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Online Supplementary Materials A.  The learning dataset contains 220 Gram-positive 
bacterial proteins classified into 5 subcellular locations according to the experimental 
annotations. Both the accession numbers and sequences are given. None of the proteins has 

25% sequence identity to any other in the same subset (subcellular location). See the text of 
the paper for further explanation. 
≥

 
(1) 11 Cell wall proteins 
>P09333 
MNKKVVLSVLSTTLVASVAASAFAAPKDGIYIGGNIKKYYSTDVLFEMTPQAKATYASEL 
NAMASDFNNVVFVDYKGKGASIEELFTKGSKVALGEPLKKEDFADLYKVVNKDGSSTATE 
DARAKVDPTPTGDLNVESVSANNLKEVVVTFDKAVDADTAGDKAYYTFTANKLAVDKVTV 
SGKTVVLTLAAKAENQASYELNVDGIKGLVKTTKEVKFFDNTTPTVAAVAAIGPKQVKVT 
FSEPLSAKPSFSVNNGAIAVVADNFVEGTKEVILTLGAQPTASTNTVTVEGGADYASYKV 
EKVTKDFTVVADTTPPTVSVKKASAKQVVLEFSEDVQNVQDKNVVFYHTTKGHEGYKGTI 
LGVDGKEVTISFVNPLPEGQFKIFVDYVVDNGTQISDLWGNKLPEQVITGTFAADTTPPT 
VTKVEAKTNTEIHVTFSETVNGADNKANFTLKGVTGNVIPLTKAEVVDAAKNIYKVVTTE 
PLNGGSYYLTVKGIEDASKNKLVEYTATVAVADTVPPNVKDLDPATPGTDAQLISPTKVK 
IAFTEPMDKASIENKNNYMFNGFNLDSKVTLTATDSNTAVVVDFTNVVGFNGFKNGDAIS 
VGRVLDTAGNPKTEMQTKVNLPNSVSAPLFDKAEVTGKNTVKLYFKELIINAKADDFAVD 
NGEGYKAVNSISNDVVENKSVITLTTGNDLPTTAAGVKVKTVGEVDAKNQYGVAVALTDV 
PADDKIGPNWLKAETVDTNNNGKIDQFKLTFSEALYVASVQDSDFRIEGYTIAGVETKGE 
VVTIKVTELDIDDSDATPTVAVIGSVEDLKRNASGPFEPQKAIDGVSAPDKEAPVVTGVE 
AGKTYNTAVTPDSADKDIKTVVLKKDGKELAGYALKTPISENGSYELVVTDNAGNTTTVK 
FKVDIPAEDKKAPEIKTVTDDKVAVADAPKWEAPKATATDDVDGDISDKIAVTYSSEDAG 
SKVTDLASAQTHLGTAGNTVKVTYNVTDKAGNPATAVSAT 
>P36921 
MLRIYVDAATKGNPGESGGGIVYLTDQSRQQLHVPLGIVSNHEAEFKVLIEALKKAIANE 
DNQQTVLLHSDSKIVVQTIEKNYAKNEKYQPYLAEYQQLEKNFPLLLIEWLPESQNKAAD 
MLARQALQKFYPNKK 
>P13692 
MKKSLLSAVMLSSIALTAVGSPIAAAADDFDSQIQQQDKKIADLQNQQASAQSQIEALEG 
QVSAINTKAQDLLTKQDTLRKESAQLKQEIKDLQERIEKREATIQKQARETQVKNTSSNY 
IDAVLNADSLADAVGRIQAMSTIVKANQDLVQQQKEDKQAVEAKKAENEAKQKELADNQA 
ALESQKGDLLAKQADLNVLKTSLAAEQATAEDKKADLNRKKAEAEAEQARIREQARLAEQ 
ARQQAAQEKAEKEAREQAAAQAAQTQALSSASTTTESSSAAQSSSEESKAPESSTTEEST 
STESSTTTENSSTGSSSTESSSTEESTVPESSTQESTPANTESSSSSSNTNVNNNTNNST 
NNSTNNSTTNNNNNNNTVTPAPTPTPTPAPAPAPNPSGSVNGAAIVAEAYKYIGTPYVWG 
GKDPSGFDCSGFTRYVYLQVTGRDIGGWTVPQESAGTKISVSQAKAGDLLFWGSAGGTYH 
VAISLGGGQYIHAPQPGENVKVGSVQWYTPDFAVSM 
>P35829 
MKKNLRIVSAAAAALLAVAPVAASAVSTVSAATTINASSSAINTNTNAKYDVDVTPSVSA 
VAANTANNTPAIAGNLTGTISASYNGKTYTANLKADTENATITAAGSTTAVKPAELAAGV 
AYTVTVNDVSFNFGSENAGKTVTLGSANSNVKFTGTNSDNQTETNVSTLKVKLDQNGVAS 
LTNVSIANVYAINTTDNSNVNFYDVTSGATVTNGAVSVNADNQGQVNVANVVAAINSKYF 
AAQYADKKLNTRTANTEDAIKAALKDQKIDVNSVGYFKAPHTFTVNVKATSNTNGKSATL 
PVVVTVPNVAEPTVASVSKRIMHNAYYYDKDAKRVGTDSVKRYNSVSVLPNTTTINGKTY 
YQVVENGKAVDKYINAANIDGTKRTLKHNAYVYASSKKRANKVVLKKGEVVTTYGASYTF 
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KNGQKYYKIGDNTDKTYVKVANFR 
>P54423 
MKRRKFSSVVAAVLIFALIFSLFSPGTKAAAAGAIDQAAALENGKEQTGAMKEPEQVKWY 
KVTPGATDIQKNSHMALTVKSDSVLNVSVYPSKEKALKDETFEMYRSFTAEDGKSEVIFP 
YAWSGPYYVKVEYLGEEEPEDGGTAEAAAEAKYTIGYKGTKKQPSDLEEEEACPVEMSVD 
QKKSGKGILDKLRSIRDEQLSQTAEGKELTSLYYKAAPFIVAKLALNKTARNEIYQDLVT 
LKPLFDDVSENGASSSYKVTEKDQKAINRLYDKALQSVPSFLKEEIKKQADRLNMKQLQG 
KTAGAILTENNIAAKSEVQTTKVIFKVKDNKSLSSVHNEMKGFSASAQSKKDISNVKKAK 
KLFDNLYSFELPKDEKQNGAYTASAKRVKSAAATLSKMSNVEFAEPVQEYKSLANDIQYP 
YQWPLKNNGENGGVKNADVKYEPANTLLSKRKLNDTLIAVVDTGVDSTLADLKGKVRTDL 
GHNFVGRNNNAMDDQGHGTHVAGIIAAQSDNGYSMTGLNAKAKIIPVKVLDSAGSGDTEQ 
IALGIKYAADKGAKVINLSLGGGYSRVLEFALKYAADKNVLIAAASGNDGENALSYPASS 
KYVMSVGATNRMDMTADFSNYGKGLDISAPGSDIPSLVPNGNVTYMSGTSMATPYAAAAA 
GLLFAQNPKLKRTEVEDMLKKTADDISFESVDGGEEELYDDYGDPIEIPKTPGVDWHSGY 
GRLNVMKAVSAADLQLKVNKLESTQTAVRGSAKEGTLIEVMNGKKKLGSAKAGKDNAFKV 
NIATQKQDQVLYLKATKGDAKTSYKVVVVKGKPSGTPKVNAVKTKDTAVKGKANSKAMIR 
VKNKSKKVIASAKADAKGTFSVKIKKQKAGTVLYVTAVDTDKKESKEAKVVVEK 
>O07532 
MKKKLAAGLTASAIVGTTLVVTPAEAATIKVKSGDSLWKLAQTYNTSVAALTSANHLSTT 
VLSIGQTLTIPGSKSSTSSSTSSSTTMKSGSSVYTVKSGDSLWLIANEFKMTVQELKKLN 
GLSSDLIRAGQKLKVSGTVSSSSSSSKKSNSNKSSSSSSKSSSNKSSSSSSSTGTYKVQL 
GDSLWKIANKVNMSIAELKVLNNLKSDTIYVNQVLKTKSSGSDTSSKDNSSKSNQTSATT 
KYTVKSGDSLWKIANNYNLTVQQIRNINNLKSDVLYVGQVLKLTGKASSGSSSSSSSSSN 
ASSGTTTTYTVKSGDSLWVIAQKFNVTAQQIREKNNLKTDVLQVGQKLVISGKASSSSSS 
GSSNTTSSTSAKINTMISAAKAQLGVPYRWGGTTPSGFDCSGFIYYVLNKVTSVSRLTAA 
GYWNTMKSVSQPAVGDFVFFSTYKAGPSHVGIYLGNGEFINANDSGVVISNMNNSYWKQR 
YLGAKRYF 
>P0A5B7 
ATTLPVQRHPRSLFPEFSELFAAFPSFAGLRPTFDTRLMRLEDEMKEGRYEVRAELPGVD 
PDKDVDIMVRDGQLTIKAERTEQKDFDGRSEFAYGSFVRTVSLPVGADEDDIKATYDKGI 
LTVSVAVSEGKPTEKHIQIRSTN 
>Q59634 
MFGTPSRRTFLTASALSAMALAASPTVTDAIAAPGPDSWSALCERWIDIITGRRAARTSD 
PRARAIIAKTDRKVAEILTDLVSGSSRQTVLISADLRKEQSPFITKTARAIESMACAWAT 
PGSSYHKDPEILSACIEGLRDFCRLRYNPSQDEYGNWWDWEDGASRAVADVMCILHDVLP 
PEVMSAAAAGIDHFIPDPWFQQPASVKPTANPVQPVVSTGANRMDLTRAVMCRSIATGDE 
KRLRHAVDGLPDAWRVTTEGDGFRADGGFIQHSHIPYTGGYGDVLFSGLAMLFPLVSGMR 
FDIVESARKAFHDQVERGFIPVMYNGQILDDVRGRSISRINESAAMHGISIARAMLMMAD 
ALPTHRAEQWRGIVHGWMARNTFDHLSEPSTLVDISLFDAAAKARPVPESSTPSYFASMD 
RLVHRTADWLITVSNCSDRIAWYEYGNGENEWASRTSQGMRYLLLPGDMGQYEDGYWATV 
DYSAPTGTTVDSTPLKRAVGASWAAKTPTNEWSGGLASGSWSAAASHITSQDSALKARRL 
WVGLKDAMVELTTDVTTDASRAITVVEHRKVASSSTKLLVDGNRVSSATSFQNPRWAHLD 
GVGGYVFATDTDLSADVATRKGTWIDVNPSRKVKGADEVIERAYASLHVTHHDRPVAWAL 
LPTASRSHTMALATRPGVEPFTVLRNDATVQAVRSAGALLTKDPTVVTTLAFWKPATCGG 
VAVNRPALVQTRESANQMEVVIVEPTQKRGSLTVTIEGSWKVKTADSHVDVSCENAAGTL 
HVDTAGLGGQSVRVTLARQVTQTPSGGGRHDRA 
>Q06852 
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MKRKNKVLSILLTLLLIISTTSVNMSFAEATPSIEMVLDKTEVHVGDVITATIKVNNIRK 
LAGYQLNIKFDPEVLQPVDPATGEEFTDKSMPVNRVLLTNSKYGPTPVAGNDIKSGIINF 
ATGYNNLTAYKSSGIDEHTGIIGEIGFKVLKKQNTSIRFEDTLSMPGAISGTSLFDWDAE 
TITGYEVIQPDLIVVEAEPLKDASVALELDKTKVKVGDIITATIKIENMKNFAGYQLNIK 
YDPTMLEAIELETGSAIAKRTWPVTGGTVLQSDNYGKTTAVANDVGAGIINFAEAYSNLT 
KYRETGVAEETGIIGKIGFRVLKAGSTAIRFEDTTAMPGAIEGTYMFDWYGENIKGYSVV 
QPGEIVAEGEEPGEEPTEEPVPTETPVDPTPTVTEEPVPSELPDSYVIMELDKTKVKVGD 
IITATIKIENMKNFAGYQLNIKYDPTMLEAIELETGSAIAKRTWPVTGGTVLQSDNYGKT 
TAVANDVGAGIINFAEAYSNLTKYRETGVAEETGIIGKIGFRVLKAGSTAIRFEDTTAMP 
GAIEGTYMFDWYGENIKGYSVVQPGEIVAEGEEPTEEPVPTETPVDPTPTVTEEPVPSEL 
PDSYVIMELDKTKVKEGDVIIATIRVNNIKNLAGYQIGIKYDPKVLEAFNIETGDPIDEG 
TWPAVGGTILKNRDYLPTGVAINNVSKGILNFAAYYVYFDDYREEGKSEDTGIIGNIGFR 
