLRSRLTCFNFPNKLPMS 
DKDEPLFTISDKSWTCFFRKFWNQLELQEDAARDPGEPEHPFCCTARNSVDFD 
>P03111 
MADNKGTENDWFLVEATDCEETLEETSLGDLDNVSCVSDLSDLLDEAPQSQGNSLELFHK 
QESLESEQELNALKRKLLYSPQARSADETDIASISPRLETISITKQDKKRYRRQLFSQDD 
SGLELSLLQDETENIDESTQVDQQQKEHTGEVGAAGVNILKASNIRAALLSRFKDTAGVS 
FTDLTRSYKSNKTCCGDWVLAVWGVRENLIDSVKELLQTHCVYIQLEHAVTEKNRFLFLL 
VRFKAQKSRETVIKLITTILPVDASYILSEPPKSRSVAPALFWYKRSMSSTVFTWGTTLE 
WIAQQTLINHQLDSESPFELCKMVQWAYDNGHTEECKIAYYYAVLADEDENARAFLSSNS 
QEKYVKDCAQMVRHYLRAEMAQMSMSEWIFRKLDNVEGSGNWKEIVRFLRFQEVEFISFM 
IAFKDLLCGKPKKNCLLIFGPPNTGKSMFCTSLLKLLGGKVISYCNSKSQFWLQPLADAK 
IGLLDDATKPCWDYMDIYMRNALDGNTICIDLKHRAPQQIKCPPLLITSNIDVKSDTCWM 
YLHSRISAFKFAHEFPFKDNGDPGFSLTDENWKSFFERFWQQLELSDQEDEGNDGKPQQS 
LRLTARAANEPI 
>P03112 
MAEGTDPLDDCGGFLDTEADCLDCDNLEEDLTELFDADTVSSLLDDTDQVQGNSLEPFQH 
HEATETLKSIEHLKRKYVDSPDKSLGIDNSVNALSPRLQAFSLSGQKKAVKKRLFGTDGD 
EAASGAESLQVESGFGSQQSVSDTPVTDILNANTARVKHLLLFRQAHSVSFSELTRTFQS 
DKTMSWDWVGGLADIHVSVLESLQTSLRSHCVYVQYDLNFAETNASSLLLLLRFKAQKCR 
DGVKALLSQLLGVQDLKVLLEPPKTRSVAVALFWYKRAMVSGVFSYGPMPEWITQQTNVN 
HQMLQEKPFQLSVMVQWAYDNHLQDESSIAYKYAMLAETDENARAFLASNSQAKYVRDCC 
NMVRLYLRAEMRQMTMSAWINYRLDGMNDDGDWKVVVHFLRHQRVEFIPFMVKLKAFLRG 
TPKKNCMVFYGPPNSGKSYFCMSLIRLLAGRVLSFANSRSHFWLQPLADAKLALVDDATS 
ACWDFIDTYLRNALDGNPISVDLKHKAPIEIKCPPLLITTNVDVKSDDRWRYLFSRICVF 
NFLQELPIRNGTPVYELNDANWKSFFKRFWSTLELSDPEDEGDDGGSQPALRLHTGGTSQ 
>P08344 
MDPKGTTVLDFIEEQAECSQSDSEQGSEENCSDISDLIDNAEYEQGNSAELFAQQQAFDF 
HKDICTTKRNLKRSLRNAFQCITSQSNTPASRSAPKRRLLDDSGYNEDISTEVVQVDENG 
GSEGYGSLTSQHLSGVCLNQGDNGGVDKENVDCTALLRAGSRRAAYLGVFKEKFTISFTA 
LTRIFKNDKTCCRNWVGTVYRAREELLEASKTILQKCCDFILLLTHTCKYGFLALFLLEF 
KTAKSRETVQRLFEHILQVEKEDMLLEPPKLKSLPAATFWWKIQHSNNSFKWGTLPDWIA 
RQTMISHQIADDEPFSLSVMVQWAYDHNYTEESTIAYHYAKLASEDSNAAAFLKCNNQVK 
HVKECAQMTRYYKTAEMTEMSMGQWIKKCIGEIEGVGDWKQICKFLKFQNVNFLSFMSAL 
KDLLHRVPKRNCMVICGPPNTGKSMFVMSFMKALQGKVLSFVNSKSHFWLQPLRGAKVAV 
LDDATRATWTYFDTYLRNGLDGTPVSLDMKHRAPLQICFPPLVITTNVNVMQDPAYFYLH 
SRIVCFEFPNTFPLDEAGNPLLLIDELSWKSFFERLWTQLDLTDAEEDEDGEPRSPFRCC 
PRSVATSL 
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>P04497 
MASRGGNQSSDRQREHTPERGMGSASHPPPRPDRSPSQSPPPLPPKRNTYRRVGSNSSIE 
SQVVLVSETSRSSLSPERSNSPPPIPPKKKPRKTKHVPLQDISQDSEEEREQVQLVRVGF 
SYPPVRIIEKDGKRSVEKIDNNDPISKGATSIAVRNPLSLPLVSAWEKGMEVMAVLMERY 
RLDNDLRTSFKLMPEQHEQYKRICHQYVNEEHRGIPLTFSSMKTLTAMMGRFMQGLVHSY 
SEIAHNNWECTGCALWAHGCTDYEGKVKCLHGTIMIQKDHIIEMDVASENGQRAMKENPD 
RAKITQNRWGRNVVQLANNDARCCVNDANCATNQFSSKSCGMFYTEGIKAQEAFKQYEAF 
MKAVYPGITPDQARMMLIPIHCDCNHKPGCAPVMGRQTCKMTPFGMANAEDLDVATISDP 
TVLASVRHPALMVFQCCNPVYRNSRVQNAGPNCDFKISAPDLLGALQLTRKLWQDTFPEI 
PVPKLVIPEFKWQNRLQFRNVSLPAGHYDSRQNPFDF 
>P08345 
MYLCLESLQKSEFANQRWSLVDTSIETFKAPPENTLKKRGQHVTVIYDQNAMNSMVYTLW 
KEVYYVDETETWHKTSSDLDYDGIFYIDNQGNKIYYVNFQDDAALYSNSGMGQVHFESKV 
LSPSVTSSLRVGSTGGQRGTQTGDHARGRSRPSPRSSRDARGRQQRAQSSSRSRSRSRSR 
SPTKGPHSSGRDTRLPSPGRPPGGRRRGTPERERCPGTPTPPTPDQVGGRSSTPKRQASS 
RLAQLIDAAYDPPVLLLQGAANTLKCFRRRATQAHPHKFLCMSTSWTWVSKTSPLKSGHR 
MLIAFSNSEQRNCFLASVRLPKGVSAVKGALDGL 
>P04498 
MASNQHSQRERTPDRSAQPPPPKMGRYFLDSESEEELEAVPLPPKKKVKKSMAAIPLSPE 
SAEEEEAEPPRAVLGVMGFSMPPVRIMHHADGSQSFQKMETRQVHVLKASAQNSDENEKN 
VVVVRNPASQPLVSAWEKGMEAMAMLMEKYHVDHDERATFRFLPDQGSVYKKICTTWLNE 
EKRGLQLTFSSQKTFQELMGRFLQGYMQAYAGVQQNSWEPTGCCVWEHKCTEREGELRCL 
HGMEMVRKEHLVEMDVTSESGQRALKENPSKAKVAQNRWGRNVVQIKNDDARCCFHDVGC 
GNNSFSGKSCGLFYSEGMKAQIAFRQIEAFMLADYPHMRHGQKRLLMPVRCECLNKQDGL 
PRMGRQLCKITPFNLSNVDNIDINEVTDPGALASIKYPCLLVFQCANPVYRNARGNAGPN 
CDFKISAPDVMGALQLVRQLWGENFDGSPPRLVIPEFKWHQRLQYRNISLPTNHGDCREE 
PFDF 
>P03116 
MANDKGSNWDSGLGCSYLLTEAECESDKENEEPGAGVELSVESDRYDSQDEDFVDNASVF 
QGNHLEVFQALEKKAGEEQILNLKRKVLGSSQNSSGSEASETPVKRRKSGAKRRLFAENE 
ANRVLTPLQVQGEGEGRQELNEEQAISHLHLQLVKSKNATVFKLGLFKSLFLCSFHDITR 
LFKNDKTTNQQWVLAVFGLAEVFFEASFELLKKQCSFLQMQKRSHEGGTCAVYLICFNTA 
KSRETVRNLMANTLNVREECLMLQPAKIRGLSAALFWFKSSLSPATLKHGALPEWIRAQT 
TLNESLQTEKFDFGTMVQWAYDHKYAEESKIAYEYALAAGSDSNARAFLATNSQAKHVKD 
CATMVRHYLRAETQALSMPAYIKARCKLATGEGSWKSILTFFNYQNIELITFINALKLWL 
KGIPKKNCLAFIGPPNTGKSMLCNSLIHFLGGSVLSFANHKSHFWLASLADTRAALVDDA 
THACWRYFDTYLRNALDGYPVSIDRKHKAAVQIKAPPLLVTSNIDVQAEDRYLYLHSRVQ 
TFRFEQPCTDESGEQPFNITDADWKSFFVRLWGRLDLIDEEEDSEEDGDSMRTFTCSARN 
TNAVD 
>P03118 
MENLSSRLDLLQEQLMNLYEQDSKLIEDQIKQWNLIRQEQVLFHFARKNGVMRIGLQAVP 
SLASSQEKAKTAIEMVLHLESLKDSPYGTEDWSLQDTSRELFLAPPAGTFKKSGSTLEVT 
YDNNPDNQTRHTIWNHVYYQNGDDVWRKVSSGVDAVGVYYLEHDGYKNYYVLFAEEASKY 
STTGQYAVNYRGKRFTNVMSSTSSPRAAGAPAVHSDYPTLSESDTAQQSTSIDYTELPGQ 



 20

GETSQVRQRQQKTPVRRRPYGRRRSRSPRGGGRREGESTPSRTPGSVPSARDVGSIHTTP 
QKGHSSRLRRLLQEAWDPPVVCVKGGANQLKCLRYRLKASTQVDFDSISTTWHWTDRKNT 
ERIGSARMLVKFIDEAQREKFLERVALPRSVSVFLGQFNG 
>P03119 
MEAIAKRLDACQEQLLELYEENSTDLHKHVLHWKCMRHESVLLYKAKQMGLSHIGMQVVP 
PLKVSEAKGHNAIEMQMHLESLLRTEYSMEPWTLQETSYEMWQTPPKRCFKKRGKTVEVK 
FDGCANNTMDYVVWTDVYVQDNDTWVKVHSMVDAKGIYYTCGQFKTYYVNFVKEAEKYGS 
TKHWEVCYGSTVICSPASVSSTTQEVSIPESTTYTPAQTSTLVSSSTKEDAVQTPPRKRA 
RGVQQSPCNALCVAHIGPVDSGNHNLITNNHDQHQRRNNSNSSATPIVQFQGESNCLKCF 
RYRLNDRHRHLFDLISSTWHWASSKAPHKHAIVTVTYDSEEQRQQFLDVVKIPPTISHKL 
GFMSLHLL 
>P50760 
MDDDKGTDTTDAKEGCSGWFMLEAACSDDSDLDNSLEKLFEDGTESDVSDLINDDDTAAQ 
GNSRELLCQQQSEECEQQIQYLKRKYFSPKAVQQLSPRLQSMNISPGHKSKRRLFVEHDS 
GLECSLNEAEDLTEEVEVPASAPAPAAQGGVGSGHYTSLLRCNNVKAVLLGKFKDAFGVS 
YNELTRQFRSNKTCCKHWVLAIYAAKDELIDASKQLLQQHCTYLWLQTFSPMSLYLCCFN 
VGKSRETVMRLLSSMLQVNENHILSEPPKIRSMIAALFWYKGSMNPNVYAFGEYPEWIMT 
QTMIHHQTADSVQFDLSEMIQWAYDQDYVDECTIAYQYARLADSNSNARAFLAHNSQAKY 
VRECAQMVRYYKRGEMRDMSISAWIHHCISKIEGDGHWQDIVKFLRYQGLNFIVFLDKFR 
TFLKNFPKKNCLLICGPPDTGKSMFSMSLMKALRGQVVSFANSKSHFWLQPLADAKLALL 
DDATEVCWQYIDAFLRNGLDGNMVSLDMKHRAPCQMKFPPLIITSNISLKKEKKFPYLHS 
RIYEFEFPNKFPFDANDTPLFKLTDQSWASFFKRLWTQLELSDQEEEGENGETQRTFQCT 
TREVNGLI 
>P17383 
METLSQRLNVCQDKILEHYENDSKRLCDHIDYWKHIRLECVLMYKAREMGIHSINHQVVP 
ALSVSKAKALQAIELQMMLETLNNTEYKNEDWTMQQTSLELYLTAPTGCLKKHGYTVEVQ 
FDGDVHNTMHYTNWKFIYLCIDGQCTVVEGQVNCKGIYYVHEGHITYFVNFTEEAKKYGT 
GKKWEVHAGGQVIVFPESVFSSDEISFAGIVTKLPTANNTTTSNSKTCALGTSEGVRRAT 
TSTKRPRTEPEHRNTHHPNKLLRGDSVDSVNCGVISAAACTNQTRAVSCPATTPIIHLKG 
DANILKCLRYRLSKYKQLYEQVSSTWHWTCTDGKHKNAIVTLTYISTSQRDDFLNTVKIP 
NTVSVSTGYMTI 
>P50765 
MANCEGTDGDGSGCNGWFLVQAIVDKQTGDTVSEDEDENATDTGSDLADFIDDTTDICVQ 
AERETAQVLYNMQEAQRDAQSVRALKRKYGGSNLNKSPCAKPPGVHREQRVTLQELPVNI 
CNKQARTNVYSVPDSGYGNMEVETAEVEVTVVNNTNGEEEGENGGENGGSIREECSSVDS 
AIDSENQDPQSPTAQLKTVLQANNQKAILLSQFKHTYGLAFNDLVRTFKSDKTICTDWVA 
AICGVNPTIAEGFKTLIQPYALYTHIQCLDTKYGVYILLLIRYKCGKNRITVGKGLSKLL 
HVPESCMLIEPPKLRSPVAALYWYRTGMSNISEVSGTTPEWIQRLTVIQHGIDDSVFDLS 
DMVQWAFDNDVTEDSDIAYGYALLADSNSNAAAFLKSNCQAKYVRDCATMCRHYKRAQKK 
QMTMAQWIRFRCDKCDDGGDWRPIVQFLRYQGVEFITFLCAFKEFLKGTPKKNCIVIQGP 
PNTGKSYFCMSLMHFLQGTVISYVNSTSHFWLEPLADAKVAMLDDATGTCWSYFDTYMRN 
ALDGNPISLDRKHRHLIQIKCPPILITSNTNPVEENRWPYLTSRLTVFTFPNAFPFDQNR 
NPVYTINNKNWKSFFQKTWCKLDLQQDEDEGDNDGNTIPTFKCVTGENTR 
>P13894 
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MASLRRLTELLCLPVTATAADIKTAYRRTALKYHPDKGGDEEKMKELNTLMEEFRETEGL 
RADETLEDSDPEPEESGYATFENVSVPDIDGAFFKLMKLKKCMQTYFSVNERRKQQSCPD 
CHLLITSITKMPQLKAHLYEHFGIKGHIVAHWTGIALLVLQLEKPTRISTVHNFCKKYCT 
ISICSVRGIKKNCVHALIKTLLDVPGLDLEECSIDMNVVDEKQFMHAMLYDYAVQIDCTD 
ALLLLAIYKRLAQPTDKCPECQKDKDTVKRKRSTHIDDHPRHQHNASLFLHIKDQKRLCQ 
CAVDAVLAEKRFRSATMTRDERLKERFRTVLRNIQELLDGETEAIDDFVTAILLFNMLFP 