VLKAEDTTIRFEELESMPGSIDGTYMLDWYLNRISGYVVIQPAPIKAASDEPIPTDTPSD 
EPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPS 
DEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEE 
PIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEP 
TPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDE 
PTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPSD 
EPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEP 
IPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPT 
PSDEPTPSDEPTPSDEPTPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEP 
TPSETPEEPIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSET 
PEEPIPTDTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSDEPTPSETPEEPT 
PTTTPTPTPSTTPTSGSGGSGGSGGGGGGGGGTVPTSPTPTPTSKPTSTPAPTEIEEPTP 
SDVPGAIGGEHRAYLRGYPDGSFRPERNITRAEAAVIFAKLLGADESYGAQSASPYSDLA 
DTHWAAWAIKFATSQGLFKGYPDGTFKPDQNITRAEFATVVLHFLTKVKGQEIMSKLATI 
DISNPKFDDCVGHWAQEFIEKLTSLGYISGYPDGTFKPQNYIKRSESVALINRALERGPL 
NGAPKLFPDVNESYWAFGDIMDGALDHSYIIEDEKEKFVKLLED 
>P35824 
MKSLLRKWNGMMIIALVISLLTPAWGKASAQSLGQESGGVQPQSAGVTDDVYVLSRDGTF 
RLPVGHINVNVDAPPQKTNYVALFTSGAQVTNSQETDKVFVKKTNTAIAVDKHDQVIRVI 
GPTAVPPTGSTWEENQNLPIPEGGYVLLANDSSWGTSVTRKPLFEHYKTGDTVSLHKGGQ 
VVHAGDFLNPDPGLNLVTASGTTVTSPDFTVSGQVVRYGSGQGISLTVNGTEAALKADGA 
FQSAVRLTAGTNAISVKLLKDGREIVSSTVTVTYNDAQQPADLIEVEAAPIDITISIEGP 
AHAIGYVDQDIAGIDDTVALFTNDWGPQITVPQFNVAVQVDAGSKVTKVVNPSIDGKTPA 
WTGPTDLEIPSGGYVLVAQDTSYAGKNIKKYLATYFKVGDAIKLRKNGFAVPVKDLMGTG 
GPIARVTLDNYAMYTETKPSTELSGTITNMDDPSKIALTVNGTPLPFGPDGKFKTSYTLA 
EGINYLDLVVTKEGKEQDSKDLVVYSRPGFSTGKKVILWVDQAANARKFQTGDNVANFLR 
TAKENGVTSVVFDVKGVEGYVSYKKSTLTGRPYVSAIKAPEKAGSNPDLDLLQEFIRYSR 
ELGLDIHVSFNIFAEGSIASNEFALLDSHLDWEERVYNAADNGQIKRLRESAKQGAVAFV 
NPSNDEVRDFQLKTIEEVLQNYDVDGVVLDRARYDNESADFSDLTKAKFESFLGARGKQL 
QNWPDDVFTYAGNVRKDGPLIRDWWEFRSKTIKSFTSEVRQLTDRVKAEKGKKIEVSAYV 
GSWFESYYLNGVHWGSTEFRYDERLRMKDKSVYTPGYYESGYVKNLDFIMIGAYQTTAPE 
IEHYITLGNIVTNGEVPLYAGIALTNVQEPALQRDVFQAGLVNTHGLMLFDASQVNWPVA 
GAALRNLVYVRDYQLGISLPDSPDSFLEGSYYNTNLIENNIGVLTDTFGYSTGNSRFGVE 
AVVDSSGKVTSVPNKTQAMTWNWGKPDETNSVIPKGGFVVSTLDASGIRTKRQLVANAYE 
TGDSVRAAALSGFLAYEGLRTSADSVTFRGKVDVLGPGKASVTVNGQEAALREDGTFQAD 
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TVIRPGANPVVIIVRVDGFKTNEKTVTIIGDEAAVKALKLDRGTYSMNKGESLRLAVTAE 
YSSSSTDVTGQAAYASLDPAVVSVDATGRITALREGSGTVQATYEGHTATARVSVTSGST 
GGGSDTGSGTGSGSGGGSAGGGGTAPSGPERTSVTETKDSDGRNLTLVSADAGVMEAEIA 
ALQGKAAPVLSYEIPGEEPAGIVSLPGTALAKRFAGSPGAILSVSSHLGAIELPAGLLEA 
DLPAVGSFDLLVQIGRTAADETADLRPGGERRHAGTRHAGCFPCFAENRRRNKRNRRLRK 
LRPKNRKLAGSGRPLTAPRRWSWTRPPECSASCPPASNRPGARRRPLSATEAGGPTRWSP 
PRSASPTLHPTGRARMSSCWPRSIVDGMGAGGFSPDEALTRAQFAALLTRALALDPAPAA 
ADFTDIPGDAWYAGAVARRSGPARGRFRNRGVPTRRGADTRTDERDAHARREAGRYPDGG 
ELRCRCAGALRGPGRNLRLGGRCRFAGGGSRPAGRTRGRTLRARPARLPVRKARPC 
>P35825 
MDRKKAVKLATASAIAASAFVAANPNASEAATDVATVVSQAKAQFKKAYYTYSHTVTETG 
EFPNINDVYAEYNKAKKRYRDAVALVNKAGGAKKDAYLADLQKEYETYVFKANPKSGEAR 
VATYIDAYNYATKLDEMRQELEAAVQAKDLEKAEQYYHKIPYEIKTRTVILDRVYGKTTR 
DLLRSTFKAKAQELRDSLIYDITVAMKAREVQDAVKAGNLDKAKAAVDQINQYLPKVTDA 
FKTELTEVAKKALDADEAALTPKVESVSAINTQNKAVELTAVPVNGTLKLQLSAAANEDT 
VNVNTVRIYKVDGNIPFALNTADVSLSTDGKTITVDASTPFENNTEYKVVVKGIKDKNGK 
EFKEDAFTFKLRNDAVVTQVFGTNVTNNTSVNLAAGTFDTDDTLTVVFDKLLAPETVNSS 
NVTITDVETGKRIPVIASTSGSTITITLKEALVTGKQYKLAINNVKTLTGYNAEAYELVF 
TANASAPTVATAPTTLGGTTLSTGSLTTNVWGKLAGGVNEAGTYYPGLQFTTTFATKLDE 
STLADNFVLVEKESGTVVASELKYNADAKMVTLVPKADLKENTIYQIKIKKGLKSDKGIE 
LGTVNEKTYEFKTQDLTAPTVISVTSKNGDAGLKVTEAQEFTVKFSENLNTFNATTVSGS 
TITYGQVAVVKAGANLSALTASDIIPASVEAVTGQDGTYKVKVAANQLERNQGYKLVVFG 
KGATAPVKDAANANTLATNYIYTFTTEGQDVTAPTVTKVFKGDSLKDADAVTTLTNVDAG 
QKFTIQFSEELKTSSGSLVGGKVTVEKLTNNGWVDAGTGTTVSVAPKTDANGKVTAAVVT 
LTGLDNNDKDAKLRLVVDKSSTDGIADVAGNVIKEKDILIRYNSWRHTVASVKAAADKDG 
QNASAAFPTSTAIDTTKSLLVEFNETDLAEVKPENIVVKDAAGNAVAGTVTALDGSTNKF 
VFTPSQELKAGTVYSVTIDGVRDKVGNTISKYITSFKTVSANPTLSSISIADGAVNVDRS 
KTITIEFSDSVPNPTITLKKADGTSFTNYTLVNVNNENKTYKIVFHKGVTLDEFTQYELA 
VSKDFQTGTDIDSKVTFITGSVATDEVKPALVGVGSWNGTSYTQDAAATRLRSVADFVAE 
PVALQFSEGIDLTNATVTVTNITDDKTVEVISKESVDADHDAGATKETLVINTVTPLVLD 
NSKTYKIVVSGVKDAAGNVADTITFYIK 
(2) 79 Cytoplasm proteins 
>Q8G4V2 
MSPEALSELISSIAHNLVAAGQAGALTDELIPPVDKLAVMRPKDRAHGDWASNIAMQLAK 
KAGMKPRDLAEPFAAALAEADGIAKVEVAGPGFINITLDSASAAAVVDAVLAAGAVTDAD 
KHLNKVNEYGRNDHLGGQTLNLEFVSANPTGPIHIGGTRWAAVGDAMARVLEANGAKVVR 
EYYFNDHGEQINRFAKSLVAAWAEANNLGEAGYQTETPCDGYKGAYINEIAARVQAEAES 
DGVDLTALAHQDQGLNDDGEPLGEADTEVREEFRKRAVPMMFDEIQKSMKDFRVNFDVWF 
HENSLYADGKVDAAIEELKSRGDIFDKDGATWFESTKHGDDKDRVIIKSNGEFAYFAADI 
AYYWDKRHRAENSADVAIYMLGADHHGYIGRMMAMCAAFGDEPGKNMQILIGQLVNVMKD 
GKPVRMSKRAGNVVTIDDLVSVVGVDAARYSLARSDYNQNFDIDLALLASHTNDNPVYYV 
QYAHARSKNVDRNAAAAGISYEGADLALLDTEADGEVLAALAQFPSVLATAADDRQPHKV 
ARYLEELAATYHKWYNVERVVPMALTDPETRGDDEARKALEIAKNPEPARAAARLKLNDA 
VQQVIANGLDLLGVTAPEKM 
>Q03377 
MIKGINHITYSVSNIAKSIEFYRDILGADILVEGETSAYFNLGGIWLALNEEKNIPRSEI 
KYSYTHIAFTISDNDFEDWYIWLKENEVNILEGRDRDIRDKKSIYFTDLDGHKLELHTGS 
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LEDRLSYYKEAKPHMNFYI 
>P81101 
SKEVLTQTKEKMEKAIAAYQRELATVRAGRANPSLLDKVTVEYYGAQTPLNQLSSINVPE 
ARMLVITPYDKTAIGDIEKAILKADLGLTPTSDGNMIRIAIPALTEERRKELVKVVKKYA 
EEAKVAVRNVRRDANDDLKKLEKNGDITEDELRASTEDVQKLTDEYVSKIDSVTKDKEKE 
IMEV 
>P06632 
TVPSIVLNDGNSIPQLGYGVFKVPPADTQRAVEEALEVGYRHIDTAAIYGNEEGVGAAIA 
ASGIARDDLFITTKLWNDRHDGDEPAAAIAESLAKLALDQVDLYLVHWPTPAADNYVHAW 
EKMIELRAAGLTRSIGVSNHLVPHLERIVAATGVVPAVNQIELHPAYQQREITDWAAAHD 
VKIESWGPLGQGKYDLFGAEPVTAAAAAHGKTPAQAVLRWHLQKGFVVFPKSVRRERLEE 
NLDVFDFDLTDTEIAAIDAMDPGDGSGRVSAHPDEVD 
>Q828D2 
MWCYRGGSISTEPRINDRIRVPEVRLVGPSGEQVGIVPLAKALELAQEYDLDLVEVAASA 
RPPVCKLMDYGKFKYESAMKAREARKNQAHTVIKEMKLRPKIDPHDYDTKKGHVVRFLKQ 
GDKVKITIMFRGREQSRPELGYRLLQRLATDVEDLGFVESSPKQDGRNMIMVLGPHKKKT 
EAMAEAREAQAARKAEAKANPGRSQNAADEDIPEGELPEGEVPEAETTEAAEAPAEASTE 
A 
>Q49900 
MSSSILNELGWRGLVAQSTDLDALADELRRGPMTVYAGFDPTAPSLHVGHLVPLLVLRRF 
QRAGHRPIVLAGGATGMIGDPRDIGERTLNEAYTVAEWAERIRGQLERFVEFDDVAKSRN 
GAIVVNNLEWTSPMSAIEFLRDVGKHFSINLMLDRDTIRRRLNGQGISYTEFSYMLLQAN 
DYAELHQRHGCALQIGGSDQWGNIIAGVRLVRQKLGATVHALTVPLVTAADGAKLGKSTG 
GGSLWLDPEMTSPYAWYQYFINTSDADVIRYLRWFTFLLPEELVELEQTTVSRPQERAAQ 
RRLATELTVLVHGAAATQAVEHASRALFGQGELARLDEATLATALRETVVAELKPGNPDG 