DVDVIVDILQTMVKNPPKRRYYIFKGPVNTGKTTVAAAILALCTGASLNVNGTPDRLQFE 
LGCAIDQFMVLFEDVKGTPEPDTNLPSGFGMVNLDNLRDHLEGSVPVNLERKHQNKVSQI 
FPPGIITMNNYVLPHTIQARARTLVNFKHIKVYAKALRNNISVLEQRLITKPETLLAYLL 
IRPESEKEISADLRAEFLTVIENLKFEVDERFFQYNNRLHEGLCVHE 
>P03191 
METTQTLRFKTKALAVLSKCYDHAQTHLKGGVLQVNLLSVNYGGPRLAAVANAGTAGLIS 
FEVSPDAVAEWQNHQSPEEAPAAVSFRNLAYGRTCVLGKELFGSAVEQASLQFYKRPQGG 
SRPEFVKLTMEYDDKVSKSHHTCALMPYMPPASDRLRNEQMIGQVLLMPKTASSLQKWAR 
QQGSGGVKVTLNPDLYVTTYTSGEACLTLDYKPLSVGPYEAFTGPVAKAQDVGAVEAHVV 
CSVAADSLAAALSLCRIPAVSVPILRFYRSGIIAVVAGLLTSAGDLPLDLSVILFNHASE 
EAAASTASEPEDKSPRVQPLGTGLQQRPRHTVSPSPSPPPPPRTPTWESPARPETPSPAI 
PSHSSNTALERPLAVQLARKRTSSEARQKQKHPKKVKQAF 
>Q07846 
MADKGTDNFDLEGNNWYIVHEAECTDSIDTLDDLCDESNDDSNISNLIDDDVVDQGNSLA 
LYNAQINEDCDNALAHLKRKYNKSPEQAVAELSPQLQAVKITPERHSKRRLFQDSGIFED 
EAENSLTQVESESQAGPSSQDGGGDINLLLLQSSNRRATMLAKFKEWYGVSYNEITRIYK 
SDKSCSDNWVIVIFRAAVEVLESSKIVLKQHCTYIQVKIFGFSALYLVQFKSAKSRETVQ 
KLMCSILNIQEYQMLCDPPKLRSVPTALYFYKHAMLTESSVFGQTPDWIAKQTLVSHQAA 
TTAETFELSRMVQWAYDNNYVDECDIAYHYAMYAEEDANAAAYLKSNNQVKHVRDCSTMV 
RMYKRYEMRDMSMSEWIYKCCDECSEEGDWKPISQFLKYQGVNILSFLIVLKSFLKGIPK 
KNCIVIHGPPDTGKSLFCYSFIKFLKGKVVSYVNRSSHFWLQPLMDCKVGFMDDATYVCW 
TYIDQNLRNALDGNPMCIDAKHRAPQQLKLPPMLITSNIDIKQEQSLMYLHSRIQCFNFP 
NKMPILDDGSPMYTFTDGTWKSFFQKLGRQLELTDPEEENNGVPSRTFRCTSRSNSDSY 
>Q07847 
MTDRGTNNDDWYIVDEAECRDDDESELEDLEDTYNSLFNRSESDISDLLDDTQQSQGNSL 
ELFHLQEHLQNEQDLNTLKRKYLNSPPQASATETACNSLSPRLESITISQREKKARKQLF 
TQNDSGIELSLCQDEVDNINEALQEQVDIVQSLGGGVRDCIGVDILKCSNTRSALLAKFK 
DTVGVSFTDLTRAYKNNKTCCSYWVIAVWGVTSTSVDVVKTVFQVQCNYMHVEHCLTEKN 
KFLIVLAGFKAQKSRETVLNLVTSSLNVQSNYIMAEPPKNRSMAAALYWYRRSMSPAVYT 
WGEMPDWMAQQTLLNHQLASEKHFELSQMVQWAYDNGYTDESDIAYYYAILAEEDENAKA 
FLASNAQAKYVKDCARMVSHYKRAEMSSMSMSAWIYKRLEEVENGGDWKHIVKFLRFQEV 
EFISFMIAFKELLSGKPKKNCLVIYGPPNTGKSMFCMSLLRVLKGKVISYVNSKSQFWLQ 
PLASTKIALLDDATKPAWDYIDLFLRNALDGNPICVDLKHKAPQQIKCPPLMITSNINVK 
ADVCWMYLHSRITCFEFKQPFPFDENGQPAFSLTDINWKSFFERFWSQLDLSDQEDEESD 
GKPQQPLRLATRAASNSI 
>Q07849 
MESLVARFDALQEAILTHIESQESTLESQIQYWENIRKENAIMHYARKQGLTKLGLQPLP 
TLAVTEYNAKQAIQIHLTLQSLLKSPFASERWTLTDVSAELINTSPQNCLKKGGYDVAVW 
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FDNDRQNAMLYTNWDFLYYQDMNEQWHKVKGEVDYDGLYFTDHTGERAYFTLFSSDAQRF 
SRTGLWTVHFKTQVISSPIVSSTYSSSFDTEEQQLPGPSTSYSEVTEQASPTRRRKPRKS 
DATSTTSPETEGVRLRRRRREGKSGPGSGETPRKRRRGGGRGGGETELGSAPSPAEVGSR 
HRQVERQGLSRLGLLQAEARDPPMILLKGTANSLKCWRYRKVNSNCCNFLFMSTVWNWVG 
DCSHNHSRMLIAFDSTDQRDAFVKHNLFPKLCTYTYGSLN 
>P27222 
MMETLSQRLSVCQDKILEHYETDSTCLSDHIQYWKLIRLECAVFYKAREMGIKTLNHQVV 
PTQAISKAKAMQAIELQLMLETLNTTEYSTETWTLQETSIELYTTVPQGCFKKHGVTVEV 
QFDGDKQNTMHYTNWTHIYILEDSICTVVKGLVNYKGIYYVHQGVETYYVTFREEAKKYG 
KKNIWEVHVGGQVIVCPESVFSSTELSTAEIATQLHAYNTTETHTKACSVGTTETQKTNH 
KRLRGGTELPYNPTKRVRLSAVDSVDRGVYSTSDCTNKDRCGSCSTTTPIVHLKGDANTL 
KCLRYRLGKYKALYQDASSTWRWTCTNDKKQIAIVTLTYTTEYQRDKFLTTVKIPNTVTV 
SKGYMSI 
>Q02838 
MDKEEEPHPLLQDLHRPLQPCTNKCYCKKCCYHCELCFLQKGLGVRYHVSRKRRKTSTQD 
NQDPIRQQSISTVQRNGQTTEEGKTEVEKAAAAN 
>P03121 
MEALSQRLDSIQEELLSLYEKESTSLESQLQHWNLLRKEQVLLHFCKKHGIRQLGYTPVP 
SLLTSQECAKQAIEMVLYIESLLRSPYSDEPWTLQDTSRERFESPPQKTFKKNPAIVEVY 
YDGDRGNNNEYTLWGIFIIGNADGEWVKTESGVDYRGIYYVDSEGNYVYYVDFSTDAGRF 
AANGHYDVVFQNMRLSSSVTSSPQPLVSAPEDTVPEEAPDSAVPAAQKKTGPKTTRTLGR 
RRSRSPGVQRRPAKQRKQAAPDEADSAAGDIRPPAPEDVGRRTTTVGRTPPGRNRRLREL 
ITEASDPPVICLKGGHNQLKCLRYRLKSKHSSLFDCISTTWSWVDTTSTCRLGSGRMLIK 
FADSEQRDKFLSRVPLPSTTQVFLGNFYGL 
>Q02839 
MSLGKEEKQALKIIKTLYGSNPYPQFSGTARQRRRARQRWRKQQQQIDKIAGRVLNTFED 
QQLVAQLQELQLENKDLVLQHLPDPPHIHQDSSGIPAVWAPATPRGSNRACSSSGEGCEG 
SLGQTGCYCPIRLSGSHQQSKKSAARP 
>Q84356 
MEDLEEGTGEGCSGWFDREAICSDGSSDEEPNESFESIADMFDDGTQTQGNSLELFHTQE 
KEETRTQIQALKRKYIPSPEAGGDLSPRLRAISITPKKKKPSRRLFETPEDSGNGSLGNE 
TTDTSSGFQVVGDSAVDVCDAGRLLNLNLLQSHNRVARLLAVFKEAYGVSYKELTREYKS 
DKTCNPDWVIALYSLSEPILNAARTTLQGICEYVFMQSRPTAAATVALLTVRFKCSKSRE 
TVRKQMCGMFHSDPLLCLCDPPKVQSVPAALYWYKSSMYSGTFTHGEAPEWIKRQTMITC 
AMEETKFDLSEMVQWAYDNNYEDESQIAFEYARTATESPNANAWLASNAQAKHVRDCATM 
VRHYKRAEMKAMSMSQWVWKCCREEPEEGTWTPISLYLASEGVEVIRFLSAMKSWLRGIP 
KKNCLVFYGPPNTGKSLFTMSLIKFLRGRVISFANSKSHFWMQPLAEAKVVLLDDATRAT 
WDYVDTYMRNAMDGNPLSIDCKYRTPVQVKCPPMLVTTNEDVHLNDRWRYLHSRIQVFHL 
KEPMPIDTAGNPEYSFSNRHWKAFFEKLQKPLDLSEDEGDPKDNGEHTQPFSCCARGTDV 
>P25482 
METLANRLDACQETLLELYEKDSNKLEDQIKHWAQVRLENVMLFKARECGMTRVGCTAVP 
ALTVSKAKACQAIEVQLALQTLMQSAYSTEAWTLRDTCLEMWDAPPKKCWKKKGQSVLVK 
FDGSSDRDMIYTSWGFIYVQDTITDSWHKVPGQVDELGLYYVHDGVRVNYVDFGTESLTY 
GVTGTWEVHVAGTVIHHTSASVSSTQASASDDEPLSPIRTAVSPVPAPVAASAESTGAGR 
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AAPPTQALCSAQAPTSPPAKRQRVIVGQQHPRPDSTRTVGEGEVECYNKRSISDSNRTDP 
RWGHGDTDSVPVIHLRGDANCLKCFRYRVQKHKDVLYARVSSTWHWAGGNGDKTAFVTLW 
YTSVEQRTEFLTRVSIPKGLIALPGYMSAFV 
>Q64759 
MERTPKRAHGFRSTKPVKRTAEVMMEEEEEEVEVVAPGRGATRKKVSRREESPSPVRRVT 
RRRETVVDDEENASDEESPEAPLSDPVVYGAQRAMATVASICEALDLQWQGASVRPDDSI 
WTKMGGTYVRKKHPEFRLTFSSYDSFNAQVGRFLAAVIYSRAGLEPKFVPGGAHVWRHGW 
FPALQEPFPKCMHGVDMVTKPRTVELNPSSEAGKRALAEQNGVIEKNRFGRQVVVLRFDA 
NAVCYKDQEHSGFPHPHAHGSCAMVFSDAAKAVSAMRHDIDWTKALYPNADKRRAEECVL 
ISTNCNCNYASDRAISGRQFCKMTPYKLNGTDDITRDMVESRPDMKAHKKNPHTMVFTCC 
NPQAASGGAGRGLKKTEKTCAWRLSAMDLRYAYVFATELFTAVMGSSEPTHVPEFRWNES 
YAFKTEVLAPVSPIASDDPFA 
>Q06906 
MWGALILLILLVFLFYLWYNGKLNLNSLTESSPSLAQSSDSVQVDPQTEQLNVKLGNNKM 
TYMRVAHGDNKVSQVYVAEKPMSMDDIEKQGNARVGANSLFIGTVYDQGVRSPNAPGASN 
DVTVTRTTANFDVKEYKNMFIVVKGLPPAKMTKEDNMLCFTVDGLHVCLVDANAAPLSER 
VFARLPPSACTLVYTRNSAAQQLLLENGFTVVNAEHTAFLKNHKSYREL 
>P07918 
MFCAAGGPASPGGKSAARAASGFFAPHNPRGATQTAPPPCRRQNFYNPHLAQTGTQPKAP 
GPAQRHTYYSECDEFRFIAPRSLDEDAPAEQRTGVHDGRLRRAPKVYCGGDERDVLRVGP 
EGFWPRRLRLWGGADHAPEGFDPTVTVFHVYDILEHVEHAYSMRAAQLHERFMDAITPAG 
TVITLLGLTPEGHRVAVHVYGTRQYFYMNKAEVDRHLQCRAPRDLCERLAAALRESPGAS 
FRGISADHFEAEVVERADVYYYETRPTLYYRVFVRSGRALAYLCDNFCPAIRKYEGGVDA 
TTRFILDNPGFVTFGWYRLKPGRGNAPAQPRPPTAFGTSSDVEFNCTADNLAVEGAMCDL 
PAYKLMCFDIECKAGGEDELAFPVAERPEDLVIQISCLLYDLSTTALEHILLFSLGSCDL 
PESHLSDLASRGLPAPVVLEFDSEFEMLLAFMTFVKQYGPEFVTGYNIINFDWPFVLTKL 
TEIYKVPLDGYGRMNGRGVFRVWDIGQSHFQKRSKIKVNGMVNIDMYGIITDKVKLSSYK 
LNAVAEAVLKDKKKDLSYRDIPAYYASGPAQRGVIGEYCVQDSLLVGQLFFKFLPHLELS 
AVARLAGINITRTIYDGQQIRVFTCLLRLAGQKGFILPDTQGRFRGLDKEAPKRPAVPRG 
EGERPGDGNGDEDKDDDEDGDEDGDEREEVARETGGRHVGYQGARVLDPTSGFHVDPVVV 
FDFASLYPSIIQAHNLCFSTLSLRPEAVAHLEADRDYLEIEVGGRRLFFVKAHVRESLLS 
ILLRDWLAMRKQIRSRIPQSPPEEAVLLDKQQAAIKVVCNSVYGFTGVQHGLLPCLHVAA 
TVTTIGREMLLATRAYVHARWAEFDQLLADFPEAAGMRAPGPYSMRIIYGDTDSIFVLCR 
GLTGEALVAMGDKMASHISRALFLPPIKLECEKTFTKLLLIAKKKYIGVICGGKMLIKGV 
DLVRKNNCAFINRTSRALVDLLFYDDTVSGAAAALAERPAEEWLARPLPEGLQAFGAVLV 
DAHRRITDPERDIQDFVLTAELSRHPRAYTNKRLAHLTVYYKLMARRAQVPSIKDRIPYV 
IVAQTREVEETVARLAALRELDAAAPGDEPAPPAALPSPAKRPRETPSHADPPGGASKPR 
KLLVSELAEDPGYAIARGVPLNTDYYFSHLLGAACVTFKALFGNNAKITESLLKRFIPET 
WHPPDDVAARLRAAGFGPAGAGATAEETRRMLHRAFDTLA 
>Q02264 
METLAKHLDACQEQLLELYEENSNELTKHIQHWKCVRHENVLLYKARQMGLSHIGLQVVP 
PLKVSQTKGHEAIEMQMTLETVLKSEYGTEPWTLQETSFEMWLTPPKHCFKKQGQTVEVR 
YDCNAENSMHYVLWKYIYVCENDRWQKVKGMVDIKGLYYMVGQCKTYYIDFEKEAKQYSK 
TLQWEVCYDSKVICSPASVSSTVQEVSIAGPTSHSTTTLAQATCAVSSIATEDSVQAPPY 
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KRLRGPSHCARKLQNTSNIVCATDRGTLDSENNINNNNYNNNNQQRNNSNSSGTPIVQLQ 
GDSNNLKCFRYRLHDKYKHLFMLASSTWHWTASSNSTKNAIVTLTYVNEQQRQDFLNTVK 
IPATIKHTLGFMSFQLL 
>Q07850 
MESLNNRLDWLQEQLLTLYEKDSKDIEDQIMQWNLLRQEQVLFHYARKKGIMRLGLQVVP 
SLAASQDKAKTAIEMTLYLSGLRDSQYGSEQWSLQDTSREIFLAPPDHTFKKGGQTIEVI 
YDEDPNNSTRHTVWRHIYYQNGDNRWRKAASDVDVHGVFYLEYDGVKNYYVDFQEEANRY 
SKTGRYTVQYEGKRFTNVMSPVNSSPLRTSGSPTDTNPATQGQSTQTARKAETKGSRHHP 
KSPAVRKRRPYGRRRSRSPRDTTLRRGEGESARASAGSGERVAFISPGDVGTSTRSPPKG 
GQSRLRRLIQEARDPPIICLKGGPNQLKCLRYRIKASNSSDFESISTTWHWVHNKCTDRV 
GHARMLVRFISTEQRDRFLDKVVVPKSVSVILGAFDGS 
>P12453 
METPLKAPESSLGSYNEPSSRTSEQDVATQELANQGEEILSQLYRPLETCNNKCFCKGCC 
FHCQLCFLNKGLGICYDRKGRRRRSPKKTKAHSSPASDKSISTRTGNSQTEKKQKKTLGT 
TLEADPGLGR 
>P24109 
MLDMETPLKEPESSLGSCNEPSSRTSGQDATTQELAKLGEEILSQLYQPLEECDNSCYCK 
RCCYHCQLCFLKKGLGICYDRKGRRRRTPKKAKAHSSSASDKSISTRTRNSQPAKKQKKT 
LEATVETDPGLGR 
>P17759 
METPLKEPESSLESYNEPSSCTSERDVTAQERAKQGEELLAQLHRPLEACTNSCYCKQCS 
YHCQLCFLKKGLGIWYARQGRRRRTPRKTKTHPPPASDKSISTRTGDSQPTKKQKKTPET 
TVVSACGLGH 
>P36779 
MEKLARRLDLCQEQLLELYEQDSKQLQHHILHWKYIRYESVIYYTARQMGIKRLGHQVVP 
SLDVSKAKAHAAIEMQMCLESLQTTEYNLEPWTLQDTSQELWLAEPKKCFKKGGKTVEVR 
FDCNEHNAMHYTLWTAVYVQVEDTWTKVEGQVDHRGLFYTVHGCTTYYVDFGKEAHTYGK 
TNDWTVIVGSRVICSPSTVEGLPIVAPVDIRHPAATDATDATKVHDAPYALPASTTKVYN 
DSHAPPRKRRRDGDLSISAVDGCSGRKYVDTGNRARSPDIESNNKIRNSGGGHSTPIIQL 
EGDANCLKCFRYRLTKVSHLYTNSSTTWRWTTESRTNKNAIITLTYSSVHQRSQFLALVK 
IPKTIKHSLGMLTIM 
>Q80943 
MADPNKGINSLELNEGHSEWYVVTEAECINSLDTMEELFEESTDGSIVSNLIDDSEELEE 
GNSLALYNEQLTEDCNRAILALKRKLTKTPLKSQDRTVADLSPRLEAVTISPQRQSKRRL 
FEDSGLGEDEATNSIEKKVVSNSLESNESGTLVVETDSIFRSTNRKATLLAKFKEYFGVA 
YGDLTRPFKSDRSCCENWVISVCAAAEEVIEASKTVMQQHCDFLQVISYGFYALYLVKFK 
TAKSRDTIMKLFSLTLNVQEQQLMCDPPKSRSTPTALYFYRRSFGNASFIYGPFPDWLAK 
LTMLDHESAASSEQFELAQMIQFAYDNNLTTESEIAYKYALLADSDANAAAFLKSNQQVK 
YVRDCYAMLRYYKRQEMKDMSISEWIWKCCDDCNQEGNWKLIAQFLRYQEVNFISFLCAL 
KTLFKGIPKRNCLVFWGPPDTGKSYICSSLTRFMQGKVVSFMNRHSQFWLQPLQDCKLGF 
LDDATFQCWQYMDVNMRNALDGNHISLDLKHKAPLQIKLPPLLITTNVDVENEASLMYLK 
SRLVFFKFPNKLPLKENDEVLYEITDASWKCFFIKFASHLELTARGDEQHESGRSDRAFR 
CTAGTNTESI 
>Q9JH48 
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MENLCQRLNACQEKILDYYELDSDKLSDQIDYWKLVRYECAIFYKAREGNMQCINHQVVP 
STTVCKEKAWQAIELHIALQSLMNSEYGKEKWTMRDTCYELYVTEPKHCFKKEGTTVTVV 
FDCNKENTMDYIRWTSVYYKTDMGWCKTNGEVDYKGIYYMHGCCKQYYVDFKQEALKYGT 
GLQWDVHVCGQVICCPEFVSSTSGDQISTAQTAEPLSNNTTQTPETTCVPRCTEETPAPE 
TAKRRRLSGPNTPVTTTSVTRPRSSLEHTDNVLHSNSGSNNPGRGTCSDQTVFIVHLKGD 
TNCLKCLRYRFKKHKGLYCKVSSTWHWTSNTNQGIVTITFDSETQRASFLTTVKIPQSIT 
STLGIMSL 
>P03203 
MKKAWLSRAQQADAGGASGSEDPPDYGDQGNVTQVGSEPISPEIGPFELSAASEDDPQSG 
PVEENLDAAAREEEEPHEQEHNGGDDPLDVHTRQPRFVDVNPTQAPVIQLVHAVYDSMLQ 
SDLRPLGSLFLEQNLNIEEFIWMCMTVRHRCQAIRKKPLPIVKQRRWKLLSSCRSWRMGY 
RTHNLKVNSFESGGDNVHPVLVTATLGCDEGTRHATTYSAGIVQIPRISDQNQKIETAFL 
MARRARSLSAERYTLFFDLVSSGNTLYAIWIGLGTKNRVSFIEFVGWLCKKDHTHIREWF 
RQCTGRPKAAKPWLRAHPVAIPYDDPLTNEEIDLAYARGQAMNIEAPRLPDDPIIVEDDD 
ESEEIEAESDEEEDKSGMESLKNIPQTLPYNPTVYGRPAVFDRKSDAKSTKKCRAIVTDF 
SVIKAIEEEHRKKKAARTEQPRATPESQAPTVVLQRPPTQQEPGPVGPLSVQARLEPWQP 
LPGPQVTAVLLHEESMQGVQVHGSMLDLLEKDDEVMEQRVMATLLPPVPQQPRAGRRGPC 
VFTGDLGIESDEPASTEPVHDQLLPAPGPDPLEIQPLTSPTTSQLSSSAPSCAQTPWPVV 
QPSQTPDDPTKQSRPPETAAPRQWPMPLRPIPMRPLRMQPIPFNHPVGPTPHQTPQVEIT 
PYKPTWAQIGHIPYQPTPTGPATMLLRQWAPATMQTPPRAPTPMSPPEVPPVPRQRPRGA 
PTPTPPPQVPPVPRQRPRGAPTPTPPPQVLPTPMQLALRAPAGQQGPTKQILRQLLTGGV 
KKGRPSLKLQAALERQAAAGWQPSPGSGTSDKIVQAPIFYPPVLQPIQVMGQGGSPTAMA 
ASAVTQAPTEYTRERRGVGPMPPTDIPPSKRAKIEAYTEPEMPHGGASHSPVVILENVGQ 
GQQQTLECGGTAKQERDMLGLGDIAVSSPSSSETSNDE 
>Q80944 
MNQADLTERSDALQEQILNLYEQDSKDIQAQIQYWDLNRKLYVTYYYARKEGYSHLGLQP 
LPALQVSEYKAKQAIEMGLLLTSLSKSQYASELWGLTDTSAELLLTPPRNTFKKKGYTVN 
VWFDNNENNTFPYTNWEYIYYQDDIEQWHRTRGEVDYNGLYFTENNGNRAYFLLFDSDAQ 
TYSQTGTWTVHYKNQIISAPVTSSSKQSSDDYTSKAGQQPHFFASSSSPTTTDGGQTSQE 
GVSSSTTSPSAVRLRRRRSNEQQRELSSRESPRTKRRRVPDEVDRQSAVGSAPTAEEVGS 
RHRSLPRSGISRLARLQGEARDPPILLIKGLANSLKCWRYRLKKYTRYFKCMSTVFRWVD 
IDVPESSRHKLLVVFNDTTQRDVFMKLVTLPRGCTYTFGT 
>Q81020 
MADNQGTEEEGTGCNGWFFVEAIVERKTGDIISDDEPEDVEDSGLDMVDFIDNSVSQVEG 
QENPQALLHAQQLQADVEAVQQLKRKYIGSPYVSPVANSEPCVEKDLSPRLGAISLGRRS 
AKAKRRLFDKAQPPPNGHTDVEAAVEVNTEGTDETETDQVQTVSGETTTDSLGRQQITEL 
IHNTNIRVALFGMFKDLYGLSFMDLARPFKSDKTVCTDWVIAAFGIYHGITDGFKTLLEP 
HCLYGHIQWLTCRWGMVLLLLTRFKCGKNRLTVSKCLGMLLNIPETQMLIDPPKLRTPAA 
ALYWYRQGLSNASEIFGTPPEWLARQTVIEYSLADSQFDLSKMVQWAYDHNYIDDSIIAL 
EYAKLADIDENAAAFLGSNCQAKYVKDCGTMCRHYIRAQKMQMTMSQWIKHRCDLVEEEG 
EWKEIVRFLRYQHVDFISFMIALKQFLQGIPKHNCILLYGPPDTGKSNFAMSLISFLGGV 
VLSYVNSSSHFWLEPLADAKIAMLDDATTQCWNYMDIYMRNALDGNPMCFDRKHRAMVQT 
KCPPLIVTSNINASTDDRWRYLHSRVKCFCFPNRFPFDSNGNPVYDLSNKNWKSFFKRSW 
SRLALNDNDNEEEENGDPSNTFRCVPGKASRPI 
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>P03204 
MESFEGQGDSRQSPDNERGDNVQTTGEHDQDPGPGPPSSGASERLVPEESYSRDQQPWGQ 
SRGDENRGWMQRIRRRRRRRAALSGHLLDTEDNVPPWLPPHDITPYTARNIRDAACRAVK 
QSHLQALSNLILDSGLDTQHILCFVMAARQRLQDIRRGPLVAEGGVGWRHWLLTSPSQSW 
PMGYRTATLRTLTPVPNRVGADSIMLTATFGCQNAARTLNTFSATVWTPPHAGPREQERY 
AREAEVRFLRGKWQRRYRRIYDLIELCGSLHHIWQNLLQTEENLLDFVRFMGVMSSCNNP 
AVNYWFHKTIGNFKPYYPWNAPPNENPYHARRGIKEHVIQNAFRKAQIQGLSMLATGGEP 
RGDATSETSSDEDTGRQGSDVELESSDDELPYIDPNMEPVQQRPVMFVSRVPAKKPRKLP 
WPTPKTHPVKRTNVKTSDRSDKAEAQSTPERPGPSEQSSVTVEPAHPTPVEMPMVILHQP 
PPVPKPVPVKPTPPPSRRRRGACVVYDDDVIEVIDVETTEDSSSVSQPNKPHRKHQDGFQ 
RSGRRQKRAAPPTVSPSDTGPPAVGPPAAGPPAAGPPAAGPPAAGPPAAGPPAAGPRILA 
PLSAGPPAAGPHIVTPPSARPRIMAPPVVRMFMRERQLPQSTGRKPQCFWEMRAGREITQ 
MQQEPSSHLQSATQPTTPRPSWAPSVCALSVMDAGKAQPIESSHLSSMSPTQPISHEEQP 
RYEDPDAPLDLSLHPDVAAQPAPQAPYQGYQEPPAPQAPYQGYQEPPPPQAPYQGYQEPP 
AHGLQSSSYPGYAGPWTPRSQHPCYRHPWAPWSQDPVHGHTQGPWDPRAPHLPPQWDGSA 
GHGQDQVSQFPHLQSETGPPRLQLSLVPLVSSSAPSWSSPQPRAPIRPIPTRFPPPPMPL 
QDSMAVGCDSSGTACPSMPFASDYSQGAFTPLDINATTPKRPRVEESSHGPARCSQATAE 
AQEILSDNSEISVFPKDAKQTDYDASTESELD 
>Q81021 
METLATRLDVCQERLLDLYEKDSNKLEDQIEHWKCIRLECALQYKAREMGYKVLQHQALP 
ALAVSKGKGHKAIELQLALETLQKTVYSTEPWTLQDTCLERWNAPPTGCLKRRGQTVDVI 
FDGHQDNTMQYVMWGDIYYQNCDGEGWTKVCSNIDAMGIYYMDAEHKVYYVDFKKEASKY 
GEYGQWEVRMGSSIIFSPASVSSTEEALSISSTGTAEHTRPANSTPRTDNSTKAIPCTPP 
PRKRARVYSTDQQPHSTSDPVGCDNDRHISDDNNKNQGRHTSSGDTTPIVHFKGEPNTLK 
CFRQRIQKYKHLFEQASSTWHWACVPGTTKNRGIVTLTYSSVEQRQQFLVTVRIPPSISM 
SLGVMSL 
>P30025 
MEPLRLADAESLLSETSVIPLTPPAQTPEAYYTESDDETAADFLVRMGRQQTAIRRRRRQ 
TRAAGFVAAFVLVALISGGLGALMCWLAYR 
>P24830 
MKETMMKTLSQRLNVLQDKILEYYEQDSKSIYDQINYWKCVRMENAIFYAARERGMHTID 
HQVVPTINISKCKAYQAIELQMALESVAQTEYNTEEWTLKDTSNELWHTQPKQCFKKQGT 
TVEVWYDGDKCNAMNYVLWGAIYYKNNIDIWCKTEGCVDYWGIYYMNEHLKVYYEVFIQD 
AERYGTSGKWEVHYNGNIIHCPDSMCSTSDGSVPTTELTTELSNTTATHSTATTPCTQKT 
IPPPSRKRPRQCAVTEPTEPDGVSLDHLNNPLHSNSTGHNTRRYLSCGNTTPIIHLKGDK 
NGLKCLRYRLQKYDTLFENISCTWHWIRGKGTKNAGILTVTYATESQRQKFLDTVKIPSS 
VHVSLGYMTL 
>P04008 
MDQTLSKEERNELMDLLQITRAAWGNLSMMKKAYKNVSKLYHPDKGGDSAKMQRLNELFQ 
RVQVTLMEIRSQCGSSSSQGYFSEDFYFGPTTFQYSPMDRDAVREDLPNPGEGSWGKWWR 
EFVNRQCCDDLFCSETMSSSSDEDTPPAAQPPPPPAPSPEEEDEIEFVEETPSSCDGSSS 
QSSYTCTPPKRKKTEEKKPDDFPVCLYSFLSHAIYSNKTMNSFLIYTTLEKARQLYKTVE 
KSKIVVDFKASFSYQDEEGEGCLLFLITLGKHRVSAVKHFCVSQCTFSFIHCKAVVKPLE 
LYKTLSKPPFKLLEENKPGVSMFEFQEEKEQSVNWQEICNFANEANISDVLLLLGIYIDF 
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AVEPGKCGKCEKKQHKFHYNYHKAHHANACLFLESRAQKNICQQAVDQVLAAKRLKLVEC 
SRIELLEERFLQLFDEMDDFLHGEIEILRWMAGVAWYTILLDNSWDVFQNILQLITTSQP 
KKRNVLIKGPINSGKTTLASAFMHFFDGKALNINCPADKLSFELGCAIDQFCVLLDDVKG 