IVDLLVASGLSPSRGAARRTIDEGGVLVNNIRIQSEEWTPRTSDFLHGRWLVLRRGKRNI 
AGIERV 
>P39774 
MKSLYTPTDYYMIRVPLVHQDLKNENSQDIDQLLHDLCNDSLFREQILVSSRTLYETIHT 
FLQAPDKLKGKKKRNFQQAILKYATRRATRTTPFGLFSSVGIGSFSDKNHLSFNQHSFYK 
KARVDLEWLYQLIRKLENEYTDRLSFTLNSACYIKGDRAYLLYSTDGKSEEVSVRATSVF 
YLINELCGESAAYQDIIRCLIDNYPNTPINKINQYVADLIDKEFLISNLRPPMTVSDQFQ 
YLIDQAESRHIPNELIQACKDIQYQIDAYNRITIGEGEHQYLNLIETMNKLIKASSPLQV 
DAGLADSSIQLDNETSLAISELASMFTYMASPSANTLDHLEKYHNVFLERYGYEREVPLL 
EMLCSSTGIGAPATYTNPANEFFEETSFGEQFSPEMKQFFMRKYFESVRKKAPIQLDDET 
FHRICNSEIADEEIPLSFELNFFVKLRNGRVKLYLGPNVGSTRAGKTFGRFSHMSDSISE 
IIKTLHNKEKELTECNTKVCELSIVPNQTRSGNVTRNVSYREKEMSLFTNSALHLNDSVK 
AEDILIGINKDHNFYARHKTTGEILSFESNHMFNPLLMTNAVRFLLEISRDGKRKWNDFP 
WFSIYSDFKYIPEIKYKEITLSCEQWLIYKNDLSMHSNASLEEIKSPFFEFHRTYELPQT 
FYIVNADNRLLIDIENDCTLDVFFWELKKTNHNQPLQLVAVEHDADALMDRNQNDYSGEI 
VVPLLRKQPEKPLYLPVLNAIEGSGSDRIKMPFEDWLFIKLYCKQTREEELIAFEIADFY 
NQISDQYPVRHFFMRYRDPKPHIRLRFNGKAEVLYSLFPQLLNWLKSLREKGLVSESVIT 
QYEREIERYGGLSLMEAAEQLFCEDSKVVEMMIRMHRMKDITISKEIAGMVSVIQFLEQF 
ELTFEEQLTFLERNSLQNEYRTEFKKDREMYIEICNSDRDWDNLKKTSDGGMLYETLKTR 
KMAAAHYAFLIKKAFDNKDEVYSRIGSIIHLHCNRLFGTDRELENKILTLCRHSLYAQRY 
QKMNGSLAWK 
>P38037 
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MEKLTYYQEITFNGKKQKRKKEEVIKMTGKVTKMHSTKNYDVLLENDQEIKAYISGKMSL 
HNIKLIPGDMVDVEISPFNLTLGRIVFRHK 
>Q9CGK1 
MANKKLAFQDIILTLQGFWSKQGANLMQAYDNEVGAGTMSPYTFLRSNGPEPWGAAYVQP 
SRRPADGRYGENPNRLFQHHQFQVVLKPSPKNIQELYLQSLAELGIDALEHDIRFVEDNW 
ENPSMGCAGIGWEVWIDGQECTQFTYFQQVGGIEVDSVTSEITYGLERIATVIQEVDSVY 
DLEWGNGVAYGDIFKEPEYEHSKFAFEESNQELLLKLFGEYEQEALDLLDKGLVHPAYDY 
ILKSSHTFNLLDARGAVSVTERAGYMHRVRTMARKVAKTFIEERAKLGFPLLKDEALREK 
YLGKKGKYTKIVEGEEK 
>P0A0I7 
MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDI 
QLSTDINGIKLGSEIRKHDPVGNIIFVTSHSELTYLTFVYKVAAMDFIFKDDPAELRTRI 
IDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYDDIMFFESSTKSHRLIAHLDNRQI 
EFYGNLKELSQLDDRFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRNVKKI 
>P16400 
MSLNLRDLEYFYQLSKLRSFTNVAKHFRVSQPTISYAIKRLETYYDCDLFYKDSSHQVVD 
LTPEGELLAMRTNEILSELNHTKKAIHRSSMKDFKVGFPPIISSYLLSKQDNLNFFNALH 
MIYGGSNELLSLLLNEEIDSSLLGSLEKIKHPQLEIEELFQKEFFIIMSDSHPLANEKEL 
GFKDLLNEDFILLGEHNIHFNAFNRLNEKYNQSANVVLKLDDAHTIKELVRKNLGISLMA 
DIRLSEDFKNLVKVPFIEEDKQFFHINYAYQKNSILSESEKNFLEILKTLK 
>P47722 
MNYNSLFDHTLLRADASVEEIKQLCDEAVKFNFFSVCVNPSYVPYVKEQLHNSSVKICTV 
VGFPLGQTSTKQKVYETKIAIKEGADEIDMVLNISEFKENCACVVNEIRKYKKVCKKKIL 
KVIVETALLSENEIEKATLVVIDGGADFIKTSTGFSSRGASIKDIEIMKNVIEKNNSKLK 
IKASGGIKTLTFVEELIKAGAERIGSSKSVEIIKETLNKN 
>P25151 
MRTFEQLTASQQKEVERQLQLYMTGAHEVIPPEELKAKLVKSISTGTPLKIKLGLDPSAP 
DVHLGHTVVLNKLRQFQENGHIVQLLIGDFTGKIGDPTGKSAARKQLTDEEVQHNAKTYF 
EQFGKVLDPEKVELHYNSKWLKTLNLEDVIELAGKITVARLMERDDFEERIAMQKPISLH 
EFFYPLMQGYDSVVLESDIELGGTDQHFNVLMGRHFQERYNKEKQVVILMPLLEGLDGVE 
KMSKSKHNYIGINEHPNDMYGKTMSLPDSLMKKYIHLATDLELEEKKQLVKDLETGAVHP 
RDAKMLLARTIVRMYHGEKAAEAAEHSFKTVFQENSLPEDIPAVNWKGEKTIAMIDLLVK 
LKLLSSKSEARRMIQNGGVRIDGEKVTDVHAKAEIRENMIIQVGKRKFLKLQ 
>Q9EYW6 
MYQLQFINLVYDTTKLTHLEQTNINLFIGNWSNHQLQKSICIRHGDDTSHNQYHILFIDT 
AHQRIKFSSIDNEEIIYILDYDDTQHILMQTSSKQGIGTSRPIVYERLV 
>O32221 
MEQKTLQVEGMSCQHCVKAVETSVGELDGVSAVHVNLEAGKVDVSFDADKVSVKDIADAI 
EDQGYDVAK 
>Q9CJ45 
MATLLEKTRKITAILQDGVTDLQQELPYNSMTERLANVIDCNACVINTKGELLGYSLPYN 
TNNDRVDQFFYDRKLPDEYVRAAVRIYDTMANVPVDRPLAIFPEESLGDFPKGVTTLAPI 
YGSGMRLGTFIMWREDGEFTDDDLVLVELATTVIGVQLSNLKLEQMEENIRKDTMATMAV 
NTLSYSEMKAVKAIIEELDGEEGHVIASVIADKIGITRSVIVNALRKLESAGVIESRSLG 
MKGTYLKVLNTGLFDKLAGRNF 
>P27623 
MKKVITYGTFDLLHWGHIKLLERAKQLGDYLVVAISTDEFNLQKQKKAYHSYEHRKLILE 
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TIRYVDEVIPEKNWEQKKQDIIDHNIDVFVMGDDWEGKFDFLKDQCEVVYLPRTEGISTT 
KIKEEIAGL 
>P11540 
KKAVINGEQIRSISDLHQTLKKELALPEYYGENLDALWDCLTGWVEYPLVLEWRQFEQSK 
QLTENGAESVLQVFREAKAEGCDITIILS 
>O07151 
MSAPVHPVPGADGGDPLRPATPGLRSPQVPIQVPAGSTAAAAVSEAGLPTHGAPDAIVVV 
RDADGKLRDLSWVPDVDVEVTPVPVNTDDGRSVIRHSTAHVLAQAVQDLFPQAKLGIGPP 
ITDGFYYDFDVAEPFTPEDLKALEKRMRQIVKEGQLFSRRIYESKEQARTEWAGEPYKLE 
LVDDESGDAEIMEVGGDELTAYDNLNARNGERIWGDLCRGPHIPTTKHIPAFKLTRSSAA 
YWRGNQKNASLQRIYGTAWESQEALDRHLEMITEAQRRDHRKLGIELDLFSFPDEIGSGL 
AIFHPKGSIVRREMEEYSRRKHIEAGYQFVNTPHITKAQLFHTSGHLDWYAEGIFPPMHL 
DAEHNDDGTVRKPGQDYYLKPMNCPMHTLIFSSRGRSYRELPLRLFEFGTIYRYEKSGVV 
HGLTRARGFTMDDSHIFCTREQLHCELASLLRFVLDLLGDYGLEDFYLELSTKDPEKFVG 
SEEIWEEATAALAEVAENSTLPLVPDPGGAAFYGPKISVQVRDALGRSWQMSTIQVDFNF 
PERFALEYTSADGTRQRPVMIHRALFGSIERFFGILTEHYAGAFPAWLAPIQVVGIPVTG 
EHVSYLEEVAAQLKSCGVRTEVDVSDDRMAKKIVRHTNQKVPFMLLAGDRDVRTGSVSFR 
FGDRTQINGVARDSAVEAIVCWIVDRENDFPTAELVKVTG 
>O34559 
MGSMDQSIAVKSPLTYAEALANTIMNTYTVEELPPANRWHYHQGVFLCGVLRLWEATGEK 
RYFEYAKAYADLLIDDNGNLLFRRDELDAIQAGLILFPLYEQTKDERYVKAAKRLRSLYG 
TLNRTSEGGFWHKDGYPYQMWLDGLYMGGPFALKYANLKQETELFDQVVLQESLMRKHTK 
DAKTGLFYHAWDEAKKMPWANEETGCSPEFWARSIGWYVMSLADMIEELPKKHPNRHVWK 
NTLQDMIKSICRYQDKETGLWYQIVDKGDRSDNWLESSGSCLYMYAIAKGINKGYLDRAY 
ETTLLKAYQGLIQHKTETSEDGAFLVKDICVGTSAGFYDYYVSRERSTNDLHGAGAFILA 
MTELEPLFRSAGK 
>P26900 
MKKLLMLTTGGTIASVEGENGLAPGVKADELLSYVSKLDNDYTMETQSLMNIDSTNMQPE 
YWVEIAEAVKENYDAYDGFVITHGTDTMAYTSAALSYMLQHAKKPIVITGSQIPITFQKT 
DAKKNITDAIRFACEGVGGVYVVFDGRVIQGTRAIKLRTKSYDAFESINYPYIAFINEDG 
IEYNKQVTEPENDTFTVDTSLCTDVCLLKLHPGLKPEMFDALKSMYKGIVIESYGSGGVP 
FEGRDILSKVNELIESGIVVVITTQCLEEGEDMSIYEVGRRVNQDLIIRSRNMNTEAIVP 
KLMWALGQSSDLPVVKRIMETPIADDVVL 
>P0A4V0 
MKPICIIPARSGSKGLPDKNMLFLAGKPMIFHTIDAAIESGMFDKKDIFVSTDSELYREI 
CLERGISVVMRKPELSTDQATSYDMLKDFLSDYEDNQEFVLLQVTSPLRKSWHIKEAMEY 
YSSHDVDNVVSFSEVEKHPGLFTTLSDKGYAIDMVGADKGYRRQDLQPLYYPNGAIFISN 
KETYLREKSFFTSRTYAYQMAKEFSLDVDTRDDFIHVIGHLFFDYAIREKENKVFYKEGY 
SRLFNREASKIILGDSKTISISLENYHNYSQGGVTLATMLENLPNFLTANVTEAFVSIGV 
NDLITGYSVEEIFSNFQKLYSLLAENKIKMRFTTIAYTLFRETVNNADIEKINQWLTEFC 
YQNQIPLLDINRFLSKDGNLNYHLTSDGLHFTQEANDLLQSQYQLFVDEVKTL 
>P0A5S6 
MTAHRSVLLVVHTGRDEATETARRVEKVLGDNKIALRVLSAEAVDRGSLHLAPDDMRAMG 
VEIEVVDADQHAADGCELVLVLGGDGTFLRAAELARNASIPVLGVNLGRIGFLAEAEAEA 
IDAVLEHVVAQDYRVEDRLTLDVVVRQGGRIVNRGWALNEVSLEKGPRLGVLGVVVEIDG 
RPVSAFGCDGVLVSTPTGSTAYAFSAGGPVLWPDLEAILVVPNNAHALFGRPMVTSPEAT 
IAIEIEADGHDALVFCDGRREMLIPAGSRLEVTRCVTSVKWARLDSAPFTDRLVRKFRLP 
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VTGWRGK 
>P94668 