QITLNKHLQPGQGVNNLDNLRDHLDGTIKVNLEKKHVNKRSQIFPPVIMTMNEYLLPPTI 
GVRFALHLHLKPKAYLKQSLEKSDLVAKRILNSGYTILLLLLWYNPVDSFTPKVQEKVVQ 
WKETLEKYVSITQFGNIQQNIIDGKDPLHGIVIEEQM 
>P24907 
MDFYNPYLSKKPTDTKTPKLHTTRQSICRLVPKCFRNPTEKGVVSVSSFALPTYFFKGNE 
NKVYLENGKSMWHLRRPCKNALLEEQSITFHIYDIVETTYSEDRCNDIPFKFQTDIIPNG 
TVLKLLGRTLEGASVCVNVFGQRNYFYVKVPEGGNITYLIKQALNEKFSPSCAYQTEAVK 
KKILSRYDPEEHDVFKVTVSSSLSVYKISDSLVSNGCEVFETNVDAIRRFVIDNDFSTFG 
WYTCKSACPRITNRDSHTDIEFDCGYYDLEFHADRTEWPPYNIMSFDIECIGEKGFPCAK 
NEGDLIIQISCVFWHAGALDTTRNMLLSLGTCSAVENTEVYEFPSEIDMLHGFFSLIRDF 
NVEIITGYNISNFDLPYLIDRATQIYNIKLSDYSRVKTGSIFQVHTPKDTGNGFMRSVSK 
IKISGIIAIDMYIVCKDKLSLSNYKLDTVANHCIGAKKEDVSYKDIMPLFMSGPEGRAKI 
GLYCVIDSVLVMKLLKFFMIHVEISEIAKLAKIPTRRVLTDGQQIRVFSCLLAAARAENY 
ILPVSNDVNADGFQGATVINPIPGFYNNAVLVVDFASLYPSIIQAHNLCYSTLIPHHALH 
NYPHLKSSDYETFMLSSGPIHFVKKHIQASLLSRLLTVWLSKRKAIRQKLAECEDLDTKT 
ILDKQQLAIKVTCNAVYGFTGVASGLLPCISIAETVTLQGRTMLEKSKIFIEAMTPDTLQ 
EIVPHIVKHEPDAKFRVIYGDTDSLFVECVGYSVDTVVKFGDFLAAFTSEKLFNAPIKLE 
SEKTFQCLLLLAKKRYIGILSNDKLLMKGVDLVRKTACKFVQNTSSKILNLILKDPEVKA 
AAQLLSTKDPDYAFREGLPDGFLKVIDILNESHKNLRTGQVPVEELTFSTELSRPISSYK 
TENLPHLTVYKKIITRHEEPPQVHDRIPYVFVGKTTSCISNMAEDPTYTVQNNIPIAVDL 
YFDKLIHGVANIIQCLFKDSSKTVSVLYNFVSTPVLFSYELLTDHSVKA 
>P17473 
MASQRSDFAPDLYDFIESNDFGEDPLIRAASAAEEGFTQPAAPDLLYGSQNMFGVDDAPL 
STPVVVIPPPSPAPEPRGGKAKRSPSAAGSGGPPTPAAAAQPASPAPSPAPGLAAMLKMV 
HSSVAPGNGRRATGSSSPGGGDAADPVALDSDTETCPGSPQPEFPSSASPGGGSPAPRVR 
SISISSSSSSSSSMDEDDQADGAGASSSSSSSSDDSDSDEGGEEETPRPRHSQNAAKTPS 
AAGSPGPSSGGDRPAAGAATPKSCRSGAASPGAPAPAPASAPAPSRPGGGLLPPGARILE 
YLEGVREANLAKTLERPEPPAGMASPPGRSPHRLPKDQRPKSALAGASKRKRANPRPRPQ 
TQTQAPAEEAPQTAVWDLLDMNSSQATGAAAAAASAPAAASCAPGVYQREPLLTPSGDPW 
PGSDPPPMGRVRYGGTGDSRDGLWDDPEIVLAASRYAEAQAPVPVFVPEMGDSTKQYNAL 
VRMVFESREAMSWLQNSKLSGQDQNLAQFCQKFIHAPRGHGSFITGSVANPLPHIGDAMA 
AGNALWALPHAAASVAMSRRYDRTQKSFILQSLRRAYADMAYPRDEAGRPDSLAAVAGCP 
AQAAAAAASQQQPEAPAPSVRVREAYTRVCAALGPRRKAAAAAAAPGTRAPRPSAFRLRE 
LGDACVLACQAVFEALLRLRGGASAVPGLDPSEIPSPACPPEALCSNPAGLETAALSLYE 
LRDLVERARLLGDSDPTHRLGSDELRLAVRAVLVVARTVAPLVRYNAEGARARASAWTVT 
QAVFSIPSLVGGMLGEAVSLLAPPTRSQQPSSSSPGGEPFSGSAAAEGSLQTLPPLWPTV 
PGKQSATVPSSHSQSPQHSQSGGGAGATTATCCRATQTNARSRGQQHQPQKARSPQAAAS 
PAHLSQEAMPGSSSDDRAIHGRPRGKSGKRRSEPLEPAAQAGASASFSSSARGYDPSGPV 
DSPPAPKRRVATPGHQAPRALGPMPAEGPDRRGGFRRVPRGDCHTPRPSDAACAAYCPPE 
LVAELIDNQLFPEAWRPALTFDPQALATIAARCSGPPARDGARLGELAASGPLRRRAAWM 
HQIPDPEDVKVVVLYSPLQDEDLLGGLPASRPGGSRREPLWSDLKGGLSALLAALGNRIL 
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TKRSHAWAGNWTGAPDVSALNAQGVLLLSTGDLAFTGCVEYLCLRLGSARRKLLVLDAVS 
TEDWPQDGPAISQYHIYMRAALTPRVACAVRWPGERHLSRAVLTSSTLFGPGLFARAEAA 
FARLYPDSAPLRLCRSSNVAYTVDTRAGERTRVPLAPREYRQRVLPDYDGCKDMRAQAEG 
LGFHDPDFEEGAAQSHRAANRWGLGAWLRPVYLACGRRGAGAVEPSELLIPELLSEFCRV 
ALLEPDAEAEPLVLPITEAPRRRAPRVDWEPGFGSRSTSVLHMGATELCLPEPDDELEID 
GAGDVELVVEHPGPSPGVAQALRRAPIKIEVVSDDEDGGDWCNPYLS 
>P22153 
MEDSEGTDGTDEDGCRAGGWFHVEAIITHGQSQVSSDEDEDETETREDLDFIDNRVPGDG 
QEVPLQLYAQQIAQDDEATVQALKRKFVASPLSACSCIENDLSPRLDAISLNRKSEKAKR 
RLFETEPPDSGYGNTQMVVGTPEEVTGEDNSQGGRPVDVREEERQGGDGEADLTVHTPQS 
GTDAAGSVLTLLKSSNLKATLLSKFKELYGVGYYELVRQFKSSRTACADWVVCAFRVYYA 
VAEGIKQLIQPHTQYAHIQIQTSSWGMVVFMLLRYNCAKNRDTVSKNMSMLLNIPEKHML 
IEPPKLRSTPAALYWYKTSMGNGSEVYGETPEWIVRQTLIGHSMEDEQFKLSVMVQYAYD 
HDITDESALAFEYAQLADVDANAAAFLNSNCQAKYLKDAVTMCRHYKRAEREQMSMSQWI 
TFRGSKISEEGDWKPIVKFLRHQGVEFVSFLAAFKSFLKGVPKKNCIVFYGPADTGKSYF 
CMSLLQFLGGAVISYANSSSHFWLQPLADSKIGLLDDATAQCWTYIDTYLRNLLDGNPFS 
IDRKHKTLLQIKCPPLMITTNINPLEEDRWKYLRSRVTLFKFTNPFPFASPGEPLYPINN 
ANWKCFFQRSWSRLDLNSPEDQEDNGNTGEPFRCVPGDVARTV 
>P22154 
MDPEGTPGEGVGCTGWFNVEAIVERKTGDVVSEDEDDTEDTGIDLVDFIDDTCGSVQTGD 
EAPGALLHAQETQAHAEAVQVLKRKFVGSPAVSPLGNYNPCVDRDLSPRLNEISLNQGSG 
QAKRRLFLPDSGYGNTEVETSLLQVAGGGGQDVQAGGKENTRPDDGGGDATQLLRCSNLK 
ATLLSKFKSVYGVSFSELVRSFKSDRTTCADWVVGAAGVHHSVAEGLKQLIQPFCSYAHI 
QCLTCDWGVYLLLLARFKCGKNRLTVSKCMSTLLNVQETHMLIEPPKLRSAAAALYWYRT 
GISNVSEVIGETPEWITRQTMFQHGLEDSIFDLSEMVQWAYDHDFTDDSVIAYEYAQLAG 
IDSNAAAFLKSNAQAKYVKDCATMCRHYKRAERQQMTMSQWIKQRCEKTDDGGDWRPIVQ 
FLRYQGVEFIAFLAALKLFLKGIPKKNCIVLFGPPNTGKSYFGMSLIHFLQGSIISYVNS 
NSHFWLQPLADAKVAMLDDATPQCWSYIDNYLRNALDGNPISVDRKHKNLVQMKCPPLLI 
TSNTNAGQDDRWMYLHSRMVVFTFEQPFPFDQNGNPVYELNDKNWKSFFSRTWSRLDLQE 
EEETENDGSTCRAFKCVAGQNLRTV 
>P11806 
MAGRQQELPTITPYLQETSPERAPSLPPKKKLRKNVQVPDRVPVLPPSPEVVPDSEEEEE 
EVVYTGFSHPGVQVVQKASGKRYVRRLEPKGVPPPSEENNEEEEPSTSKAVTSVVLNPQA 
EPLVSAWEKGMDLMIKLMEKYHVEAEEKNGFKFLPEQSNVYRKICQTWLNEEHRGLPLTF 
TSHKTFVEMMGRFLRAYVESYAGVKNNEWEPTGCAIWLHGCTEQEGVLRCYHGLEMIQKE 
QLVEMDVASENAQRALKEHPSRAKVVQNRWGRSVVQLKNDDARCCVEDVSCATNVFSAKS 
CGLFFSEGTKAQTAFLQIEAFMQAEYPKMQNGLKRLLMVMRCDCLYKPTGVPQLGRQMCK 
ATPFALSNVDSLRAEEVTDKVALASIQYPCVLVYQCANPVYRNSRGGQGPNCDFKISAPD 
LLGALQLVRRLWGENVDGPLPKMLIPEFKWSSRLQYRNVALPASHGDGEKEPF 
>P11807 
MAGRQREHPTVTPYLQETSPERPPPLPPKKKLRKNLQVPEQVHAPALSPEVVPDSEEDEE 
VLYHGFSYPGVEVVQKGNGKRQIRRLEKTVIPRDLTPPEEEENNQSGSSKAVTMLITNPQ 
VDPLVSAWEKGMELMNVLMEKYHVENDEKTAFKFLPEQNAVYRKICQTWLNEERRGLSLT 
FTTQKTFTELMGRFLAAYVETYAGVKHHNWDTTGCAVWAHGCTREEGVLRCFHGREMIQK 
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EQVVEVDVGSENGQRALKEQPSKTKVVQNRWGRSVVQIKNDDARCCAEDVSCGNNMFSSK 
SCGLFFSEGLKAQIAFKQMQAFLQAEYPQMQRGQQRILVPLRCECLNKKDLVPQLGRQMC 
KVTPFALSGAEDLKTSEVTDKSALASILHPCVLVFQCANPVYRNSRGSAGPNCDFKISAP 
DVISALQLVRQFWKENVEDPLPKLIIPEFKWSTRLQYRNVALPTGHGDAEVEPF 
>P36780 
METLSARFNALQETLMDLYESGREDLQSQIDHWQTLRQEQILLHYARKNGVMRLGYQPVP 
PLATSEQKAKDAIGMVLLLQSLQRSAYGQEPWTLAQTSLEAVRSPPAYAFKKGPQNIEVV 
YDGDPDNVMSYTIWNFIYYQTVNDTWEKVQGHVDYFGAYYFEGTVKTYYINFDKDAARYG 
RTGVWEVHVNKDIVFAPVTSSSPPTGDGGETSKHTLSRSGSPTTSRLPATTVPTGGSRTS 
SRRYQRKASSPTTRKKRQRQGEGEGEGEGEETNYRRQRSRSKGRTETERGGERRRRGRSS 
SADSTTPTDRRRGRGGGRGPTTRSQSRSRSRSHSRSRSRGGTASRVGVSPDEVGTRVRSV 
GAGHHGRLARLLAEAKDPPLMLLRGDANVLKCYRFRERKKKRGLVKYYSTTWSWVGEDSC 
DRVGRARMILAFDTYEHRQQFIRTMKLPPTVDWSLGNVDDL 
>P36781 
METLANRLDACQDKMLELYEKDSDKLEDQITHWHLLRVENALLYKARECGLTHIGHQVVP 
PLSVTKAKARNAIEVHVALQQLQESAYAHEPWTLRDTSREMWDTAPKGCWKKRGITVEVR 
YDGDESKAMCYVQWRELYVQNYSDDRWVKVPGKVSYEGLYYTHENMNIYYVNFKDDACVY 
GETGKWEVHVGGKVIHHDAFDPVSSTREISTPGPVCTSNTTPASTQAQVGASEGPEQKRQ 
RLEAVDGQHQQQRQGSKDSTQKAAERAGGQVDSDRTRLCDTRSAHPVRHPSDPDCAPVIH 
LRGDPNSLKCFRYRLHHGKRKLYSRSSSTWRWSCESENQAAFVTLWYTSDTQRTEFLNVV 
KVPPGIQVILGYMSIF 
>P36782 
MENLSERFNVLQDQLMNIYEAAEHTLETQIAHWTLLRREAVLLYYARQKGITRLGYQPVP 
TLAVSEAKAKEAIGIMLQLQSLQKSEYASENWTLVDTSAETYNNVPEHHFKKGPVPVEVI 
YDKEPENANVYTMWKYVYYMDPEDVWHKTTSGVNQTGIYYLHGDFKHYYVLFADGARMYS 
KTGQWEVKVNKETVFAPVTSSTPPGSPGQRDPDATSKTPATSSDSTTRSSDKQSQQADPR 
RKGYGRRPSSRTRRQETQQRRSRSRYRSQSNSRSRSQSQTRALGATSVSRSSRSPSVTQI 
RNRRSRSQSRGRGGRGSSTDTTTKRRRSRSSSSNTRKRSQRGERGRGERGGRGKRRDRSS 
STSPTPKRSRAGSRSSRQRGVSPEQVGRSLQSVSSKHRGRLGRLLEEALDPPVIICKGGA 
NTLKCFRNRARHKYTGLFKAFSTTWSWVAGDSTERLGRPRMLISFTSTNQRKDFDETVKY 
PKGVETAYGNLDSL 
>P36783 
MENLSDRFNALQDQLMNIYETAANTLESQIEHWQTLRKEAVLLYFARQNGVTRLGYQVVP 
TLAISEAKAKQAIGMVLQLQSLQKSQFGSEPWSLVDTSGETFRSAPENHFKKGPVSVEVI 
YDNDKDNANAYTMWKHIYYQDDDEQWHKSASGVNHTGIYYMQGTFRNYYVLFADDATRYS 
KTGHWEVKVNKETVFTPVTSSTPPESPGGQADSNTSSKTPTTATDSTSRLSPADSRKQSQ 
QANTKGRRYGRRPSSRTRRTTETRQRRRSRSKSRSRSRSRSRLRSRSRSQSSERRSRYRS 
RSRSRQKEVSRITTTTRGRGRGSSSTSSKRSQRARGRGRGGSRGRRSSSTSPTSSKRSRR 
ESESSRQRGISPSDVGKSLQSVSSRNTGRLGRLLDEALDPPVILVRGDPNTLRCFRNRAK 
QKFTGLYRAFSTAWSWVAGDGTERLGRSRMLISFFSFNQRRDFDQTVKYPKGVDRSFGSF 
DSL 
>P20919 
MAESKEARDQEMNLKEESKEEKRRNDWWKKDPQGPLESDQWCRVLRQSLPEEKIPSQTCI 
ARRHLGPGPTQHTPSRRDRWIRGQILQTEVLQERLEWRIRGVQQAAKELGEVNRGIWREL 
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YFREDQRGDFSAWGGYQRAQERLWGEQSSPRVLRPGDSKRRRKHL 
>P36785 
MDNLSERFNVLQENLMDIYESGQEDIETQIKHWQLLRQEQVLFYYARKNGVMRVGYQPVP 
PLATSEAKAKDAIGMVLLLQSLQKSPYGKEPWTLTQTSLETVRSPPANCFKKGPQNIEVM 
FDNDPENLMSYTVWSFIYYQNLDDTWNKVEGRVDYHGAYYMEGSLKVYYIQFEVDAARFG 
KTGRWEVHVNEDTIFAPVTSSSPAAGEGTDASPINAASRSSPARGLSATSVSTRTTQRTS 
PRRYRRKASSPTATTTRHKRQDIRRSRSTSRGRQAISRGGERRQRRRERSYSRDSSRSPN 
RGRGGSSGGPTTRSQSRSLSRSRSRSRSRSRGSSAGGGVAPEQVGKSVRSVGRNPGGRLT 
RLLEEARDPPVILLRGEANKLKCFRYRAKKRYGSLVKYYSTTWSWVGANTNDRIGRSRML 
LAFNTYDERELFIQKMKLPPGVDWSLGHLD 
>P22379 
MLVQEMLLSLYALLSKEGFRNKVPCLQETWLSTCLFTGLPAEPIPQTARQRRRRKQQLRT 
RRAQLRELEGRILKQILDRGPDQLCQGVTNLALAEKSESS 
>P36786 
MENLSERFNVLQDQLMNIYESAAETLESQIEHWQILRKEAVLLYFARRKGVTRIGYQPVP 
TLAVSEAKAKEAIGMVLQLQSLQKSEYGTEPWSLVDTSAETYRSAPENYFKKGPMPIEVI 
YDKDADNANLYTMWKFVYYVDEDDNWHKSESGVNHTGLYFMQGNFRHYYVLFADDARKYS 
ATGHWEVKVNKETVFTPVTSSTPPDSPGGQRDPNTSSKTPTTTTDSASRLSPTASREQSQ 
QTNTKGRRYERRPSSRTRRQTQTRQKRSRSKSKSRSRSRSRSLSSNRRSRSKSRRKASTT 
RGRGRGSPTATSDQSSRSPSATSSTTSLRSRGSSRVGRSRGGRSRVGRSRGRGKRSRESP 
SPTNTKRSRRQSGSSRLHGVSADAVGTSVHTVSGRNTGRLGRLLEEALDPPVILVRGEPN 
TLRSFRNRAKHMYRGLFSSFSTAWSWVAGDGIERLGRTRMLISFVSFNQRKHFDDTVRYP 
KGVDRSFGSFDSL 
>P36787 
MENLSERFNVLQDQLMNIYETAAQTLEAQIEHWQILRREAVLLYFARQKGVTRLGYQPVP 
ALMVSEAKAKEAIGMVLQLQSLQKSEFGKEPWSLVDTSTETYKSPPENHFKKGPMPIEVI 
YDKDADNANAYTMWRYIYYVDDDDKWHKSASGVNHTGIYFMHGSFRHYYVLFADDARRYS 
NTGHWEVKVNKDTVFTPVTSSTPPESPGGQADSNTSSKTPTTDTASRLSPTGSGERSQQT 
STKGRRYERRPSSRTRRQQAQARQRRSRSKSRSRSRSQSRSRIRSRSRSRSRSESQSSKR 
RSRSRSRRKTSATRGRGPGSPTTTTSDRAARSPSTTSSATSQRSQRSRSRAGSSRGGRGR 
GGRRRHRLSESPTSKRSRRESGSVRLHGVSADAVGTSVHTVSSRHTGRLGRLLEEALDPP 
VILVRGDANTLRSFRNRAKHMYTGLFSSFSTAWSWVAGDGIERLGRSRMLISFISNSQRK 
HFDDAVRYPKGVDRSFGSFD 
>Q80951 
MRMESLADRLDACQEKLLDLYEKDSNKLEDQILHWHYVRLENAMLFKARQAGLTRVGHQM 
VPTLSVTKGKAHKAIEVHLSLQGLQTSAYAHEPWTLQTTSLEMWNTQPQRCWKKKGRRLT 
VKFDGEDHKAVEYVSWGYIYVQSTETDLWYKVPGKVSYKGLYYEMEGQEHYYVTFAQEAQ 
KYGETGKWEVHMGNTVIYEPCASVSSTQDAVREVSTAETAGHLRDNTTQTTTTPTCVGPT 
QTSTSVQTPPHKRQRLHRDREQQPDTTQKDNHKRVDSTDQWINGHRNSTETGDNCDSYSS 
PVIHLKGDPNKLKCFRYRLQHSVPELFDKASSTWHWAGGQSTTRAAFVTLWYVNVEQRKQ 
FLNRVTIPKGIQATAGYMSMCI 
>P36788 
MENLCQRLNACQEKILDYYELDSNKLTDQIDYWKLVRYECAIFYKAREGNMQCINHQVVP 
STVVCKQKAWQAIEIHIALQSLINTDYNTEAWTMRDTSYEMYMTEPKHCFKKEGTTVTVV 
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FDCNKENTMDYIRWKYVYYKTDIGWCKGTGDVDAKGIYYTQGAYKQYYVDFKQEAEKYGT 
GVQWAVHVCGQVICCPEFVSSTCSSNQISTAKTAEPVSNATTQTTEAYVPVGTKETEAPY 
PGKRRRLSGPDTTVTTVTTVTTAATQPGQSVDYTNNNLHSTSGGHHPGRDTSSDQTVFIV 
HLKGDTNSLKCLRYRFKKHKGLYCNVSSTWHWTSNDTNQQGIVTITFNSITQRNNFLTTV 
KIPQSITSTLGIMSL 
>P04015 
MEAIAKRLDACQDQLLELYEENSIDIHKHIMHWKCIRLESVLLHKAKQMGLSHIGLQVVP 
PLTVSETKGHNAIEMQMHLESLAKTQYGVEPWTLQDTSYEMWLTPPKRCFKKQGNTVEVK 
FDGCEDNVMEYVVWTHIYLQDNDSWVKVTSSVDAKGIYYTCGQFKTYYVNFNKEAQKYGS 
TNHWEVCYGSTVICSPASVSSTVREVSIAEPTTYTPAQTTAPTVSACTTEDGVSAPPRKR 
ARGPSTNNTLCVANIRSVDSTINNIVTDNYNKHQRRNNCHSAATPIVQLQGDSNCLKCFR 
YRLNDKYKHLFELASSTWHWASPEAPHKNAIVTLTYSSEEQRQQFLNSVKIPPTIRHKVG 
FMSLHLL 
>P27172 
MDTCVETFFNPYLRRKPRRDWRRCEDNNKNFLQVVPRGVLYDGATGLIKVQSGMEPRMFY 
AEKEYVLNPDKPWPTLRTRGWCRGPYSDDVRFHTYDQVVNLVLADSDEQISPRWNSHVVP 
AGNVIRMFGATDEGVSVCVNVFGQKAYFYCERMQSEDLKNTVYDIADKVPEPCSPFSVSI 
SPVTKSSFYGYGLGHIPNLYRLSFNNWNMCRKIGKRMLEEGRKVYELGVDPLARFLIDRK 
IPSFGWCLARRYSVRAAGYVSRAQLEIDCDVADILPIEEQSNWPFYRCLSFDIECMSGTG 
AFPAAENVDDIIIQISCVCFGVGEMVHHAYDVHADLSTPAVPENHLFTIGPCAPIPDVKI 
YTFPSEYEMLRGFFIFLSWYSPEFITGYNINGFDIKYILTRAEKLYKMDVGQFTKLRRGG 
RMFVFSPEKGKAGFGTSNTVKVFWSGTVVLDMYPVCTAKASSPNYKLDTMAEIYLKKKKD 
DLSYKEIPVQFSAGDEGRAPGGKYCLQDAVLVRELFEMLAFHFEAAAIARLARIPLRKVI 
FDGQQIRIYTCLLEECSGRDMILPNMPSLGHGAAAAIEEAAAGGEGDETSEGENSNNSRT 
VGYQGATVLEPECGFHHVPVCVFDFASLYPSIIMSNNLCYSTLLVEGSPEVPEKDVLRVE 
IGDQCHRFVRENVHRSLLAELLVRWLTQRKLVREAMKQCTNEMQRMIMDKQQLALKVTCN 
AFYGFTGVAAGMLPCLPIAASITKIGRDMLLATAGHIEDRCNRPDFLRTVLGLPPEAIDP 
EALRVKIIYGDTDSVFAAFYGIDKEALLKAVGALAANVTNALFKEPVRLEFEKMFVSLMM 
ICKKRYIGKVHGSQNLSMKGVDLVRRTACGFVKAVVSDVLHMVFNDETVSEGTMKLSRMT 
FDDLKKNGIPCEFGPVVSRLCRARDDLHLKKVPVPELTLSSVLSQELSCYKQKNLPHLAV 
IRRLAARKEELPAVGDRVEYVLTLPDGCKKNVPNYEIAEDPRHVVEAKLSINAEKYYEQV 
VKAVTNTLMPVFPRDMPKREKFFSLVVPQRIYIPDQFLHLCGNVNELARGGDDSDGGDSE 
KENMDTERSSSHEAMET 
>P03070 
MDKVLNREESLQLMDLLGLERSAWGNIPLMRKAYLKKCKEFHPDKGGDEEKMKKMNTLYK 
KMEDGVKYAHQPDFGGFWDATEIPTYGTDEWEQWWNAFNEENLFCSEEMPSSDDEATADS 
QHSTPPKKKRKVEDPKDFPSELLSFLSHAVFSNRTLACFAIYTTKEKAALLYKKIMEKYS 
VTFISRHNSYNHNILFFLTPHRHRVSAINNYAQKLCTFSFLICKGVNKEYLMYSALTRDP 
FSVIEESLPGGLKEHDFNPEEAEETKQVSWKLVTEYAMETKCDDVLLLLGMYLEFQYSFE 
MCLKCIKKEQPSHYKYHEKHYANAAIFADSKNQKTICQQAVDTVLAKKRVDSLQLTREQM 
LTNRFNDLLDRMDIMFGSTGSADIEEWMAGVAWLHCLLPKMDSVVYDFLKCMVYNIPKKR 
YWLFKGPIDSGKTTLAAALLELCGGKALNVNLPLDRLNFELGVAIDQFLVVFEDVKGTGG 
ESRDLPSGQGINNLDNLRDYLDGSVKVNLEKKHLNKRTQIFPPGIVTMNEFSVPKTLQAR 
FVKQIDFRAKDYLKHCLERSEFLLEKRIIQSGIALLLMLIWYRPVAEFAQSIQSRIVEWK 
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ERLDKEFSLSVYQKMKFNVAMGIGVLDWLRNSDDDDEDSQENADKNEDGGEKNMEDSGHE 
TGIDSQSQGSFQAPQSSQSVHDHNQPYHICRGFTCFKKPPTPPPEPET 
>Q80958 
METLSQRLDACQNKILDCYEKDSKCIIDHIDYWKAVRHEYVLYYKARENDINVLNHQMVP 
SLQVCKAKACSAIELQIALEAISNTIYKNEEWTLRDTCDELWRTEPKNCFKKEGQHIEVW 
FDGNKNNCMEYVVWKFIYYNGECGWCKVSSGVDYRGIYYMHDGHKTYYTDFEQEAKKYGC 
TNIWEVHMETESIYCPDSVSSTCRYNVPPVETVNEYNNHRTTTTASTFVGAQDAAVSHRP 
GKRPRASESEPDSSRESYAHCVTTDTDISNNANSRSPRINTQSHCGDKTTPVIHLKGEAN 
RLKCCRYRFQKYKTLFTDVTTTYHWTSTDNKDSSIITILYKDETQRDTFLNVVKIPPSVQ 
VILGQMSCP 
>P03071 
MDKVLNREESMELMDLLGLERAAWGNLPLMRKAYLRKCKEFHPDKGGDEDKMKRMNTLYK 
KMEQDVKVAHQPDFGTWSSSEVPTYGTEEWESWWSSFNEKWDEDLFCHEDMFASDEEATA 
DSQHSTPPKKKRKVEDPKDFPSDLHQFLSQAVFSNRTLACFAVYTTKEKAQILYKKLMEK 
YSVTFISRHMCAGHNIIFFLTPHRHRVSAINNFCQKLCTFSFLICKGVNKEYLLYSALTR 
DPYHTIEESIQGGLKEHDFSPEEPEETKQVSWKLITEYAVETKCEDVFLLLGMYLEFQYN 
VEECKKCQKKDQPYHFKYHEKHFANAIIFAESKNQKSICQQAVDTVLAKKRVDTLHMTRE 
EMLTERFNHILDKMDLIFGAHGNAVLEQYMAGVAWLHCLLPKMDSVIFDFLHCIVFNVPK 
RRYWLFKGPIDSGKTTLAAGLLDLCGGKALNVNLPMERLTFELGVAIDQYMVVFEDVKGT 
GAESKDLPSGHGINNLDSLRDYLDGSVKVNLEKKHLNKRTQIFPPGLVTMNEYPVPKTLQ 
ARFVRQIDFRPKIYLRKSLQNSEFLLEKRILQSGMTLLLLLIWFRPVADFATDIQSRIVE 
WKERLDSEISMYTFSRMKYNICMGKCILDITREEDSETEDSGHGSSTESQSQCSSQVSDT 
SAPAEDSQRSDPHSQELHLCKGFQCFKRPKTPPPK 
>P03073 
MDRVLSRADKERLLELLKLPRQLWGDFGRMQQAYKQQSLLLHPDKGGSHALMQELNSLWG 
TFKTEVYNLRMNLGGTGFQGSPPRTAERGTEESGHSPLHDDYWSFSYGSKYFTREWNDFF 
RKWDPSYQSPPKTAESSEQPDLFCYEEPLLSPNPSSPTDTPAHTAGRRRNPCVAEPDDSI 
SPDPPRTPVSRKRPRPAGATGGGGGGVHANGGSVFGHPTGGTSTPAHPPPYHSQGGSESM 
GGSDSSGFAEGSFRSDPRCESENESYSQSCSQSSFNATPPKKAREDPAPSDFPSSLTGYL 
SHAIYSNKTFPAFLVYSTKEKCKQLYDTIGKFRPEFKCLVHYEEGGMLFFLTMTKHRVSA 
VKNYCSKLCRSFLMCKAVTKPMECYQVVTAAPFQLITENKPGLHQFEFTDEPEEQKAVDW 
IMVADFALENNLDDPLLIMGYYLDFAKEVPSCIKCSKEETRLQIHWKNHRKHAENADLFL 
NCKAQKTICQQAAASLASRRLKLVECTRSQLLKERLQQSLLRLKELGSSDALLYLAGVAW 
YQCLLEDFPQTLFKMLKLLTENVPKRRNILFRGPVNSGKTGLAAALISLLGGKSLNINCP 
ADKLAFELGVAQDQFVVCFEDVKGQIALNKQLQPGMGVANLDNLRTTWNGSVKVNLEKKH 
SNKRSQLFPPCVCTMNEYLLPQTVWARFHMVLDFTCKPHLAQSLEKCEFLQRERIIQSGD 
TLALLLIWNFTSDVFDPDIQGLVKEVRDQFASECSYSLFCDILCNVQEGDDPLKDICDIA 