MIPGEFKFGQGKILCNADKKAITIEVKNTGDRAVQVGSHYHFYEVNSALDFDRKLAWGKK 
LDIPSGAGVRFEPGDVKKVNLVDFTGERRIFGFHDEVNGY 
>Q59112 
ADYTNYTNKEMQAVTIAKQIKNGQVVTVGTGLPLIGASVAKRVYAPDCHIIVESGLMDCS 
PVEVPRSVGDLRFMAHCGCIWPNVRFVGFEINEYLHKANRLIAFIGGAQIDPYGNVNSTS 
IGDYHHPKTRFTGSGGANGIATYSNTIIMMQHEKRRFMNKIDYVTSPGWIDGPGGRERLG 
LPGDVGPQLVVTDKGILKFDEKTKRMYLAAYYPTSSPEDVLENTGFDLDVSKAVELEAPD 
PAVIKLIREEIDPGQAFIQVPTEAK 
>P13375 
MTHIRFDYSKALSFFGEHELTYLRDAVKVAHHSLHEKTGVGNDFLGWLDLPVNYDKEEFA 
RIQKAAAKIQADSDVLLVIGIGGSYLGARAAIEMLHHSFYNALPKEKRNTPQIIFVGNNI 
SSTYMKEVMDLLEGKDFSINVISKSGTTTEPAIAFRIFRKLLEEKYGKEEARKRIYATTD 
RARGALKTLATAEGYETFIIPDDVGGRYSVLTAVGLLPIAVSGANIEEMMKGAAQAREDF 
SSSELEENAAYQYAAIRNILYNKGKTIELLINYEPALQYFAEWWKQLFGESEGKDQKGIF 
PASANFSTDLHSLGQYIQEGRRDLFETVLKVEKPRHDLVIEAEENDLDGLNYLAGKTVDF 
VNTKAFEGTLLAHTDGGVPNLVITLPELNEYTFGYLVYFFEKACAMSGYLLGVNPFDQPG 
VEAYKVNMFALLGKPGYEEKKAELEKRLK 
>P75361 
MVFLKRFRAYGFKSYADEITINFTHSMTGIVGPNGSGKSNVVDALKWVLGERSMKHLRSK 
SGDDMIFFGSKDKPASKLAEVELTFDNSQKLLHDPRPEISVMRRIYRGSGQSEYYINGEL 
VTLKEISGIFADIGLEKGSLGIISQGSVSWFVEAKPEERRKIFEDASGIGRYTKRKEEVT 
NQLARTVQNLKQVSIVLNELKKDLKKLTIQADKAQRFVKLKEELKELELSVLVADYLKSQ 
GELDRFNHQIGYIEQDFKLHEPQLQLLEDQLNIFNQRFRDADEQSIKLQQELQAVYQTIN 
ELEQRKAVIDVQLKNELSKKDEKHKIQALKKLIRVDQAQLESLQAQVLKTTSEITLLTNE 
LSTVQTELDTTKLNLNQNSAALVYQQAQQEFLKAQNEEWVKTNPAHVLVKNVKALTGLLN 
TLNTFLKFEKQYEKALLKALGKSIGYLVVNNNLAALKAIDFLLTNQIGQVTFLPIDDIAF 
DTKIAPEHMEILQQLDGFLGVGSDHVSCDESLQPIVNALLGQVIIASDLQAALKLSSYTY 
KLYRVVTLNGETVYAGGIIQGGYVKDNLSLYNLQEKLASSEANITQLEHNEKQLRTNLTS 
LETKLNELNKKLKYEEILLEKFNERVNHTNKAILSYKIEYEQLTNESFDGTPHSFDETRL 
VESLNRAWAERDELNSQLKLNQELKETLAKSIKLAEAKTADLRALLDEQRSQLVLAREGK 
IRFENTIHNITDKINGGYKLTMEFAIANYNKPIKLSTMQAQNKIARMQSQLDEMGPINLE 
SIAEIADKQKRFDDINGEYESLQTAIKDLQTAIGEIDELACKEFDELIQKVNAELPKTFN 
YLFGGGSCQIRYTDTDNVLLSGIEVFANPPGKNVANLMLLSGGEKTLVALSVLFSILRVS 
AFPLVILDEAESALDPANVERFANIIGNSSNNTQFLIITHRQGTMMKCDMLLGAAMQTKG 
VTKTFAVSLEKAEQYISKDKQN 
>Q10765 
MTDNAYPKLAGGAPDLPALELEVLDYWSRDDTFRASIARRDGAPEYVFYDGPPFANGLPH 
YGHLLTGYVKDIVPRYRTMRGYKVERRFGWDTHGLPAELEVERQLGITDKSQIEAMGIAA 
FNDACRASVLRYTDEWQAYVTRQARWVDFDNDYKTLDLAYMESVIWAFKQLWDKGLAYEG 
YRVLPYCWRDETPLSNHELRMDDDVYQSRQDPAVTVGFKVVGGQPDNGLDGAYLLVWTTT 
PWTLPSNLAVAVSPDITYVQVQAGDRRFVLAEARLAAYARELGEEPVVLGTYRGAELLGT 
RYLPPFAYFMDWPNAFQVLAGDFVTTDDGTGIVHMAPAYGEDDMVVAEAVGIAPVTPVDS 
KGRFDVTVADYQGQHVFDANAQIVRDLKTQSGPAAVNGPVLIRHETYEHPYPHCWRCRNP 
LIYRSVSSWFVRVTDFRDRMVELNQQITWYPEHVKDGQFGKWLQGARDWSISRNRYWGTP 
IPVWKSDDPAYPRIDVYGSLDELERDFGVRPANLHRPYIDELTRPNPDDPTGRSTMRRIP 



 9
DVLDVWFDSGSMPYAQVHYPFENLDWFQGHYPGDFIVEYIGQTRGWFYTLHVLATALFDR 
PAFKTCVAHGIVLGFDGQKMSKSLRNYPDVTEVFDRDGSDAMRWFLMASPILRGGNLIVT 
EQGIRDGVRQVLLPLWNTYSFLALYAPKVGTWRVDSVHVLDRYILAKLAVLRDDLSESME 
VYDIPGACEHLRQFTEALTNWYVRRSRSRFWAEDADAIDTLHTVLEVTTRLAAPLLPLIT 
EIIWRGLTRERSVHLTDWPAPDLLPSDADLVAAMDQVRDVCSAASSLRKAKKLRVRLPLP 
KLIVAVENPQLLRPFVDLIGDELNVKQVELTDAIDTYGRFELTVNARVAGPRLGKDVQAA 
IKAVKAGDGVINPDGTLLAGPAVLTPDEYNSRLVAADPESTAALPDGAGLVVLDGTVTAE 
LEAEGWAKDRIRELQELRKSTGLDVSDRIRVVMSVPAEREDWARTHRDLIAGEILATDFE 
FADLADGVAIGDGVRVSIEKT 
>Q9F0R1 
SKINDINDLVNATFQVKKFFRDTKKKFNLNYEEIYILNHILRSESNEISSKEIAKCSEFK 
PYYLTKALQKLKDLKLLSKKRSLQDERTVIVYVTDTQKANIQKLISELEEYIKN 
>O53077 
MEIKKTAIAGTLESSDVQIMLSKGTVGVEFDLVSDVAKQFADDIKSTIKETLGLYGIENA 
VVKVVDKGALDMVIKARTLTAIQRALDAVDQPNWEVL 
>P0A5L8 
MALDLTAYFDRINYRGATDPTLDVLQDLVTVHSRTIPFENLDPLLGVPVDDLSPQALADK 
LVLRRRGGYCFEHNGLMGYVLAELGYRVRRFAARVVWKLAPDAPLPPQTHTLLGVTFPGS 
GGCYLVDVGFGGQTPTSPLRLETGAVQPTTHEPYRLEDRVDGFVLQAMVRDTWQTLYEFT 
TQTRPQIDLKVASWYASTHPASKFVTGLTAAVITDDARWNLSGRDLAVHRAGGTEKIRLA 
DAAAVVDTLSERFGINVADIGERGALETRIDELLARQPGADAP 
>O53078 
MNNERLRRTMMFVPGNNPAMVKDAGIFGADSIMFDLEDAVSLAEKDSARYLVYEALQTVD 
YGSSELVVRINGLDTPFYKNDIKAMVKAGIDVIRLPKVETAAMMHELESLITDAEKEFGR 
PVGTTHMMAAIESALGVVNAVEIANASDRMIGIALSAEDYTTDMKTHRYPDGQELLYARN 
VILHAARAAGIAAFDTVFTNLNDEEGFYRETQLIHQLGFDGKSLINPRQIEMVNKVYAPT 
EKEINNAQNVIAAIEEAKQKGSGVISMNGQMVDRPVVLRAQRVMKLANANHLVDSEGNYI 
>O53079 
MKNKVNIDVPDAILEQLDDSVFESTNYGNPEIQRVGPKVRATTGESKVQSSIDDVLSNTL 
KDGMTISFHHHFREGDFVFNKVMRKIIDMGYQNLTLAPSSLTNVMNDIVIEAIKKGVVTN 
ITSSGMRGTLGDAVSHGILKNPVIFRSHGARARAIESGEIKIDVAFLGVPNSDEMGNANG 
MNGDAAFGSLGYALIDAQYADKLVLITDTIMPYPNTPASIKQTQVDYVVKVDKVGDPDKI 
GSGATRFTKDPKELKIAKTVNDVIVNSKYFKNDFSFQTGSGGAALAVTRFLREAMMAQNI 
MASFALGGITKPTVDLLNEGLVNRVMDVQDFDKGAASSMKLSPNQQEIDASWYADPANKG 
AMVDKLDVAILSALEVDTNFNVNVMSGSDGVIRGAIGGHQDAATAKLTIISVPLVRGRIA 
TIVPKVNTVITPGDSIDVVVTEVGIAINPKRTDLVEQLKQVPGLPIYSIEELQQKAEKIV 
GQPAPLKFTDRVVAVAEYRDGSVIDIIKEVAD 
>P32397 
MSDGKKHVVIIGGGITGLAAAFYMEKEIKEKNLPLELTLVEASPRVGGKIQTVKKDGYII 
ERGPDSFLERKKSAPQLVKDLGLEHLLVNNATGQSYVLVNRTLHPMPKGAVMGIPTKIAP 
FVSTGLFSLSGKARAAMDFILPASKTKDDQSLGEFFRRRVGDEVVENLIEPLLSGIYAGD 
IDKLSLMSTFPQFYQTEQKHRSLILGMKKTRPQGSGQQLTAKKQGQFQTLSTGLQTLVEE 
IEKQLKLTKVYKGTKVTKLSHSGSCYSLELDNGVTLDADSVIVTAPHKAAAGMLSELPAI 
SHLKNMHSTSVANVALGFPEGSVQMEHEGTGFVISRNSDFAITACTWTNKKWPHAAPEGK 
TLLRAYVGKAGDESIVDLSDNDIINIVLEDLKKVMNINGEPEMTCVTRWHESMPQYHVGH 
KQRIKELREALASAYPGVYMTGASFEGVGIPDCIDQGKAAVSDALTYLFS 
>Q09145 



 10
TRIQDDLFATVNAEWLENAEIPADKPRISAFDELVLKNEKNLAKDLADLSQNLPTDNPEL 
LEAIKFYNKAGDWQAREKADFSAVKNELAKVETLNTFEDFKNNLTQLVFHSQAPLPFSFS 
VEPDMKDAIHYSLGFSGPGLILPDTTYYNDEHPRKKELLDFWAKNTSEILKTFDVENAEE 
IAKSALKFDALLVPSANTSEEWAKYAELYHPISTDSFVSKVKNLDLKSLIKDLVKTEPDK 
VIVYEDRFYESFDSLINEENWSLIKAWMLTKIARGATSFFNEDLRILGGAYGRFLSNVQE 
ARSQEKHQLDLTESYFSQVIGLFYGKKYFGEAGKADVKRMVTAMIKVYQARLSKNEWLSQ 
ETAEKAIEKLDAITPFIGFPDKLPEIYSRLKTTSGSLYEDALKFDEILTARTFEKFSEDV 
DKTSWHMPAHMVNAYYSPDSNTIVFPAAILQAPFYSLEQSSSQNYGGIGTVIAHEISHAF 
DNNGAQFDKEGNLNKWWLDEDYEAFEEKQKEMIALFDGVETEAGPANGKLIVSENIADQG 
GITAALTAAKDEKDVDLKAFFSQWAKIWRMKASKEFQQMLLSMDFHAPAKLRANIPPTNL 
EEFYDTFDVKETDKMYRAPENRLKIW 
>P75222 
MLFINTDLQECLNALNLEFDEHKELVKLVKNNSFSGFASTVVFHLKGVNQKETAQQIAAW 
LLKHKKAHYRRVFVANNNFINFEISPQKYLDFLKTKPTFAPKPTKVLIEWVSANPTGELH 
LGHVRNAFFGHVLNNLMVFLGFQTVREYWVNDYGQQARVFGFSVYQALHLQQNIKVTPHP 
DGYEGELVDSIAKTITGIPLDKLSFEEFLQQPFLDQLLADCTAKVLEVIKQDLATIHIHF 
DSWKFESQVVKETDYKKLLTQFKDEAHYEKDGAIWLKTTLYGDDKDRVLVRQDNRPSYFG 
TDVAYHLDKAARGFDLLYDIWGSDHEGHIKRMHCVYEGLKIHQKCQLKITALQLVMLYKN 
KEIVRLSKRAGNVITIKQMLQMLSEDAARWFMLSQTNNSIIKIDLDTANLQNSSNPVYYV 
QYAYARMCSVLKVVDQAALAQVNDCSLLTHEKEIALLDQLVYFKSLLEKVQVSHELHLLT 