EYTVY 
>P12978 
MPTFYLALHGGQTYHLIVDTDSLGNPSLSVIPSNPYQEQLSDTPLIPLTIFVGENTGVPP 
PLPPPPPPPPPPPPPPPPPPPPPPPPPPSPPPPPPPPPPPQRRDAWTQEPSPLDRDPLGY 
DVGHGPLASAMRMLWMANYIVRQSRGDRGLILPQGPQTAPQARLVQPHVPPLRPTAPTIL 
SPLSQPRLTPPQPLMMPPRPTPPTPLPPATLTVPPRPTRPTTLPPTPLLTVLQRPTELQP 
TPSPPRMHLPVLHVPDQSMHPLTHQSTPNDPDSPEPRSPTVFYNIPPMPLPPSQLPPPAA 



 33

PAQPPPGVINDQQLHHLPSGPPWWPPICDPPQPSKTQGQSRGQSRGRGRGRGRGRGKGKS 
RDKQRKPGGPWRPEPNTSSPSMPELSPVLGLHQGQGAGDSPTPGPSNAAPVCRNSHTATP 
NVSPIHEPESHNSPEAPILFPDDWYPPSIDPADLDESWDYIFETTESPSSDEDYVEGPSK 
RPRPSIQ 
>P03075 
MDRILTKEEKQALISLLDLEPQYWGDYGRMQKCYKKKCLQLHPDKGGNEELMQQLNTLWT 
KLKDGLYRVRLLLGPSQDPNASTSTSRPGEFYNPDTGGYWSYSYGSAGYSDQQKKYWEEF 
FSKWDVNEDLTCQEELSSSEDEFTPWHPNPPPSPVSISSDSSSSSCDEEYPRNSSRKRKR 
VHANGSPNTPIQPNKRAHTPGGGRTTIRGDTDIPRTPARESQSTFGSYFNSTEELEEEIS 
QTQQSHHNTTPKKPPPTVSPDDFPTILRGFLSHAIFSNKTQNAFIIYSTKEKCEVLYEQI 
DKYNPDYKGIFIMKQTEAFVMFMTPGKHRVAAVKSYCCKFCTVSFLLCKAVTKPLELYNC 
VAKCDDFQILKENKPGLYHFEFCDEKKEVKQIDWNFLTSFAVENELDDPLVIMGHYLEFS 
QCESSCKKCAEALPRMKVHWANHSQHLENAELFLHCKQQKSICQQAADNVLARRRLKVLE 
STRQELLAERLNKLLDQLKDLSPVDKHLYLAGVAWYQCMFPDFEMMLLDILKLFTENVPK 
KRNVLFRGPVNSGKTSLAAAIMNLVGGVALNVNCPADKLNFELGVAIDKFAVVFEDVKGQ 
TGDKRHLQSGLGINNLDNLRDYLDGSVKVNLEKKHVNKRSQIFPPCIVTANEYFFPQTLY 
ARFHKVYNFEVKDFLAKSLEENSYMGRHRVCQSPLTMLIALLWNVPTENFDKSLKEKVET 
EKKVLSDMCNFTTFAEMCLNIQRGADPLEA 
>Q05111 
MSDNKGTKLDPKECCSAWLSLEAECSDSSLDGDLEKLFDEGTDSDISDLIDDGDAVQGNS 
RELFCQQESEESEQQTQLLKRKYISPQAVLQLSPQLESISLSPQHKPKRRLFEQDSGLEC 
SVNEAEDLSETQVEEVPANPPTTAQGTKGLGIVKDLLKHSNVKAVLMAKFKEAFGVGFAE 
LTRQYKSNKTCCRDWVIAVYAVNDDLIESSKQLLLQHCAYIWLHYMPPMCLYLLCFNVGK 
SRETVCRLLSTLLQVSEVQLLSEPPKLRSVCAALFWYKGSMNPNVYAHGAYPEWILTQTL 
INHQSANATQFDLSTMIQFAYDHEYFDEATIAYQYAKLAETDANARAFLQSNSQARLVKE 
CATMVRHYMRGEMKEMSMSTWIHRKLLTVESNGQWSDIVRFIRYQDINFIEFLTVFKAFL 
QNKPKQNCLLFHGPPDTGKSMFTMSLISVLKGKVLSFANCKSTFWLQPIADTKLALIDDV 
THVCWEYIDQYLRNGLDGNYVCLDMKHRAPCQMKFPPLMLTSNIDITKDQKYKYLHSRVK 
SFAFNNKFPLDANHKPQFELTDQSWKSFFKRLWTQLDLSDQEDEGEDGNSQRTFQCTARD 
FNGPV 
>Q05112 
MASPEGTDDEGGGCTGWFHVEAVVKKRTGDIISEDETEEDEGTASDLDGFLDNSNVITTQ 
ADRETAQQLLHAQNTYADTQTLHNLKRKYLGSPLGDISNQQFVCREGVKRRIIDTDVADS 
GYGNTLEVEATQQVQDNTYGSGKQQDGGSQTSVCSRENSIEADSDMDIGATPPQQIQELL 
KSSNVQAKLCYKFKELFGIPFSELVRTFKSDSTCCHDWICAMFGVNETLAEALKTIIKSQ 
CMYYHIQCLTCTWGVVILMLIRYTCGKNRKTIIKSLSSIVNVPSEQMLVQPPKIRSPAVA 
LYFYKTAMSNISDIYGETPEWIQRQTQIQHSFQDCQFELSKMVQWAFDNDVTDDSDIAFY 
YAQLADVDSNAQAFLKSNMQAKYVKDCGIMCRHYKRAQQQQMNMKQWITHICSKVDEGGD 
WRPIVQFLRYQGVDFISFLSYFKLFLRGTPKHNCLVLYGPPNTGKSCFAMSLIQFFQGSV 
ISYVNSHSHFWLQPLDNAKLGMLDDATDACWRYIDEYMRNLLDGNPVSLDRKHKQLVQIK 
CPPVIITTNINPLHDAKLQYLHSRIHVVPFLNPFPIDTNGNPVYQLNNVNWKCFFERTWS 
RLDLNNDEDKENHGDSMPTFRCVPGENSRLF 
>P81174 
MADDTGTDNEGTGCSGWFLVEAIVDKTTGEQVSDDEDETVEDSGLDMVDFIDDRPITHNS 
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LEAQALLNEQEADAHYAAVQDLKRKYLGSPYVSPLGHIEQSVDCDISPRLDAIQLSRKPK 
KVKRRLFQSREITDSGYGYSEVETATQVERYGEPENGCGGGGDGREKEGEGQVHTEVHTE 
SEIEQHTGTTRVLELLKCKDVRATLHGKFKECYGLSFKDLTREFKSDKTTCGDWVVAGFG 
VHHSVSEAFQKLIQPLSTYSHIQWLTNYKCMGMVLLVLLRFKVNKNRCTVARTLATLLNI 
PEDHMLIEPPKIQSSVAALYWFRTSISNASIVTGDTPEWIARQTIVEHGLADNQFKLTEM 
VQWAYDNDYCDESDIAFEYAQRADFDSNAKAFLNSNCQAKYVKDCATMCKHYKNAEMKKM 
SIKQWIKYRSNKIDETGNWKPIVQFLRHQGIEFISFLSKLKLWLHGTPKKNCIAIVGPPD 
TGKSAFCMSLIKFLGGTVISYVNSSSHFWLQPLCNAKVALLDDATQSCWGYMDTYMRNLL 
DGNPMSIDRKHKSLALIKCPPLLVTSNIDITTEERYKYLYSRVTLFKFPNPFPFDSNGNA 
VYELCDANWKCFFARLSASLDIQDSEDEDDGDTSQAFRCVPGTVVRTV 
>Q8BDD6 
METLQARFDAVQEQLLEIYEQDTSSLDVQITYWTLIRHEQALYYYARRQGILRLGIYQVP 
PTGVSEKKAKDAIKMTLFLKSLQKSEFAAQPWSLPETSLERFLAAPENTFKKRGQHVTVI 
YDKDSMNAMEYTLWTEIYAVDDNDQWHKYTSGVDYDGIYFTDAQGNKNYYVSFADDAALY 
SKLGHWEVQYENQVLSPPVTSSLPPGPNRRRGPQTRGHPRHKSASFRRSASSGSDTRDSR 
GRSRSPSSSRSRSRSRSRSPSGSHSRPRAPHVPDQETGRPPGGGGRRGSRDQQQGPGGPA 
PPSPGEVGTRSGPPETKAKGRLAELISAAYDPPVLLLQGCANTLKSFRRRTTQSYPHTFL 
CMSTSWTWASKTCTVKSGHRMLVAFVNSEQRTLFLATVKIPKGVTCLKGSFDGL 
>Q8BDD7 
MDPNLKGITGQSFLDDQAECSESDNSEQGCEESLSDLSDLIDNAECEQGNSAELFAQQEA 
FAFQEHIRTTKRKLKLSFRNPLQCITSQSNRSPGRAAPKRRVLDDSGYNEDILAEVAQVD 
ENGGSEGYGSLASQSLSGQSQKNGKNRVNNGNKENIDCTRLLAASSHRAVQLAIFKEKFG 
ISLNSLTRIFKNDKTCCSNWVGVVFGAREELLAASQTILQRVCDSIMLLTHTCKLGFMGL 
YLLEFKNAKSRDTVRHLFQQILQVENNDMLLEPPKIKSLPAATFWWKLRHSSAAFLFGNL 
PDWIARQTSITHQIQEDQPFDLSAMVQWAYDHNFVDEAQIAYYYARLASEDSNAAAFLRC 
NNQVKHVKECAQMTRYYKTAEMREMSMSKWIKKCLNEIEGTGDWKQIINFIKYQNINFLS 
FLACFRDLLHSVPKRNCLVIVGPPNTGKSMFVMSLMRTLKGRVLSFVNSKSHFWLQPLNA 
AKIAILDDATRPTWSYIDTYLRNGLDGTPVSLDMKHRAPMQICFPPLIITTNVDVAKDPT 
FVYLHSRLMSFEFANAFPLDENGKPALILNELSWKSFFERLWNQLDLTEPEDEDDGDPPS 
PFRCSARAAARDL 
>Q01552 
MPPKRRLVDDADAMEDQDLYEPPASLPKLPGKFLQYTVGGSDPHPGIGHEKDIRQNAVAL 
LDQSRRDMFHTVTPSLVFLCLLIPGLHAAFVHGGVPRESYLSTPVTRGEQTVVKTAKFYG 
EKTTQRDLTELEISSIFSHCCSLLIGVVIGSSSKIKAGAEQIKKRFKTMMAALNRPSHGE 
TATLLQMFNPHEAIDWINGQPWVGSFVLSLLTTDFESPGKEFMDQIKLVASYAQMTTYTT 
IKEYLAECMDATLTIPVVAYEIRDFLEVSAKLKEEHADLFPFLGAIRHPDAIKLAPRSFP 
NLASAAFYWSKKENPTMAGYRASTIQPGASVKETQLARYRRREISRGEDGAELSGEISAI 
MRMIGVTGLN 
(6) 3 Outer capsid proteins 
>P12474 
MASLIYRQLLANSYAVNLSDEIQSVGSGKNQRVTVNPGPFAQTGYAPVNWGPGEVNDSTV 
VQPVLDGPYQPAPFDLPVGNWMLLAPTRPGVVVEGTDNSGRWLSVILIEPGVASETRTYM 
MFGSSKQVVVSNVSDTKWKFVEMVKTAVDGDYAEWGTLLSDTKLYGMMKYGRRLFIYEGE 
TPNATTKGYFITNYASAEVRPYSDFYIISRSQESACTEYINNGLPPIQNTRNVVPVAISS 



 35

RSIKPREVQANEDIVVSKTSLWKEMQYNRDIIIRFKFDNSIIKSGGLGYKWAEISFKAAN 
YQYNYMRDGEEVTAHTTCSVNGVNDFSFNGGSLPTDFAISRYEVIKENSYVYVDYWDDSQ 
AFRNMVYVRSLAANLNDVMCSGGHYSFALPVGQWPVMKGGAVTLHTAGVTLSTQFTDFVS 
LNSLRFRFRLAVEEPSFTITRTRVSKLYGLPAANPNGGKEYYEVAGRFSFISLVPSNDDY 
QTPIMNSVTVRQDLERRLNELREEFNNLSQEIAVSQLIDLAMLPLDMFSMFSGIESTVNA 
AKSMATNVMRKFKSSKLASSVSMLTDSLSDAASSIARSTSVRSIGSTASAWANISEQTQD 
AVSEVATISSQVSQISGRLRLKEITTQTEGMNFDDISAAVLKAKIDRSIQVDQNALPDVI 
TEASEKFIRNRAYRVIDGDEAFEAGTDGRFFAYKVETLEEMPFNMEKFADLVTNSPVISA 
IIDFKTLKNLNDNYGITREQAFNLLRSDPKVLRGFIDQNNPIIKNRIEQLIMQCRL 
>Q08778 
MASLIYRQLLSNSYVTNISDEVSEIGARKTANVTVNPGPFAQTGYAPVNWGHGELSDSTL 
VQPTLDGPYQPTTFNLPIDYWMLIAPTQIGRVAEGTNTTNRWFACVLVELNVQNTQREYV 
LDGQTVQLQVSNDSSTLWKFILFIKLEKNGTYTQYSTLSTSNKLCAWMKREGRVYSYAGV 
TPNASESYYLTINNDDSNVSSDAEFYLIPQSQTELCTQYINNGLPPIQNTRNVVPVSLTS 
REIRHSRAQMNEDIVVSKTSLWKEMQYNRDITIRFKFANSIVKSGGLGYKWSEISFKPMN 
YQYTYTRDGEEITAHTTCSVNGVNDFTYNGGPLPTDFAISRFEVIKENSYVYIDYWDDSQ 
AFRNMVYVRSLAADLNDVVCSGGDYSFALPVGAYPIMSGGAVTLSPAGVTLSTQFTDYVS 
LNSLRFRFRLAVSEPSFSISRTRLSGIYGLPAANPNNSVEYYEIAGRFSLISLVPTNDDY 
QTPIANSVTVRQDLERQLGELREEFNSLSQEIALSQLIDLATLPLDMFSMFSGIKSTVEA 
VKSMTTNIMKKFKTSNLANAISDLTNSMSDAASSISRSASVRSIGSNTTMRISTAIQTGE 
DLRTMTDASTQISNVSRSLRLREFTTQTDNLSFDDISAAVLKTKLDKSTQISQTTIPDII 
SESSEKFIPMRTYRVMDNDTGFETGIDGTFYAYRIDTFDEIPFDVEKFNRLITDSPVLSA 
IIDFKTLKNLNDNYGITKTQAMELLQSNPRTLKEFINSNNPIIRNRIENLIAQCRL 
>P11193 
MASLIYRQLLTNSYSVDLHDEIEQIGSEKTQNVTINPSPFAQTRYAPVNWGHGEINDSTT 
VEPILDGPYQPTTFTPPNDYWILINSNTNGVVYESTNNSDFWTAVVAIEPHVNPVDRQYL 
IFGESKQFNVSNDSNKWKFLEMFRSSSQNEFYNRRTLTSDTRFVGILKYGGRVWTFHGET 
PRATTDSSSTANLNNISITIHSEFYIIPRSQESKCNEYINNGLPPIQNTRNVVPLPLSSR 
SIQYKRAQVNEDIIVSKTSLWKEMQYNRDIIIRFKFGNSIVKMGGLGYKWSEISYKAANY 
QYNYLRDGEQVTAHTTCSVNGVNNFSYNGGSLPTDFGISRYEVIKENSYVYVDYWDDSKA 
FRNMVYVRSLAANLNSVKCTGGSYNFSIPVGAWPVMNGGAVSLHFAGVTLSTQFTDFVSL 
NSLRFRFSLTVDEPPFSILRTRTVNLYGLPAANPNNGNEYYEISGRFSLIYLVPTNDDYQ 
TPIMNSVTVRQDLERQLTDLREEFNSLSQEIAMAQLIDLALLPLDMFSMFSGIKSTIDLT 