NYLYETATLFHSWYKACKINDPAQYNLTQQRLLLLQSLHHVFGQLLQILNITAPQQM 
>P24301 
AKVKIKPLEDKILVQAGEAETMTPSGLVIPENAKEKPQEGTVVAVGPGRWDEDGAKRIPV 
DVSEGDIVIYSKYGGTEIKYNGEEYLILSARDVLAVVSK 
>P46807 
MSEDYRGHHGITGLATKAIHAGYRPDPATGAVNVPIYASSTFAQDGVGELRGGFEYARTG 
NPMRAALEASLATVEEGVFARAFSSGMAASDCALRVMLRPGDHVIIPDDVYGGTFRLIDK 
VFTQWNVDYTPVPLSDLDAVRAAITSRTRLIWVETPTNPLLSIADITSIGELGKKHSVKV 
LVDNTFASPALQQPLMLGADVVLHSTTKYIGGHSDVVGGALVTNDEELDQAFGFLQNGAG 
AVPSPFDAYLTMRGLKTLVLRMQRHNENAITVAEFLAGHPSVSAVLYPGLPSHPGHEVAA 
RQMRGFGGMVSLRMRAGRLAAQDLCARTKVFTLAESLGGVESLIEQPSAMTHASTTGSQL 
EVPDDLVRLSVGIEDVGDLLCDLKQALN 
>P38645 
MTESAMTSRAGRGRGADLVAAVVQGHAAASDAAGDLSFPDGFIWGAATAAYQIEGAWRED 
GRGLWDVFSHTPGKVASGHTGDIACDHYHRYADDVRLMAGLGDRVYRFSVAWPRIVPDGS 
GPVNPAGLDFYDRLVDELLGHGITPYPTLYHWDLPQTLEDRGGWAARDTAYRFAEYALAV 
HRRLGDRVRCWITLNEPWVAAFLATHRGAPGAADVPRFRAVHHLLLGHGLGLRLRSAGAG 
QLGLTLSLSPVIEARPGVRGGGRRVDALANRQFLDPALRGRYPEEVLKIMAGHARLGHPG 
RDLETIHQPVDLLGVNYYSHVRLAAEGEPANRLPGSEGIRFERPTAVTAWPGDRPDGLRT 
LLLRLSRDYPGVGLIITENGAAFDDRADGDRVHDPERIRYLTATLRAVHDAIMAGADLRG 
YFVWSVLDNFEWAYGYHKRGIVYVDYTTMRRIPRESALWYRDVVRRNGLRNGE 
>P37487 
MEKILIFGHQNPDTDTICSAIAYADLKNKLGFNAEPVRLGQVNGETQYALDYFKQESPRL 
VETAANEVNGVILVDHNERQQSIKDIEEVQVLEVIDHHRIANFETAEPLYYRAEPVGCTA 
TILNKMYKENNVKIEKEIAGLMLSAIISDSLLFKSPTCTDQDVAAAKELAEIAGVDAEEY 
GLNMLKAGADLSKKTVEELISLDAKEFTLGSKKVEIAQVNTVDIEDVKKRQAELEAVISK 
VVAEKNLDLFLLVITDILENDSLALAIGNEAAKVEKAFNVTLENNTALLKGVVSRKKQVV 
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PVLTDAMAE 
>P77985 
MFKFLKRIKDDVNMVFEQDPAARTTLEVITSYAGVHAVWSHLIAHELYKKKKYVLARLIS 
QVTRFFTGIEIHPGAQIGRRLFIDHGMGVVIGETCRIGDNVTIYQGVTLGGTGKERGKRH 
PDIGDNVLIAAGAKVLGNITINANVNIGANSVVLNSVPSYSTVVGIPGHIVKQDGRRIGK 
TFDHRNLPDPIYEQLKELEKQLEKTRNGEIQDDYII 
>Q08352 
MIIGVPKEIKNNENRVALTPGGVSQLISNGHRVLVETGAGLGSGFENEAYESAGAEIIAD 
PKQVWDAEMVMKVKEPLPEEYVYFRKGLVLFTYLHLAAEPELAQALKDKGVTAIAYETVS 
EGRTLPLLTPMSEVAGRMAAQIGAQFLEKPKGGKGILLAGVPGVSRGKVTIIGGGVVGTN 
AAKMAVGLGADVTIIDLNADRLRQLDDIFGHQIKTLISNPVNIADAVAEADLLICAVLIP 
GAKAPTLVTEEMVKQMKPGSVIVDVAIDQGGIVETVDHITTHDQPTYEKHGVVHYAVANM 
PGAVPRTSTIALTNVTVPYALQIANKGAVKALADNTALRAGLNTANGHVTYEAVARDLGY 
EYVPAEKALQDESSVAGA 
>Q06539 
TDVNGAPADVLHTLFHSDQGGHEQVVLCQDRASGLKAVIALHSTALGPALGGTRFYPYAS 
EAEAVADALNLARGMSYKNAMAGLDHGGGKAVIIGDPEQIKSEELLLAYGRFVASLGGRY 
VTACDVGTYVADMDVVARECRWTTGRSPENGGAGDSSVLTSFGVYQGMRAAAQHLWGDPT 
LRDRTVGIAGVGKVGHHLVEHLLAEGAHVVVTDVRKDVVRGITERHPSVVAVADTDALIR 
VENLDIYAPCALGGALNDDTVPVLTAKVVCGAANNQLAHPGVEKDLADRGILYAPDYVVN 
AGGVIQVADELHGFDFDRCKAKASKIYDTTLAIFARAKEDGIPPAAAADRIAEQRMAEAR 
PRP 
>P0A574 
MTEIATTSGARSVGLLSVGAYRPERVVTNDEICQHIDSSDEWIYTRTGIKTRRFAADDES 
AASMATEACRRALSNAGLSAADIDGVIVTTNTHFLQTPPAAPMVAASLGAKGILGFDLSA 
GCAGFGYALGAAADMIRGGGAATMLVVGTEKLSPTIDMYDRGNCFIFADGAAAVVVGETP 
FQGIGPTVAGSDGEQADAIRQDIDWITFAQNPSGPRPFVRLEGPAVFRWAAFKMGDVGRR 
AMDAAGVRPDQIDVFVPHQANSRINELLVKNLQLRPDAVVANDIEHTGNTSAASIPLAMA 
ELLTTGAAKPGDLALLIGYGAGLSYAAQVVRMPKG 
>O05724 
AFENKIVEAFIEIPTGSQNKYEFDKERGIFKLDRVLYSPMFYPAEYGYLQNTLALDGDPL 
DILVITTNPTFPGCVIDTRVIGYLNMVDSGEEDAKLIGVPVEDPRFDEVRSIEDLPQHKL 
KEIAHFFERYKDLQGKRTEIGTWEGPEAAAKLIDECIARYNEQK 
>P17893 
MNKGQRHIKIREIITSNEIETQDELVDMLKQDGYKVTQATVSRDIKELHLVKVPTNNGSY 
KYSLPADQRFNPLSKLKRALMDAFVKIDSASHMIVLKTMPGNAQAIGALMDNLDWDEMMG 
TICGDDTILIICRTPEDTEGVKNRLLELL 
>Q8RA22 
MISAQAVKELRERTGAGMMDCKNALIEANGDIEKAIDILREKGLAAAAKKAGRTANEGLV 
EAYIHGGGRIGVLVEVNCETDFVANTEEFRNFVKEICMQIAAANPKYISKEDVPQEVLEK 
EKEILRAQALNEGKPANVIDRIVEGRLEKFYKENCLLEQEYIRDPEKTVKDLLNEMIAKL 
GENIVIRRFARFERGEGIEK 
>Q59280 
MAEKGITAPKGFVASATTAGIKASGNPDMALVVNQGPEFSAAAVFTRNRVFAAPVKVSRE 
NVADGQIRAVLYNAGNANACNGLQGEKDARESVSHLAQNLGLEDSDIGVCSTGLIGELLP 
MDKLNAGIDQLTAEGALGDNGAAAAKAIMTTDTVDKETVVFADGWTVGGMGKGVGMMAPS 
LATMLVCLTTDASVTQEMAQIALANATAVTFDTLDIDGSTSTNDTVFLLASGASGITPTQ 
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DELNDAVYAACSDIAAKLQADAEGVTKRVAVTVVGTTNNEQAINAARTVARDNLFKCAMF 
GSDPNWGRVLAAVGMADADMEPEKISVFFNGQAVCLDSTGAPGAREVDLSGADIDVRIDL 
GTSGEGQATVRTTDLSFSYVEINSAYSS 
>Q8EUR6 
MSKKLTTNEIRKLWLDFFKSKNHTEVESKSLIPKNDDSLLWINSGVATLKTFFSGKENPP 
SKRLTNSQRCLRTNDIENVGLTSRHHTFFEMLGNFSIGDYFRKEAIEFGAELVFKVFKLD 
PKKIYITVYEEDQESFDLWVKNGAIKSHILKCDKSRNFWEIGSGPCGPCTEIYYDRGEKY 
DFQKLGEKLFFEDIENDRYIEIWNIVFSEFNNDGKNNYTKLARQNIDTGAGLERLACILQ 
DVPTNYDTDAFVNVRSVIEKYSNKKYDNNLYFESKKDSEKVFINKCFSVIIDHFKAVIFA 
ISDGALPSNKDRGYILRKLLRRSFLYLNYLKVSFENSKEIINTIISNNETYYPYLKENLN 
NVINTIKLEYDLYCESINNSFKKLNELLNKKLLDASDLFNLVTTYGFPIEIVQSLQELLT 
QSKDAKNLKLAEDIINSINPSDKKISISKLKIEFDEFEKLFDEHRLIANANASVKGMENQ 
NEELLNLPTLDSSFDYEIESVKNSKVLKIFDENWKPVEEIKNKDCWVILDKTCFFATTGG 
QEHDTGKINKFDVVDVIKSPQGYHLHKVVKGTFKIGEKVDGQINSFDRNIIRKQHSSEHL 
MHSALKRVVSPTIKQEGAFKSIEKITLDFSFNRKLTYKEILGVEKEVKRIIATKNPTQVL 
MKTLDEAKEMGAIGYFEQVYKKISGKLRVLYLCPESIEICGGTHVYNTGDIEDFMVTGLT 
SKGSGSWRIEAVSSNYLVDKFKNNVIKKAIDDFNNYFKKYKELNIKDDEVEKYKKTDINS 
IHYLELKEINEILKNKINTLVIRKEKENLSKESNEIKNKFTEVKESTKLFLLKDIDRKLL 
FNSLVLAINEAKSTVFLVINEVDGVIQYVLCSNESFAKNNNLDFNLYAKDLNAKLGGKGG 
GRSYLVQGTILKIDEKELNKILDTINAKLK 
>P50846 
MESKVVENRLKEAKLIAVIRSKDKQEACQQIESLLDKGIRAVEVTYTTPGASDIIESFRN 
REDILIGAGTVISAQQAGEAAKAGAQFIVSPGFSADLAEHLSFVKTHYIPGVLTPSEIME 
ALTFGFTTLKLFPSGVFGIPFMKNLAGPFPQVTFIPTGGIHPSEVPDWLRAGAGAVGVGS 
QLGSCSKEDLQAVFQV 
>P54264 
MAKLVIPSDYDPKMTIAKRKRQSATSGKPSSEFGTAMNLERISAPMFVKKSSGLNDNLSG 
WEKPVSFTLHDGNEGELQIVHSLAKWKRWALKHYGFSHGEGLFTNMNAIRKDEEVLDNLH 
SVYVDQWDWEKVIDKSERTEATLRQTVQRIFETIKGMEYHVRALYPQAAYHLPEEISFVT 
SEELEARWPSLTPSEREDKICQEKGAVFLEHIGGALPLSKKPHDLRAPDYDDWTLNGDLL 
FWYEPLQRAFEVSSMSIRVDEDRLQEQLKLAGAEDRLDLPFHQALLKGDLPYSIGGGIGQ 
SRLCMLLLQGPHGEVQASIWPDEIVEKCQAAKIQLL 
>Q08291 
MAQLSVEQFLNEQKQAVETALSRYIERLEGPAKLKKAMAYSLEAGGKRIRPLLLLSTVRA 
LGKDPAVGLPVACAIEMIHTYSLIHDDLPSMDNDDLRRGKPTNHKVFGEAMAILAGDGLL 
TYAFQLITEIDDERIPPSVRLRLIERLAKAAGPEGMVAGQAADMEGEGKTLTLSELEYIH 
RHKTGKMLQYSVHAGALIGGADARQTRELDEFAAHLGLAFQIRDDILDIEGAEEKIGKPV 
GSDQSNNKATYPALLSLAGAKEKLAFHIEAAQRHLRNADVDGAALAYICELVAARDH 
>P50849 
GQEKHVFTIDWAGRTLTVETGQLAKQANGAVMIRYGDTAVLSTATASKEPKPLDFFPLTV 
NYEERLYAVGKIPGGFIKREGRPSEKAVLASRLIDRPIRPLFADGFRNEVQVISIVMSVD 
QNCSSEMAAMFGSSLALSVSDIPFEGPIAGVTVGRIDDQFIINPTVDQLEKSDINLVVAG 
TKDAINMVEAGADEVPEEIMLEAIMFGHEEIKRLIAFQEEIVAAVGKEKSEIKLFEIDEE 
LNEKVKALAEEDLLKAIQVHEKHAREDAINEVKNAVVAKFEDEEHDEDTIKQVKQILSKL 
VKNEVRRLITEEKVRPDGRGVDQIRPLSSEVGLLPRTHGSGLFTRGQTQALSVCTLGALG 
DVQILDGLGVEESKRFMHHYNFPQFSVGETGPMRGPGRREIGHGALGERALEPVIPSEKD 
FPYTVRLVSEVLESNGSTSQASICASTLAMMDAGVPIKAPVAGIAMGLVKSGEHYTVLTD 
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IQGMEDALGDMDFKVAGTEKGVTALQMDIKIEGLSREILEEALQQAKKGRMEILNSMLAT 
LSESRKELSRYAPKILTMTINPDKIRDVIGPSGKQINKIIEETGVKIDIEQDGTIFISST 
DESGNQKAKKIIEDLVREVEVGQLYLGKVKRIEKFGAFVEIFSGKDGLVHISELALERVG 
KVEDVVKIGDEILVKVTEIDKQGRVNLSRKAVLREEKEKE 
>P41019 
MTKKVAVLPGDGGQSNQRRCCRLKAIGERLRHQFEFTYGLIGGAAIDEAGSSSSRSTIET 
CNEADAVLLGSVGGPKWDRFPSHLRPEKGLLAIRKELDLYANLRPVTFYDSLADASPLKK 
EYIEGVDFIIVRELTGGLYFGKPSDRRTEGNKETVVDTLFYKRTEIERIIASIDTAVNRR 
KKVTSVDKANVLESSRVWREVAEEVAKDYPDVELEHMLVDSAAMQLIRNPKYFDVVVTEN 
MFGDILSDEASMLTGSLGMLPSASLTADGPSLYEPVHGSAPDIAGQNKANPIAAAILSAA 
MLLRHSFGLEKEAAVIEQAVESVLHAGHRTADLADGNHYLGTDKMVEVITAVIANDSAIS 
SIMTASR 
>P16304 
MNLVLMGLPGAGKGTQGERIVEDYGIPHISTGDMFRAAMKEETPLGLEAKSYIDKGELVP 
DEVTIGIVKERLGKDDCERGFLLDGFPRTVAQAEALEEILEEYGKPIDYVINIEVDKDVL 
MERLTGRRICSVCGTTYHLVFNPPKTPGICDKDGGELYQRADDNEETVSKRLEVNMKQTQ 
PLLDFYSEKGYLANVNGQQDIQDVYADVKDLLGGLKK 
>P47481 
MPVTKKSQILVVRGQVIFPFVPFSLDVGRPRSRKIIKALKTLKTKRLVLVTQKFTGEQNP 
EFNDIYHVGTLCEIDEIVDVPGVDSKTVDYRIKGRGLQRVLIEKFSDADINEVSYQLLNS 
TVKDEANVDRFLQRIFPEKEEIEQLMEGAEKFLELENISKTVNVPKGLKQLDIITFKLAN 
LVPNTESIKQAILEENEIANRLEKIIQAGIEDLQKIQDYGRSKNKETEFDKLDSKITRKI 
NEQLSRQQRDFYLREKLRIIREEIGISSKKEDEVASIRKKLDENPYPEAIKKRILSELEH 
YENSSSSSQESTLTKTYIDTLLNLPWWQKSKDNSDVKNLIKTLDKNHTGLDKVKERIVEY 
LAVQLRTQKNKGPIMCLVGPPGVGKSSLAKSIAEALDKKFVKISLGGVHDESEIRGHRKT 
YLGSMPGRILKGMTRAKVINPLFLLDEIDKMTSSNQGYPSGALLEVLDPELNNKFSDNYV 
EEDYDLSKVMFIATANYIEDIPEALLDRMEIIELTSYTEQEKIEIAKNHLIKRCLEDADL 
NSEELKFTDEAISYIIKFYTREAGVRQLERLIQQVVRKYIVAMQKDGIKQETIDVNAVKK 
YLKKEIFDHTMRDEVSLPGIVNGMAYTPTGGDLLPIEVTHVAGKGELILTGNLKQTMRES 
ANVALGYVKANAERFNINPSLFKKIDINIHVPGGGIPKDGPSAGAALVTAIISSLTGKKV 
DPTVAMTGEITLRGKVLVIGGVKEKTISAYRGGVTTIFMPEKNERYLDEVPKEIVDKLNI 
IFVKEYSDIYNKLFS 
>Q8DS12 
MANITAALVKELREKTGAGVMDAKKALVEVEGDMGKAIELLREKGMAKAAKKADRVAAEG 
LTGVYVDGNVAAIVEVNAETDFVAKNAQFVDLVNETAKVIAEGKPANNEEALALKTAAGD 
TLEAAYVNATATIGEKISFRRFALVEKADKQVFGAYQHNGGKIGVITVLEGENTDEALAK 
QLAMHVAAMNPSVLSYKELSEEFIHDELAQMNHKIEQDNESRAMVDKPALPLLKYGSKGQ 
LTDEVVAQAEEDIKAELKAEGKPEKIWDKIIPGKMARFFLDNTKVDQQYTLLSQVYIMDD 
SKTVEAYMESVNGKVISFVRFEVGEGIEKAANDFENEVAATMAAALNK 
>Q9ZN78 
MAKQARAVQTWRSIVDAAASVFDDYGYERAAISEILRRAKVTKGALYFHFASKEAIAQAI 
MDEQTSTVEFEQEGSPLQSLVDGGQQFAFALRHNSMARAGTRLSIEGVFLGGPHPWGDWI 
DATARMLELGQERGEVFPQIDPMVSAKIIVASFTGIQLVSEADSGRADLRGQVAEMWRHI 
LPSIAHPGVIAHIKPEGRVDLAAQAREKAEREEQEARIAAEAKGAGSDAATDSGSRSGGS 
GLRGGGSGRGPRAGGAGDEGDEEPAGAGVAAGGVVA 
>Q5XB97 
MSLTEEIKKRRTFAIISHPDAGKTTITEQLLYFGGEIREAGTVKGKKSGTFAKSDWMDIE 
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KQRGISVTSSVMQFDYAGKRVNILDTPGHEDFSEDTYRTLMAVDAAVMVVDSAKGIEAQT 
KKLFEVVKHRNIPVFTFINKLDRDGREPLELLEELEEVLGIASYPMNWPIGMGRAFEGLY 
DLHNKRLELYKGDERFASIEDGDQLFANNPFYEQVKEDIELLQEAGNDFSEQAILDGDLT 
PVFFGSALTNFGVQTFLDTFLEFAPEPHGHKTTEGNVIDPLAKDFSGFVFKIQANMDPKH 
RDRIAFVRIVSGEFERGMGVNLTRTGKGAKLSNVTQFMAESRENVTNAVAGDIIGVYDTG 
TYQVGDTLTVGKNKFEFEPLPTFTPEIFMKVSPKNVMKQKSFHKGIEQLVQEGAIQLYKN 
YQTGEYMLGAVGQLQFEVFKHRMEGEYNAEVVMTPMGKKTVRWISEDDLDQRMSSSRNIL 
AKDRFDQPVFLFENDFALRWFADKYPDVTLEEKM 
>Q11010 
MPGTNLTREEARQRATLLTVDSYEIDLDLTGAQEGGTYRSVTTVRFDVAEGGGESFIDLV 
APTVHEVTLNGDALDTAEVFQDSRIALPGLLPGRNILRVVADCAYTNTGEGLHRFVDPVD 
DQAYLYTQFEVPDARRVFASFEQPDLKATFQFTVKAPEGWTVISNSPTPEPKDNVWEFEP 
TPRISSYVTALIVGPYHSVHSVYEKDGQSVPLGIYCRPSLAEHLDADAIFEVTRQGFDWF 
QEKFDYAYPFKKYDQLFVPEFNAGAMENAGAVTIRDQYVFRSKVTDAAYEVRAATILHEL 
AHMWFGDLVTMEWWNDLWLNESFATYAEAACQAAAPGSKWPHSWTTFANQMKTWAYRQDQ 
LPSTHPIMADISDLDDVLVNFDGITYAKGASVLKQLVAYVGEEAFFKGVQAYFKRHAFGN 
TRLSDLLGALEETSGRDLKTWSKAWLETAGINVLRPEIETDADGVITSFAIRQEAPALPA 
GAKGEPTLRPHRIAIGAYDLDGAGKLVRGDRVELDVDGELTAVPQLVGKARPAVLLLNDD 
DLSYAKVRLDEQSLAVVTEHLGDFTESLPRALCWASAWDMTRDAELATRDYLALVLSGIG 
KESDIGVVQSLHRQVKLAIDQYAAPTAREALLTRWTEATLAHLRAAEAGSDHQLAWARAF 
AATARTPEQLDLLDALLDGTQTIEGLAVDTELRWAFVQRLAAVGRFGGSEIAAEYERDKT 
AAGERHAATARAARPTEAAKAEAWESVVESDKLPNAVQEAVIAGFVQTDQRELLAAYTER 
YFEALKDVWASRSHEMAQQIAVGLYPAVQVSQDTLDRTDAWLASAEPNAALRRLVSESRS 
GIERALRAQAADAAAAE 
>P17978 
MEFKLQELNLTNQDTGPYGITVSDKGKVWITQHKANMISCINLDGKITEYPLPTPDAKVM 
CLTISSDGEVWFTENAANKIGRITKKGIIKEYTLPNPDSAPYGITEGPNGDIWFTEMNGN 
RIGRITDDGKIREYELPNKGSYPSFITLGSDNALWFTENQNNAIGRITESGDITEFKIPT 
PASGPVGITKGNDDALWFVEIIGNKIGRITPLGEITEFKIPTPNARPHAITAGAGIDLWF 
TEWGANKIGRLTSNNIIEEYPIQIKSGEPHGICFDGETIWFAMECDKIGKLTLIKDNME 
>P0A512 
MSAVALPRVSGGHDEHGHLEEFRTDPIGLMQRVRDECGDVGTFQLAGKQVVLLSGSHANE 
FFFRAGDDDLDQAKAYPFMTPIFGEGVVFDASPERRKEMLHNAALRGEQMKGHAATIEDQ 
VRRMIADWGEAGEIDLLDFFAELTIYTSSACLIGKKFRDQLDGRFAKLYHELERGTDPLA 
YVDPYLPIESFRRRDEARNGLVALVADIMNGRIANPPTDKSDRDMLDVLIAVKAETGTPR 
FSADEITGMFISMMFAGHHTSSGTASWTLIELMRHRDAYAAVIDELDELYGDGRSVSFHA 
LRQIPQLENVLKETLRLHPPLIILMRVAKGEFEVQGHRIHEGDLVAASPAISNRIPEDFP 
DPHDFVPARYEQPRQEDLLNRWTWIPFGAGRHRCVGAAFAIMQIKAIFSVLLREYEFEMA 
QPPESYRNDHSKMVVQLAQPACVRYRRRTG 
>P41022 
MHLNPAEKEKLQIFLASELLLRRKARGLKLNYPEAVAIITSFIMEGARDGKTVAMLMEEG 
KHVLTRDDVMEGVPEMIDDIQAEATFPDGTKLVTVHNPIS 
>O32271 
MKKIAVIGTGYVGLVSGTCFAEIGNKVVCCDIDESKIRSLKNGVIPIYEPGLADLVEKNV 
LDQRLTFTNDIPSAIRASDIIYIAVGTPMSKTGEADLTYVKAAAKTIGEHLNGYKVIVNK 
STVPVGTGKLVQSIVQKASKGRYSFDVVSNPEFLREGSAIHDTMNMERAVIGSTSHKAAA 
IIEELHQPFHAPVIKTNLESAEMIKYAANAFLATKISFINDIANICERVGADVSKVADGV 
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GLDSRIGRKFLKAGIGFGGSCFPKDTTALLQIAKSAGYPFKLIEAVIETNEKQRVHIVDK 
LLTVMGSVKGRTISVLGLAFKPNTNDVRSAPALDIIPMLQQLGAHVKAYDPIAIPEASAI 
LGEQVEYYTDVYAAMEDTDACLILTDWPEVKEMELVKVKTLLKQPVIIDGRNLFSLEEMQ 
AAGYIYHSIGRPAVRGTEPSDKYFPGLPLEELAKDLGSVNL 
>Q7NAT8 
MIKIISGIQSTGSLHIGNYLGSISKNINLQNKYQLNLFVANLHTITVDFDPTQARQNIIE 
LVKIYLASGFDTNKNNIFLQSEINEHAALGHVLLCHTTMGELERMTQYKDKKQKFVQSNQ 
TIKIPTGLLTYPTLMAADILLYQSDYVCVGDDQKQHLELTRDIAIRMNKRYGELFKVPEP 
IIAKVGSRIMDLNDPSKKMSKSSLSKKGIINLDDSREEVLSKIKSAKTDNLNKVNFDYKT 
QPEISNLVSIYYGAINDHFNLGLKSAKFNKALDEEVVPIDIIKHFENKSYKDFKEELFEL 
IWNILDNIQTNMKKITDEDVMRVLKSGKDKLLPIAQKTLLKVYQKLGMVI 
>Q46337 
MSQNTSYRLPAEQSPAARIDRGEALVLTVDGKQLEAFRGDTVASAMLANGQRACGNSMYL 