KSMATSVMKKFRKSKLATSISEMTNSLSDAASSASRNVSIRSNLSAISNWTNVSNDVSNV 
TNSLNDISTQTSTISKKLRLKEMITQTEGMSFDDISAAVLKTKIDMSTQIGKNTLPDIVT 
EASEKFIPKRSYRILKDDEVMEINTEGKFFAYKINTFDEVPFDVNKFAELVTDSPVISAI 
IDFKTLKNLNDNYGITRTEALNLIKSNPKMLRNFINQNHPIIRNRIEQLILQCRL 
(7) 28 Plasma membrane proteins 
>P01115 
MPAARAAPAADEPMRDPVAPVRAPALPRPAPGAVAPASGGARAPGLAAPVEAMTEYKLVV 
VGARGVGKSALTIQLIQNHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTTGQEEYSAMR 
DQYMRTGEGFLCVFAINNTKSFEDIHQYREQIKRVKDSDDVPMVLVGNKCDLAGRTVESR 
QAQDLARSYGIPYIETSAKTRQGVEDAFYTLVREIRQHKLRKLNPPDESGPGCMSCKCVL 
S 
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>P06167 
MEYWKHTNSTKDTNNELGTTRDRHSSKATNIIMYIFWTTTSTILSVIFIMILINLIQENN 
HNKLMLQEIRKEFAAIDTKIQKTSDDIGTSIQSGINTRLLTIQSHVQNYIPLSLTQQMSD 
LRKFINDLTTKREHQEVPIQRMTHDSGIEPLNPDKFWRCTSGNPSLTSSPKIRLIPGPGL 
LATSTTVNGCIRLPSLAINNLIYAYTSNLITQGCQDIGKSYQVLQIGIITINSDLVPDLN 
PRVTHTFNIDDNRKSCSLALLNTDVYQLCSTPKVDERSDYASTGIEDIVLDIVTSNGLII 
TTRFTNNNITFDKPYAALYPSVGPGIYYKDKVIFLGYGGLEHEENGDVICNTTGCPGKTQ 
RDCNQASYSPWFSNRRMVNSIIVVDKGIDTTFSLRVWTIPMRQNYWGSEGRLLLLGDRIY 
IYTRSTSWHSKLQLGVIDISDFNNIRINWTWHNVLSRPGNDECPWGHSCPDGCITGVYTD 
AYPLNPSGSIVSSVILDSQKSRENPIITYSTATNRVNELAIYNRTLPAAYTTTNCITHYD 
KGYCFHIVEINHRSLNTFQPMLFKTEVPKNCS 
>P25180 
MSGAEGNTNKRTFRAVFRTLIILITLTILALSAAILYEVTHTSNGSESNNQVFDPTDTLN 
AITGNIKSMIALLNQILYNAAIALPLKIDSTESVLLAAIKDLQFSNPASQNCSSGGNLLN 
DALYINGINQYLLSNSFAGTVGLGPLLNIPSFIPSATAPGGCTRIPSFSLTKTHWCYSHN 
VILAGCADSKASNQYLAMGIVEQSSADFPFFRTMRTLYLSDGINRKSCSIVAIPGGCALY 
CYVATKTEQEDYAATTPSELRLTFYYYNETLVERTLTIPNVTGNWATLNPAVGSGVYHLG 
YLAFPVYGGLIQNSAAWNSQFGSYFLPQNPAVQCSGSAEQQINTAKGSYVVNWFSGRLIQ 
SAVLVCPLSDQLTDQCRVVLFNNSETMMGAEGRLYTIGGDLYYYQRSSSWWTASLLYKIN 
TDFSQGLPPLIEAQWVPTYLVPRPGAQPCSAGNFCPANCITGVYADVWPMNNPFPAGSSG 
VNPNYLFGGAFLWADVARVNPTFYMASATQYKNTTGFPNSNQKAAYTSTTCFQNTGSKKI 
YCLFIIEMGSSLMGEFQIVPFLREVIIT 
>Q04463 
MPRPRPRALRGSSPGWALVAAVAVGAALLMATLAVAAPPGPRGPAARSPGLEDASVEPVE 
DGDYDEYDDEGHTPTDVPGSGPESPGPDRPPRGPGGGSGRRRGSPGNGTRSAARRQLRES 
LRRIQAEYAASAFYVCPPPTGATVVQFEEPRPCPDVAAGKNFTEGIAVVFKENIAPYKFT 
ATKYYKEITVSQTWQGSRYLQLTGLYNDRAPVPFSEITDLINGKGRCRSDVTYTRSQRRV 
TAYDGDEWGREVALVPAKTSTPNSRGWYTTDRVYAPNAHAGFYKTGTTVNCIVEEMEARS 
AFPYDSFVLATGEFVYASPFSGFSEDARRERNRYAPDRFRQVDGFYPRDLDSGQRAATPV 
VRNLLTTPTFTVGWDWKPKRPNVCSVTKWQVVEEMVRAEYGSAFRFTSAALSATFTSNLT 
QYPPELIEHSDCVAREAAESIEAIYARRYNASHVRVGGVQYYLAAGGFLLAFQPLLSNSL 
AEMYRREALLGRSGDLAAALAPPPVAAPASGAGPRGTISTTQTVEFARLQFTYDHIQKHV 
NEMLGRIAAAWCQLQNQELVLWNEARKLNPGAIASATVGTRVGARMLGDVMAVSTCIPVS 
PDNVIMQNSMRIPGDPKTCYARPLVSFRYTDEGELVEGQLGEDNEIRLEQNNVEPCTVGH 
KRYFVFGGGYVYFEEYAYSHQVSRADVPVVSTFVDLNLTMLEDHEFLPLEVYTRREIKDS 
GLLDYAEVQRRNQLHALRFSDIDRIMNDSANAALMAGLARFFDGMGDAGKAIGRAVLGVT 
EGLISVVSGVSSFLSNPFGALAVGLLVLAGLVAAFFAMRYIMRLRANPMRALYPLTTSGI 
KAEARAALGSGGDKGGAGDGAAGVEDFDEAKLEAARDMIRYMTLVSAMERTAHKAKKRGT 
SARISAHLTDMVLAAQGAEYQPLSKDDEDGADP 
>P28882 
MFSHQDKVGAFYKNNARANSSKLSLVTDEVEERRSPWFLSILLILLVGILILLTITGIRF 
HQVVKSNLEFNKLLIEDMEKTEAVHHQVKDVLTPLFKIIGDEVGLRLPQKLNEIKQFIVQ 
KTNFFNPNREFDFRELHWCINPPSKVKVNFTQYCEITEFKEATRSVANSILLLTLYRGRD 
DIFPPYKCRGATTSMGNVFPLAVSLSMSLISKPSEVINMLTAISEGIYGKTYLLVTDDTE 
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ENFETPEIRVFEIGFINRWLGDMPLFQTTNYRIISNNSNTKICTIAVGELALASLCTKES 
TILPNLGDEESQNSVLVVILGLFGATHMDQLEEVIPVAHPSIEKIHITNHRGFIKDSVAT 
WMVPALALSEQGEQINCLSSACKRRTYPMCNQTSWEPFGDKRLPSYGRLTLSLDVSTDLS 
INVSVAQGPIIFNGDGMDYYEGTLLNSGWLTIPPKNGTILGLINQASKGDQFIVTPHILT 
FAPRESSTDCHLPIQTYQIQDDDVLLESNLVVLPTQSFEYVVATYDVSRSDHAIVYYVYD 
PARTVSYTYPFRLRTKGRPDILRIECFVWDGHLWCHQFYRFQLDATNSTSVVENLIRIRF 
SCDRLDP 
>P26094 
MNTQILILATSAFFYVRADKICLGHHAVSNGTKVDTLTEKGIEVVNATETVEQTNIPKIC 
SKGKQTVDLGQCGLLGTVIGPPQCDQFLEFSANLIVERREGNDICYPGKFDNEETLRQIL 
RKSGGIKKENMGFTYTGVRTNGETSACRRSRSSFYAEMKWLLSSTDNGIFPQMTKSYKNT 
KKVPALITWGIHHSGSTTEQTRLYGSGNKLITVWSSKYQQSFVPNPGPRPQINGQSGRID 
FHWLMLDPNDTVTFSFNGAFIAPDRASFLRGKSLGIQSDAQLDNNCEGECYHIGGTIISN 
LPFQNINSRTIGKCPRYVKQKSLMLATGMKNVPEAPAHKQLTHHMRKKRGLFGAIAGFIE 
NGWEGLIDGWYGYKHQNAQGEGTAADYKSTQSAINQITGKLNRLIEKTNQQFELIDNEFN 
EIEKQIGNVINWTRDSIIEVWSYNAEFLVAVENQHTIDLTDSEMNKLYEKVRRQLRENAE 
EDGNGCFEIFHQCDNDCMASIRNNTYDHKKYRKEAIQNRIQIDAVKLSSGYKDIILWFSF 
GASCFLFLAIAMGLVFICIKNGNMRCTICI 
>P06817 
MNNATFNCTNINPITHIRGSIIITICVSLIVILIVFGCIAKIFINKNNCTNNVIRVHKRI 
KCPDCEPFCNKRDDISTPRAGVDIPSFILPGLNLSEGTPN 
>P09720 
MDPPLPSLHSPQWASLLQLHHGLMWLRRFAVLVRVYALVVFHIAISTAFCGMIWLGIPDS 
HNICQHESSPLLLVFAPSLLWCLVLIQGERHPDDVVLTMGYVGLLSVTTVFYTWCSDLPA 
ILIDYTLVLTLWIACTGAVMVGDSFRAKRWELICSRVLTSVFFITLWVIGDQTVFHHQRI 
LLYGYGAIVFLMMTVTFYGTRYIRDELPAAQTLRGSLLIYVGLVTMFKITLIVLSPNLWR 
LPWTTVFAAFRSSYCEGGGGS 
>P09723 
MSLRGQVQIARSVFLLRIYILIWVQCLILMSVCAFCWLVLPHRLEQLFSSVRLTLSCLMI 
SIVCLGLLRWAEPNFPKNVWILLTYTLLTSVAVTASGFHFSHRSVIYAMVATVTLFCFLT 
LATYLFARDVELQRSLLTGASTLILLLFAVFSLFPEAVSEILVMIAGLAVIVTSVVCDTQ 
DILHDIEYESYIPGALCLYMDLMYLFVSVLYFMPSEPGSAHTAQTTVAATAAASPQFVS 
>P69539 
MKKSLVLKASVAVATLVPMLSFAAEGDDPAKAAFDSLQASATEYIGYAWAMVVVIVGATI 
GIKLFKKFTSKAS 
>Q98146 
MAAEDFLTIFLDDDESWNETLNMSGYDYSGNFSLEVSVCEMTTVVPYTWNVGILSLIFLI 
NVLGNGLVTYIFCKHRSRAGAIDILLLGICLNSLCLSISLLAEVLMFLFPNIISTGLCRL 
EIFFYYLYVYLDIFSVVCVSLVRYLLVAYSTRSWPKKQSLGWVLTSAALLIALVLSGDAC 
RHRSRVVDPVSKQAMCYENAGNMTADWRLHVRTVSVTAGFLLPLALLILFYALTWCVVRR 
TKLQARRKVRGVIVAVVLLFFVFCFPYHVLNLLDTLLRRRWIRDSCYTRGLINVGLAVTS 
LLQALYSAVVPLIYSCLGSLFRQRMYGLFQSLRQSFMSGATT 
>O12000 
MDVLLGTEELEDELHQLHFNYTCVPSLGLSVARDAETAVNFLIVLVGGPMNFLVLATQML 
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SNRSYSVSTPTLYMTNLYLANLLTVATLPFLMLSNRGLVGSSPEGCKIAALAYYATCTAG 
FATLMLIAINRYRVIHQRTRSGAGSKRQTYAVLAVTWLASLMCASPAPLYATVMAHDSAD 
ALAFETCIIYFSYDQVKTVLATFKILITMIWGITPVVMMSWFYVFFYRRLKLTSYRRRSQ 
TLTFVTTLMLSFLVVQTPFVAIMSYDSYGVLNWPINCDTINKRDAVSMLARVVPNFHCLL 
NPVLYAFLGRDFNKRFILCISGKLFSRRRALRERAGLGAQIVGPVCALPSKTVTLSEETR 
DLSQEIRRLRALGRPPPPPPPPPPPNC 
>O56140 
MEKTVLLLATVSLVKSDQICIGYHANNSTEQVDTIMEKNVTVTHAQDILERTHNGKLCDL 
NGVKPLILRDCSVAGWLLGNPMCDEFINVPEWSYIVEKASPANDLCYPGNFNDYEELKHL 
LSRINHFEKIQIIPKSSWSNHDASSGVSSACPYLGRSSFFRNVVWLIKKNSAYPTIKRSY 
NNTNQEDLLVLWGIHHPNDAAEQTKLYQNPTTYISVGTSTLNQRLVPEIATRPKVNGQSG 
RMEFFWTILKPNDAINFESNGNFIAPEYAYKIVKKGDSTIMKSELEYGNCNTKCQTPMGA 
INSSMPFHNIHPLTIGECPKYVKSNRLVLATGLRNTPQRERRRKKRGLFGAIAGFIEGGW 
QGMVDGWYGYHHSNEQGSGYAADKESTQKAIDGVTNKVNSIINKMNTQFEAVGREFNNLE 
RRIENLNKKMEDGFLDVWTYNAELLVLMENERTLDFHDSNVKNLYDKVRLQLRDNAKELG 
NGCFEFYHKCDNECMESVKNGTYDYPQYSEEARLNREEISGVKLESMGTYQILSIYSTVA 
SSLALAIMVAGLSLWMCSNGSLQCRICI 
>P13102 
MDIRPIIISLLISTCVQADRICVGYLSTNSTEKVDTLLENDVPVTSSIDLVETNHTGTYC 
SLDGISPVHLGDCSFEGWIVGNPACTSNFGIREWSYLIEDPSAPHGLCYPGELDNNGELR 
HLFSGIRSFSRTELIAPTSWGEVNDGATSACRDNTGTNSFYRNLVWFVKKGNSYPVISRT 
YNNTTGRDVLVMWGLHHPVSTDETKSLYVNSDPYTLVSTSSWSKKYKLETGVRPGYNGQR 
SWMKIYWVLMHPGESITFESNGGLLAPRYGYIIEEYGKGRIFQSPIRIARCNTRCQTSVG 
GINTNKTFQNIERNALGNCPKYIKSGQLKLATGLRNVPAISNRGLFGAIAGFIEGGWPGL 
INGWYGFQHQNEQGVGIAADKESTQKAIDQITTKINNIIDKMNGNYDSIRGEFSQVEQRI 
NMLADRIDDAVTDVWSYNAKLLVLLENDKTLDMHDANVRNLHEQVRRTLKANAIDEGNGC 
FELLHKCNDSCMDTIRNGTYNHAEYAEESKLKRQEIEGIKLKSEDNVYKALSIYSCIASS 
VVLVGLILAFIMWACSSGNCRFNVCI 
>P08714 
MTRLPILLLLISLVYATPFPQTSKKIGDDATLSCNRNNTNDYVVMSAWYKEPNSIILLAA 
KSDVLYFDNYTKDKISYDSPYDDLVTTITIKSLTARDAGTYVCAFFMTSTTNDTDKVDYE 
EYSTELIVNTDSESTIDIILSGSTHSPETSSEKPEDIDNFNCSSVFEIATPEPITDNVED 