DRPRGIFSAGVEEPNALVTVEARHEQDINESMLAATTVPVTANLSATLLRGLGVLDPSTD 
PAYYDHVHVHTDVLVVGAGPAGLAAAREASRSGARVLLLDERAEAGGSLRDAAGEQIDGQ 
DAAAWIDATVAELAAAEETTHLQRTTVLGSYDANYVVAVQRRTVHLDGPSGAGVSRERIW 
HIRANQVVLATGAHERPIVFENNDRPGIMLAGAVRSYLNCYGVRAGSQIVVATTNDSAYP 
LVADLAASGGVVAVIDARTTVSAAAAEAVGAGVRVITGSVVVDTEANESGELSAVIVAEL 
GEDRELGEPQRFEADVLAVAGGFNPVVHLHSQRQGKLVWDTSIHAFVPDAAVANQHLAGA 
LTGLFDTASALSTGAAVGAAAATAAGFERIAQVPQALPVPAGETRPVWLVPSLNGDQATN 
YTTHFVDLQRDQTVSDVLRATGAGLESVEHIKRYTSISTANDQGKTSGVAAIGVIAAVLG 
IENPAEIGTTTFRAPYTPVAFAALAGRTRGELLDPARITPMHSWHLAQGAKFEDVGQWKR 
AWYFPQDGEDMDAAVYRECAAVRESVGMLDATTLGKIEIRGADAAEFLNRIYTNGYTKLK 
VGMARYGVMCKADGMVFDDGVTLRLAEDRFLMHTTTGGAAGVLDWLEEWLQTEWPELDVT 
CTSVTEQLATVAVVGPRSRDVVAKLVTGLDVSNDAFKFMSFQDVTLDSGIEARISRISFS 
GELAYEIAIPSWHGLRVWEDVYAAGQEFNITPYGTETMHVLRAEKGFIIVGQDTDGTVTP 
QDAGMEWVVSKLKDFVGKRSFSREDNLREDRKHLVSVLPVDTALRLAEGAALVADGAVET 
EGCTPMEGWVTSSYNSPALGRTFGLALIKNGRSRIGEVLKTPVNGQLVDVLVSDLVLFDP 
EGSRRDG 
>P13267 
MEQLSVNRRQFQILLQQINMTDDTFMTYFEHGEIKKLTIHKASKSWHFHFQFKSLLPFQI 
YDTLTTRLTQSFAHIAKVTSSIEVQDAEVSESIVQDYWSRCIEELQGISPPIISLLNQQK 
PKLKGNKLIVKTKTDTEAAALKNKYSSMIQAEYRQFGFPDLQLDAEIFVSEQEVQKFREQ 
KLAEDQERAMQALIEMEKKDKESDEDQAPSGPLVIGYQIKDNEEIRTLDSIMDEERRITV 
QGYVFDVETRELKSGRTLCIFKITDYTNSILIKMFAREKEDAALMKSLKKGMWVKARGSI 
QNDTFVRDLVMIANDVNEIKAKTREDSAPEGEKRVELHLHSPMSQMDAVTGIGKLVEQAK 
KWGHEAIALTDHAVVQSFPDAYSAAKKHGIKMIYGMEANLVDDGVPIAYNAAHRLLEEET 
YVVFDVETTGLSAVYDTIIELAAVKVKGGEIIDKFEAFANPHRPLSATIIELTGITDDML 
QDAPDVVDVIRDFREWIGDDILVAHNASFDMGFLNVAYKKLLEVEKAKNPVIDTLELGRF 
LYPEFKNHRLNTLCKKFDIELTQHHRAIYDTEATAYLLLKMLKDAAEKGIQYHDELNENM 
GQSNAYQRSRPYHATLLAVNSTGLKNLFKLVSLSHIHYFYRVPRIPRSQLEKYREGLLIG 
SACDRGEVFEGMMQKSPEEVEDIASFYDYLEVQPPEVYRHLLELELVRDEKALKEIIANI 
TKLGEKLNKPVVATGNVHYLNDEDKIYRKILISSQGGANPLNRHELPKVHFRTTDEMLEA 
FSFLGEEKAKEIVVTNTQKVASLVDDIKPIKDDLYTPKIEGADEEIREMSYQRARSIYGE 
ELPEIVEARIEKELKSIIGHGFAVIYLISHKLVKRSLDDGYLVGSRGSVGSSLVATLTEI 
TEVNPLPPHYVCPECQHSEFFNDGSVGSGFDLPDKTCPHCGTPLKKDGHDIPFETFLGFK 
GDKVPDIDLNFSGEYQPQAHNYTKVLFGEDNVYRAGTIGTVAEKTAYGYVKGYAGDNNLH 
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MRGAEIDRLVQGCTGVKRTTGQHPGGIIVVPDYMDIYDFSPIQFPADATGSEWKTTHFDF 
HSIHDNLLKLDILGHDDPTVIRMLQDLSGIDPKTIPTDDPEVMKIFQGTESLGVTEEQIG 
CKTGTLGIPEFGTRFVRQMLEDTKPTTFSELVQISGLSHGTDVWLGNAQELIHNNICELS 
EVIGCRDDIMVYLIYQGLEPSLAFKIMEFVRKGKGLTPEWEEEMKNNNVPDWYIDSCKKI 
KYMFPKAHAAAYVLMAVRIAYFKVHHALLYYAAYFTVRADDFDIDTMIKGSTAIRAVMED 
INAKGLDASPKEKNLLTVLELALEMCERGYSFQKVDLYRSSATEFIIDGNSLIPPFNSIP 
GLGTNAALNIVKAREEGEFLSKEDLQKRGKVSKTILEYLDRHGCLESLPDQNQLSLF 
>O05814 
MITRMSELFLRTLRDDPADAEVASHKLLIRAGYIRPVAPGLYSWLPLGLRVLRNIERVIR 
DEMNAIGGQEILFPALLPRAPYETTNRWTQYGDSVFRLKDRRGNDYLLGPTHEELFTLTV 
KGEYSSYKDFPLTLYQIQTKYRDEARPRAGILRAREFVMKDSYSFDIDAAGLKAAYHAHR 
EAYQRIFDRLQVRYVIVSAVSGAMGGSASEEFLAESPSGEDAFVRCLESGYAANVEAVVT 
ARPDTLPIDGLPEAVVHDTGDTPTIASLVAWANEADLGRTVTAADTLKNVLIKVRQPGGD 
TELLAIGVPGDREVDDKRLGAALEPADYALLDDDDFAKHPFLVKGYIGPKALRENNVRYL 
VDPRIVDGTSWITGADQPGRHVVGLVAGRDFTADGTIEAAEVREGDPSPDGAGPLVMARG 
IEIGHIFQLGSKYTDAFTADVLGEDGKPVRLTMGSYGIGVSRLVAVVAEQHHDELGLRWP 
STVAPFDVHLVIANKDAQARAGATALAADLDRLGVEVLLDDRQASPGVKFKDAELLGMPW 
IVVVGRGWADGVVELRDRFSGQTRELVAGASLATDIAAAVTG 
>P23532 
MNREEMTLLGFEIVAYAGDARSKLLEALKAAENGDFAKADSLVVEAGSCIAEAHSSQTGM 
LAREASGEELPYSVTMMHGQDHLMTTILLKDVIHHLIELYKRGAK 
>P11018 
MNGEIRLIPYVTNEQIMDVNELPEGIKVIKAPEMWAKGVKGKNIKVAVLDTGCDTSHPDL 
KNQIIGGKNFTDDDGGKEDAISDYNGHGTHVAGTIAANDSNGGIAGVAPEASLLIVKVLG 
GENGSGQYEWIINGINYAVEQKVDIISMSLGGPSDVPELKEAVKNAVKNGVLVVCAAGNE 
GDGDERTEELSYPAAYNEVIAVGSVSVARELSEFSNANKEIDLVAPGENILSTLPNKKYG 
KLTGTSMAAPHVSGALALIKSYEEESFQRKLSESEVFAQLIRRTLPLDIAKTLAGNGFLY 
LTAPDELAEKAEQSHLLTL 
>P0A5P0 
MTSQGDTTSGTQLKPPVEAVRSHYDKSNEFFKLWLDPSMTYSCAYFERPDMTLEEAQYAK 
RKLALDKLNLEPGMTLLDIGCGWGSTMRHAVAEYDVNVIGLTLSENQYAHDKAMFDEVDS 
PRRKEVRIQGWEEFDEPVDRIVSLGAFEHFADGAGDAGFERYDTFFKKFYNLTPDDGRML 
LHTITIPDKEEAQELGLTSPMSLLRFIKFILTEIFPGGRLPRISQVDYYSSNAGWKVERY 
HRIGANYVPTLNAWADALQAHKDEAIALKGQETYDIYMHYLRGCSDLFRDKYTDVCQFTL 
>P11959 
MVVGDFAIETETLVVGAGPGGYVAAIRAAQLGQKVTIVEKGNLGGVCLNVGCIPSKALIS 
ASHRYEQAKHSEEMGIKAENVTIDFAKVQEWKASVVKKLTGGVEGLLKGNKVEIVKGEAY 
FVDANTVRVVNGDSAQTYTFKNAIIATGSRPIELPNFKFSNRILDSTGALNLGEVPKSLV 
VIGGGYIGIELGTAYANFGTKVTILEGAGEILSGFEKQMAAIIKKRLKKKGVEVVTNALA 
KGAEEREDGVTVTYEANGETKTIDADYVLVTVGRRPNTDELGLEQIGIKMTNRGLIEVDQ 
QCRTSVPNIFAIGDIVPGPALAHKASYEGKVAAEAIAGHPSAVDYVAIPAVVFSDPECAS 
VGYFEQQAKDEGIDVIAAKFPFAANGRALALNDTDGFLKLVVRKEDGVIIGAQIIGPNAS 
DMIAELGLAIEAGMTAEDIALTIHAHPTLGEIAMEAAEVALGTPIHIITK 
>P19080 
MMIRGIRGATTVERDTEEEILQKTKQLLEKIIEENHTKPEDVVQMLLSATPDLHAVFPAK 
AVRELSGWQYVPVTCMQEMDVTGGLKKCIRVMMTVQTDVPQDQIRHVYLEKVVVLRPDLS 
LTKNTEL 
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>Q97EB7 
MSNDEKQLTKEEMKAIKLQAKEEAKMNDLLKERRQKLSDAQERGKDPFDVYKVERTHTSK 
QIVDNYDELEDKIVTVAGRLMSKRVHGKAGFSDIYDRYGKIQLYLKIDDVGEEKLKEFKT 
FDIGDFVVITGKVFKTKTGEITLHVTKLELIAKSLKPLPEKFHGLKDPDLKYRQRYVDLI 
INQDVRETFMKRTAIIKAVREFLDNKDYLEVETPVLSTIASGASARPFSTHHNALDLDMH 
LRIATELYLKRLIVGGFEKVYEIGKDFRNEGIDVRHNPEFTMIELYEAYADYNDMMEITE 
NMVAYACQKVNGTTKITYEGTEIDLTPPWRRVTMVDIVKEHSGIDFSTVKTDEEAREIAK 
EKKLELKKELKDCTKGDILNALFEEYGEKKLIQPTFVCDYPVEISPLTKKKRGNPEYTER 
FEGFIYGREICNAYSELNDPIVQKDRFMQQLKERELGDDEAYQMDDDFINALEIGMPPTG 
GMGMGMDRLVMFLTDSPSIRDVILFPTMKPTPNRD 
>Q828C7 
MKPEEIERMRDEALAAFAAAGDLDALQEAKVAHTGGTSPLALANREIGALPPHAKAAAGK 
LVGQARGAVNKALGARQAELEAERDARVLVEEAVDVTLPYDRVPAGARHPLTTFMERVAD 
VFVAMGYEIAEGPEVEAEWFNFDALNFTPDHPARQMQDTFFVEGPKGTEGDESGVVLRTH 
TSPVQARAMLDREPPVYIVCPGRVYRTDELDATHTPVFHQIELLAIDEGLTMADLKGTLD 
HMVQTLFGADMKTRLRPNYFPFTEPSAEMDMLCYVCKGESVGNPDRPCRTCSSEGWIELG 
GCGMVNPRVLTACGVDPEKYSGFAFGFGIERMLMFRHNVEDMRDMVEGDVRFTRPFGMEI 
>P39043 
MNAIVIAMMANLYAEPDLHAELVDEILYGMPVQIIEELENDWLYVRTAYRYEGYCQRNDV 
LFDDAITNTWIQKAQHVIGQRFADVLQEPKIQSTKIITLVKGSILYNVDSDTTSNTPWTA 
VQLATGEIGYLRSQWLHPKIAEHTFEEHAFRENVVQTALSYIATPYRWGGKSPLGIDCSG 
LCSMAYLLNGVIIFRDARIVEGFPIKEITIDRMQKGDLLFFPGHVALYLGQTLYVHASLG 
GNEVNVNSLDEQHPLYRQDLATTITAIGSLF 
>P29422 
MEHQKTTPHATGSTRQNGAPAVSDRQSLTVGSEGPIVLHDTHLLETHQHFNRMNIPERRP 
HAKGSGAFGEFEVTEDVSKYTKALVFQPGTKTETLLRFSTVAGELGSPDTWRDVRGFALR 
FYTEEGNYDLVGNNTPIFFLRDPMKFTHFIRSQKRLPDSGLRDATMQWDFWTNNPESAHQ 
VTYLMGPRGLPRTWREMNGYGSHTYLWVNAQGEKHWVKYHFISQQGVHNLSNDEATKIAG 