HTDTVTYTSDSINTVSASSGESTTDETPEPITDKEEDHTVTDTVSYTTVSTSSGIVTTKS 
TTDDADLYDTYNDNDTVPPTTVGGSTTSISNYKTKDFVEIFGITALIILSAVAIFCITYY 
IYNKRSRKYKTENKV 
>P00545 
RMPSGPGHYGASAETPGPRPPLCPASSCCLPTEAMGPRALLVLLMATAWHAQGVPVIQPS 
GPELVVEPGTTVTLRCVGNGSVEWDGPISPHWNLDLDPPSSILTTNNATFQNTGTYHCTE 
PGNPRGGNATIHLYVKDPARPWKVLAQEVTVLEGQDALLPCLLTDPALEAGVSLVRVRGR 
PVLRQTNYSFSPWHGFTIHKAKFIENHVYQCSARVDGRTVTSMGIWLKVQKDISGPATLT 
LEPAELVRIQGEAAQIVCSASNIDVNFDVSLRHGDTKLTISQQSDFHDNRYQKVLTLNLD 
HVSFQDAGNYSCTATNAWGNHSASMVFRVVESAYSNLTSEQSLLQEVTVGEKVDLQVKVE 
AYPGLESFNWTYLGPFSDYQDKLDFVTIKDTYRYTSTLSLPRLKRSESGRYSFLARNAGG 
QNALTFELTLRYPPEVRVTMTLINGSDTLLCEASGYPQPSVTWVQCRSHTDRCDESAGLV 
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LEDSHSEVLSQVPFYEVIVHSLLAIGTLEHNRTYECRAFNSVGNSSQTFWPISIGAHTPL 
PDELLFTPVLLTCMSIMALLLLLLLLLLYKYKQKPKYQVRWKIIESYEGNSYTFIDPTQL 
PYNEKWEFPRNNLQFGKTLGTGAFGKVVEATAFGLGKEDAVLKVAVKMLKSTAHADEKEA 
LMSELKIMSHLGQHENIVNLLGACTHGGPVLVITEYCCYGDLLNFLRRQAEAMLGPSLSV 
GQDPEAGAGYKNIHLEKKYVRRDSGFSSQGVDTYVEMRPVSTSSSNDSFSEEDLGKEDGR 
PLELRDLLHFSSQVAQGMAFLASKNCIHRDVAARNVLLTSGRVAKIGDFGLARDIMNDSN 
YIVKGNARLPVKWMAPESIFDCVYTVQSDVWSYGILLWEIFSLGLNPYPGILVNSKFYKL 
VKDGYQMAQPAFAPKNIYSIMQACWALEPTRRPTFQQICSLLQKQAQEDRRVPNYTNLPS 
SSSSRLLRPWQRTPPVAR 
>P03701 
MRNVCIAVAVFAALAVTVTPARAEGGHGTFTVGYFQVKPGTLPSLSGGDTGVSHLKGINV 
KYRYELTDSVGVMASLGFAASKKSSTVMTGEDTFHYESLRGRYVSVMAGPVLQISKQVSA 
YAMAGVAHSRWSGSTMDYRKTEITPGYMKETTTARDESAMRHTSVAWSAGIQINPAASVV 
VDIAYEGSGSGDWRTDGFIVGVGYKF 
>P88963 
MSSLFISLPWVAFIWLALLGAVGGARVQGPMRGSAALTCAITPRADIVSVTWQKRQLPGP 
VNVATYSHSYGVVVQTQYRHKANITCPGLWNSTLVIHNLAVDDEGCYLCIFNSFGGRQVS 
CTACLEVTSPPTGHVQVNSTEDADTVTCLATGRPPPNVTWAAPWNNASSTQEQFTDSDGL 
TVAWRTVRLPRGDNTTPSEGICLITWGNESISIPASIQGPLAHDLPAAQGTLAGVAITLV 
GLFGIFALHHCRRKQGGASPTSDDMDPLSTQ 
>P69336 
MLHVVPLEWTVEEVVPYLERLAVWLRASVLVAFQLTATVALSVLSWWLMPPPVAELCERG 
RDDDPPPLSHLSLVVPVGCLFLLLRGPSIDRCPRKLPLLLAYCLPHALAFLTLLMCQPSP 
QAFVGAALLALAVDLSCLGASLLGCDPGASLRRLWLPSVLSLLCATALGLWLLRAAAPFF 
LGLHATTLLTVTLMLIHDLSLITCQSSFPESFQPSLRLYVENVALFIGMYHLLRLWLWSP 
>P09343 
MNTQILILTLVAAIHTNADKICLGHHAVSNGTKVNTLTERGVEVVNATETVERRTIPRIC 
TKGKKAIDLGQCGLLGIITGPPQCDQFLEFTADLIIERREGNDVCYPGKFVNEEALRQIL 
RESGGINKETTGFTYSGIRTNGVTSACRRLGSSFYAEMKWLLSNTDNAAFPQMTKSYKNT 
RNEPALIVWGIHHSGSATEQTKLYGSGNKLITVGSSNYQQSFVPSPGARPQVNGQSGRID 
FHWLILNPNDTVTFSFNGAFVAPDRVSFFKGKSMGIQSEVPVDTNCEGECYHNGGTITSN 
LPFQNVNSRAVGKCPRYVKQKSLLLATGMKNVPEIPKKREKRGLFGAIAGFIENGWEGLV 
DGWYGFRHQNAQGEGTAADYKSTQSAIDQITGKLNRLIEKTNQQFELIDNEFTEVEKQIG 
NVINWTRDSITEVWSYNADLLVAMENQHTIDLADSEMNKLYERVRRQLRENAEEDCTGCF 
EIFHKCDDDCMASIRNNTYDHSTYREEAMQNRVKIDPVKLSSGYKDVILWFSLGASCFLL 
LAIAMGLVFMCVKNGNMRCTICI 
>P18450 
MKKLFVVLVVMPLIYGDNFPCSKLTNRTIGNHWNLIETFLLNYSSRLSPNSDVVLGDYFP 
TVQPWFNCIHNNSNDLYVTLENLKALYWDYATENSTWNHKQRLNVVVNGYPYSITVTTTR 
NFNSAEGAIICICKGSPPTTTTESSLTCNWGSECRLNHKFPICPSNSEANCGNMLYGLQW 
FADAVVAYLHGASYRISFENQWSGTVTLGDMRATTLETAGTLVDLWWFNPVYDVSYYRVN 
NKNGTTVVSNCTDQCASYVANVFTTQPGGFIPSDFSFNNWFLLTNSSTLVSGKLVTKQPL 
LVNCLWPVPSFEEAASTFCFEGAGFDQCNGAVLNNTVDVIRFNLNFTTNVQSGKGATVFS 
LNTTGGVTLEISCYNDTVSDSSFSSYGEIPFGVTDGPRYCYVLYNGTALKYLGTLPPSVK 
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EIAISKWGHFYINGYNFFSTFPIDCISFNLTTGDSDVFWTIAYTSYTEALVQVENTAITK 
VTYCNSYVNNIKCSQLTANLNNGFYPVSSSEVGFVNKSVVLLPTFYTHTIVNITIGLGMK 
RSGYGQPIASTLSNITLPMQDNNIDVYCIRSDQFSVYVHSTCKSALWDNVFKRNCTDVLD 
ATAVIKTGTCPFSFDKLNNYLTFNKFCLSLSPVGANCKFDVAARTRANDQVVRSLYVIYE 
EGDNIVGVPSDNSGLHDLSVLHLDSCTDYNIYGRSGVGIIRQTNRTLLSGLYYTSLSGDL 
LGFKNVSDGVIYSVTPCDVSAQAAVIDGTIVGAITSINSELLGLTHWTTTPNFYYYSIYN 
YTNDMTRGTAIDSNDVDCEPVITYSNIGVCKNGALVFINVTHSDGDVQPISTGNVTIPTN 
FTISVQVEYIQVYTTPVSIDCSRYVCNGNPRCNKLLTQYVSACQTIEQALAVGARLENME 
VDSMLFVSENALKLASVEAFNSSETLDPIYKEWPNIGGSWLEGLKYILPSDNSKRKYRSA 
IEDLLFSKVVTSGLGTVDEDYKRCTGGYDIADLVCAQYYNGIMVLPGVANADKMTMYTAS 
LAGGITLGALGGGAVAIPFAVAVQARLNYVALQTDVLNKNQQILASAFNQAIGNITQSFG 
KVNDAIHQTSRGLATVAKALAKVQDVVNTQGQALSHLTVQLQNNFQAISSSISDIYNRLD 
ELSADAHVDRLITGRLTALNAFVSQTLTRQAEVRASRQLAKDKVNECVRSQSQRFGFCGN 
GTHLFSLANAAPNGMIFFHAVLLPTAYETVTAWAGICALDGDRTFGLVVKDVQLTLFRNL 
DDKFYLTPRTMYQPRVATSSDFVQIEGCDVLFVNATLSDLPSIIPDYIDINQTVQDILEN 
FRPNWTVPELTFDIFNATYLNLTGEIDDLEFRSEKLHNTTVELAILIDNINNTLVNLEWL 
NRIETYVKWPWYVWLLIGLVVIFCIPLLLFCCCSTGCCGCIGCLGSCCHSICSRRQFENY 
EPIEKVHIH 
>P52382 
MEKETKSLAWPATAEFYGWVFIFSSIQLCTMVLLTVRFNSFKVGREYAVFTFAGMSFNCF 
LLPIKMGLLSGHWSLPRDFCAILLYIDDFSIYFSSWSLVFMAIERINHFCYSTPLLNENS 
KALAKVCFPIVWIISGVQALQMLNNYKATALQNETPQCFLAFLRSGYDMWLMLVYSVMIP 
VMLVFIYIYSKNFMLLKDELSTVTTYLCIYLLLGTIAHLPKAGLSEIESDKIFYGLRDIF 
MALPVLKVYYIPVMAYCMACDDHTVPVRLCSIWLVNLCKKCFSCTRREKESDLEVGIKML 
>P04661 
MEKTLLFAAIFLCVKADEICIGYLSNNSTDKVDTIIENNVTVTSSVELVETEHTGSFCSI 
NGKQPISLGDCSFAGWILGNPMCDELIGKTSWSYIVEKPNPTNGICYPGTLESEEELRLK 
FSGVLEFNKFEVFTSNGWGAVNSGVGVTAACKFGGSNSFFRNMVWLIHQSGTYPVIKRTF 
NNTKGRDVLIVWGIHHPATLTEHQDLYKKDSSYVAVGSETYNRRFTPEINTRPRVNGQAG 
RMTFYWKIVKPGESITFESNGAFLAPRYAFEIVSVGNGKLFRSELNIESCSTKCQTEIGG 
INTNKSFHNVHRNTIGDCPKYVNVKSLKLATGPRNVPAIASRGLFGAIAGFIEGGWPGLI 
NGWYGFQHRDEEGTGIAADKESTQKAIDQITSKVNNIVDRMNTNFESVQHEFSEIEERIN 
QLSKHVDDSVVDIWSYNAQLLVLLENEKTLDLHDSNVRNLHEKVRRMLKDNAKDEGNGCF 
TFYHKCDNKCIERVRNGTYDHKEFEEESKINRQEIEGVKLDSSGNVYKILSIYSCIASSL 
VLAALIMGFMFWACSNGSCRCTICI 
>P10866 
MEPSKLFTISDNATFAPGPVNNAADKKTFRTCFRILVLSVQAVTLILVIVTLGELVRMIN 
DQGLSNQLSSITDKIRESATMIASAVGVMNQVIHGVTVSLPLQIEGNQNQLLSTLATICT 
SKKQISNCSTNIPLVNDLRFINGINKFIIEDYANHDFSIGHPLNMPSFIPTATSPNGCTR 
IPSFSLGKTHWCYTHNVINANCKDHTSSNQYVSMGILVQTASGYPMFKTLKIQYLSDGLN 
RKSCSIATVPDGCAMYCYVSTQLETDDYAGSSPPTQKLTLLFYNDTVTERTISPSGLEGN 
WATLVPGVGSGIYFENKLIFPAYGGVLPNSTLGVKLAREFFRPVNPYNPCSGPQQDLDQR 
ALRSYFPSYLSNRRVQSAFLVCAWNQILVTNCELVVPSNNQTLMGAEGRVLLINNRLLYY 
QRSTSWWPYELLYEISFTFTNSGQSSVNMSWIPIYSFTRPGSGKCSGENVCPIACVSGVY 
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LDPWPLTPYSHQSGINRNFYFTGALLNSSTTRVNPTLYVSALNNLKVLAPYGTQGLSASY 
TTTTCFQDTGDASVYCVYIMELASNIVGEFQILPVLTRLTIT 
>P03759 
MRNRIMPGVYIVIIPYVIVSICYLLFRHYIPGVSFSAHRDGLGATLSSYAGTMIAILIAA 
LTFLIGSRTRRLAKIREYGYMTSVVIVYALSFVELGALFFCGLLLLSSISGYMIPTIAIG 
IASASFIHICILVFQLYNLTREQE 
>Q08520 
MTSPTNSTMLTYTTNNYYDDDYYEYSTITDYYNTINNDITSSSVIKAFDNNCTFLEDTKY 
HIIVIHIILFLLGSIGNIFVVSLIAFKRNKSITDIYILNLSMSDCIFVFQIPFIVYSKLD 
QWIFGNILCKIMSVLYYVGFFSNMFIITLMSIDRYFAIVHPIKRQPYRTKRIGILMCCSA 
WLLSLILSSPVSKLYENIPHMSKDIYQCTLTNENDSIIAFIKRLMQIEITILGFLIPIII 
FVYCYYRIFTTVVRLRNRRKYKSIKIVLMIVVCSLICWIPLYIVLMIATIVSLYTSNIFR 
HLCLYLNLAYAITFSETISLARCCINPIIYTLIGEHVRSRISSICSCIYRDNRIRKKLFS 
RKSSSSSNII 
>P25465 
MEDYSNLSLKSIPKRTCRIIFRTATILGICTLIVLCSSILHEIIHLDVSSGLMDSDDSQQ 
GIIQPIIESLKSLIALANQILYNVAIIIPLKIDSIETVIYSALKDMHTGSMSNTNCTPGN 
LLLHDAAYINGLNKFLVLKSYNGTPKYGPLLNIPSFIPSATSPNGCTRIPSFSLIKTHWC 
YTHNVILGDCLDFTTSNQYLAMGIIQQSAAAFPIFRTMKTIYLSDGINRKSCSVTAIPGG 
CVLYCYVATRSEKEDYATTDLAELRLAFYYYNDTFIERVISLPNTTGQWATINPAVGSGI 
YHLGFILFPVYGGLIKGTPSYNKQSSRYFIPKHPNITCAGKSSEQAAAARSSYVIRYHSN 
RLLQSAVLICPLSDMHTARCNLVMFNNSQVMMGAEGRLYVIDNNLYYYQRSSSWWSASLF 
YRINTDFSKGIPPIIEAQWVPSYQVPRPGVMPCNATSFCPANCITGVYADVWPLNDPEPT 
SQNALNPNYRFAGAFLRNESNRTNPTFYTASASALLNTTGFNNTNHKAAYTSSTCFKNTG 
TQKIYCLIIIEMGSSLLGEFQIIPFLRELIP 
>P07646 
MMMVARDVTRLPAGLLLAALTLAALTPRVGGVLFRGAGVSVHVAGSAVLVPGDAPNLTID 
GTLLFLEGPSPSNYSGRVELLRLDPKRACYTREYAAEYDLCPRVHHEAFRGCLRKREPLA 
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