ENADFHRQDLFESIAKGDHPKWDLYIQAIPYEEGKTYRFNPFDLTKTISQKDYPRIKVGT 
LTLNRNPENHFAQIESAAFSPSNTVPGIGLSPDRMLLGRAFAYHDAQLYRVGAHVNQLPV 
NRPKNAVHNYAFEGQMWYDHTGDRSTYVPNSNGDSWSDETGPVDDGWEADGTLTREAQAL 
RADDDDFGQAGTLVREVFSDQERDDFVETVAGALKGVRQDVQARAFEYWKNVDATIGQRI 
EDEVKRHEGDGIPGVEAGGE 
>P26379 
MISVIISGHGDFPIALKESSGMIFGEENNLIAVPFFKGEGIQTLQEKYHQALKDIPEEHE 
VLFLVDIFGGTPYNAAASFIAEDQRMDMAAGVNLPILLEVLSLREHLALKDLLNNLKAMS 
QQSFQVCSEHLEKVKTANQDTREDEL 
>P53627 
MRTARFTLDPAFTVGAVNPRLFGSFVEHLGRCVYTGVFEPGHPTADAEGLRQDVLELVRE 
LGVTAVRYPGGNFVSGYKWEDSVGPVEDRPRRLDLAWRSTETNRFGLSEYIAFLKKIGPQ 
AEPMMAVNLGTRGVAEALELQEYANHPSGTALSDLRAEHGDKDPFGIRLWCLGNEMDGPW 
QTGHKTAEEYGRVAAETARAMRQIDPDVELVACGSSGQSMETFAEWEATVLKETYDLVDH 
ISLHAYYEPHDGDVDSFLASAVDMESFIENVVATCDHVGARLKSKKKINLSFDEWNVWYM 
TKTQAEVSALDWPEAPRLLEDNYSVMDAVVFGSLLIALLRHADRVTVACLAQLVNVIAPI 
MTEPGGPAWRQTTFFPFSQASKYGRGEVLDVRVDSPTYDTAKYGEADLLHATAVVRARRS 
VTVFAVNRSRTGALPLEVALSGLELTEVVEHSALADADPDARNTLAEPERVVPHPVDGTS 
LRDGRLTAALEPLSWNSIRCADPAPGQPPRRPGEGTGFTGTPPAAPPSSSSAPRPDPTAR 
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RSPDRTARARVLAAARVRRMPFGRTKVCGAPVRPPTYAPRFQPFRKTWTRWAPAPRSGSP 
SRRSPTEASIPGGTSSRNVVRYQVTPWRRSPPGSAPGTPAPTRRRRTRAGASRGAPRTAR 
RC 
(3) 61 Extracell proteins  
>Q9RLV9 
MEKFKIIKTIPKICGAFIFLLFFTFLFGHYGELKTQASDEYPGNFKITSHNVYLFSRNIY 
PNWGQMHRADLIAQADYMKNNDVVILNEAFDTSASHRLLNNLREMYPHQTPVIGRSKHGW 
DKTEGNYSNFALEDGGVAVVSQWPIVEKSQHIFQRGGGADRLSNKGFAYVKIMKNGKPYH 
IIGTHTPADDSLISKDTSRAIRAEQMQEIQTFIAKKNIPKDEIIFIGGDLNVNYGTDEYH 
DMFKLLNVSSPANFNGQMATWDPTTNSMLKESYPKAAPEYLDYIFVENGHARPHSWHNKV 
LHTKSPQWSVKSWFKTYTYQDFSDHYPVVGFTDNN 
>P81715 
MSLSVSRRLAAVTAFAVAGLFASAVPAALAAPSAVAAAPTPPDIPLANVKAHLSQLSTIA 
ANNGGNRAHGRAGYKASIDYVKGKLDAAGFTTTLQTFTSSGATGYNLIADWPGGDPNSVL 
MAGSHLDSVTSGAGINDNGSGSAAVLETALAVSRAGLQPTKHLRFGWWGAEELGLIGSKY 
YVNNLPAAEKAKISGYLNFDMIGSPNPGYFVYDDDPTIEQTFKNYYAGLGVPTEIETEGD 
GRSDHAPFKNAGIPVGGLFSGADYTKTAAQAQKWGGTSGQAFDRCYHSSCDSLTNINDTA 
LDRNSDAVAYAIWTLGAGTPVPPGQSFENTADVNVPDSPAAAVSSPITVSGVTGNAPATT 
KVDVNIVHTYRGDLVVDLVAPDGTVYNLHNRSGGSADNLVQTYTVNASSEVANGVWNLRV 
KDTAAQDVGYINSWKITF 
>P21543 
MTLYRSLWKKGCMLLLSLVLSLTAFIGSPSNTASAAVADDFQASVMGPLAKINDWGSFKK 
QLQTLKNNGVYAITTDVWWGYVESAGDNQFDWSYYKTYANAVKEAGLKWVPIISTHKCGG 
NVGDDCNIPLPSWLSSKGSADEMQFKDESGYANSEALSPLWSGTGKQYDELYASFAENFA 
GYKSIIPKIYLSGGPSGELRYPSYYPAAGWSYPGRGKFQAYTETAKNAFRTAMNDKYGSL 
DKINAAWGTKLTSLSQINPPTDGDGFYTNGGYNSAYGKDFLSWYQSVLEKHLGVIGAAAH 
KNFDSVFGVRIGAKISGLHWQMNNPAMPHGTEQAGGYYDYNRLIQKFKDADLDLTFTCLE 
MSDSGTAPNYSLPSTLVDTVSSIANAKGVRLNGENALPTGGSGFQKIEEKITKFGYHGFT 
LLRINNLVNNDGSPTGELSGFKQYIISKAKPDNNGGTGNKVTIYYKKGFNSPYIHYRPAG 
GSWTAAPGVKMQDAEISGYAKITVDIGSASQLEAAFNDGNNNWDSNNTKNYSFSTGTSTY 
TPGNSGNAGTITSGAPAGANPGDGGGTTNKVTVYYKKGFNSPYIHYRPAGGSWTAAPGVK 
MQDAEISGYAKITVDIGSASQLEAAFNDGNNNWDSNNTKNYLFSTGTSTYTPGSNGAAGT 
IRTGAPSGSVLSVVTSTYATDLNEVTGPIQTEKLSGVSLNVSTSTYAPNSNGVEVTAQTE 
APSGAFTSMDLGTLSNPTSLNTDWSKQSIYFIMTDRFSNGDPSNDNYGGFNSNNSDQRKW 
HGGDFQGIINKLDYIKNMGFTAIWITPVTMQKSEYAYHGYHTYDFYAVDGHLGTMDKLQE 
LVRKAHDKNIAVMVDVVVNHTGDFQPGNGFAKAPFDKADWYHHNGDITDGDYNSNNQWKI 
ENGDVAGLDDLNHENPATANELKNWIKWLLNETGIDGLRLDTVKHVPKGFLKDFDQAANT 
FTMGEIFHGDPAYVGDYTRYLDAALDFPMYYTIKDVFGHDQSMRKIKDRYSDDRYYRDAQ 
TNGVFIDNHDVKRFLNDASGKPGANYDKWPQLKAALGFTLTSRGIPIIYQGTEQGYSGGD 
DPANRENMNFNANHDLYQYIAKLNYVRNNHPALQNGSQREKWVDDSFYSFQRSKNGDEAI 
VFINNSWNSQTRTIGNFDNLSNGTRLTNQLSNDSVQINNGSITVTLAPKEVKVFTK 
>P0A312 
MKNQLNFNIVSDEELSEANGGKLTFIQSTAAGDLYYNTNTHKYVYQQTQNAFGAAANTIV 
NGWMGGAAGGFGLHH 
>P22637 
MTDSRANRADATRGVASVSRRRFLAGAGLTAGAIALSSMSTSASAAPSRTLADGDRVPAL 
VIGSGYGGAVAALRLTQAGIPTQIVEMGRSWDTPGSDGKIFCGMLNPDKRSMWLADKTDQ 
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PVSNFMGFGINKSIDRYVGVLDSERFSGIKVYQGRGVGGGSLVNGGMAVTPKRNYFEEIL 
PSVDSNEMYNKYFPRANTGLGVNNIDQAWFESTEWYKFARTGRKTAQRSGFTTAFVPNVY 
DFEYMKKEAAGQVTKSGLGGEVIYGNNAGKKSLDKTYLAQAAATGKLTITTLHRVTKVAP 
ATGSGYSVTMEQIDEQGNVVATKVVTADRVFFAAGSVGTSKLLVSMKAQGHLPNLSSQVG 
EGWGNNGNIMVGRANHMWDATGSKQATIPTMGIDNWADPTAPIFAEIAPLPAGLETYVSL 
YLAITKNPERARFQFNSGTGKVDLTWAQSQNQKGIDMAKKVFDKINQKEGTIYRTDLFGV 
YFKTWGDDFTYHPLGGVLLNKATDNFGRLPEYPGLYVVDGSLVPGNVGVNPFVTITRLAE 
RNMDKIISSD 
>Q05622 
MRKRITSMITVISLTLCGTIGTYPHNANASAKEAFEDISKRSECTKVFDNDNGTYTAYSN 
TAPIHYLNNDEWKEIDNTLIEDSDDYYRNKDNSFNIYIPKEYSLGKNIKNPVIMNYDTFS 
LSTSITDIKMPDRPEEETFSEGVYADINNEVYTTIDNSAIAEGMKAALKKSASMATYHSI 
VEDIDLDIAVHNASVSESIIINKLESLPETITYSISVEDAIIKKTEDNRLQLIKDNEAVL 
ILSPFTISDSSENVNVMQVEYDLTESEEGYEVTLYPAETVNRMSSPVMPLSLGSEYSYDR 
PFSTVYNSQASLHPSIIIIT 
>P82594 
MCTREAVRMSREHDLPEIPSRRLLLKGAAAAGALTAVPGVAHAAPRPAPYENPLVRQRAD 
PHIHRHTDGRYYFTATAPEYDRIVLRRSRTLGGLSTAAESVIWRAHPTGDMAAHIWAPEL 
HRIGGKWYVYFAAAPAEDVWRIRIWVLENSHPDPFKGTWEEKGQVRTAWETFSLDATTFT 
HRGARYLCWAQHEPGADNNTGLFLSEMANPWTLTGPQIRLSTPEYDWECVGYKVNEGPYA 
LKRNGRIFLTYSASATDHHYCVGMFTADAGGNLMDPGNWSKSPIPVFTGNETTKQYGPGH 
NCFTVAEDGRSDVLVYHARQYKEIVGDP 
>P36501 
MEKNNEVINSIQEVSLEELDQIIGAGKNGVFKTISHECHLNTWAFLATCC 
>P37957 
MKFVKRRIIALVTILMLSVTSLFALQPSAKAAEHNPVVMVHGIGGASFNFAGIKSYLVSQ 
GWSRDKLYAVDFWDKTGTNYNNGPVLSRFVQKVLDETGAKKVDIVAHSMGGANTLYYIKN 
LDGGNKVANVVTLGGANRLTTGKALPGTDPNQKILYTSIYSSADMIVMNYLSRLDGARNV 
QIHGVGHIGLLYSSQVNSLIKEGLNGGGQNTN 
>Q6TYB1 
MKPFKLIFISALMILIMTNATPISHLNAQANEENKKLKYEKNSALALNYHRVRKKDPLND 
FISLLSGSKEIKNYSVTDQEFKSQIQWLKAHDAKFLTLKEFIKYKEKGKFPKRSVWINFD 
DMDQTIYDNAFPVLKKYHIPATGFLITNHIGSTNFHNLNLLSKKQLDEMYETGLWDFESH 
THDLHALKKGNKSKFLDSSQSVASKDIKKSEHYLNKNYPKNERALAYPYGLINDDKIKAM 
KKNGIQYGFTLQEKAVTPDADNYRIPRILVSNDAFETLIKEWDGFDEEK 
>P0A5Q2 
MKLTTMIKTAVAVVAMAAIATFAAPVALAAYPITGKLGSELTMTDTVGQVVLGWKVSDLK 
SSTAVIPGYPVAGQVWEATATVNAIRGSVTPAVSQFNARTADGINYRVLWQAAGPDTISG 
ATIPQGEQSTGKIYFDVTGPSPTIVAMNNGMEDLLIWEP 
>P80057 
MVSKKSVKRGLITGLIGISIYSLGMHPAQAAPSPHTPVSSDPSYKAETSVTYDPNIKSDQ 
YGLYSKAFTGTGKVNETKEKAEKKSPAKAPYSIKSVIGSDDRTRVTNTTAYPYRAIVHIS 
SSIGSCTGWMIGPKTVATAGHCIYDTSSGSFAGTATVSPGRNGTSYPYGSVKSTRYFIPS 
GWRSGNTNYDYGAIELSEPIGNTVGYFGYSYTTSSLVGTTVTISGYPGDKTAGTQWQHSG 
PIAISETYKLQYAMDTYGGQSGSPVFEQSSSRTNCSGPCSLAVHTNGVYGGSSYNRGTRI 
TKEVFDNLTNWKNSAQ 
>P0A5Q4 
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MRIKIFMLVTAVVLLCCSGVATAAPKTYCEELKGTDTGQACQIQMSDPAYNINISLPSYY 
PDQKSLENYIAQTRDKFLSAATSSTPREAPYELNITSATYQSAIPPRGTQAVVLKVYQNA 
GGTHPTTTYKAFDWDQAYRKPITYDTLWQADTDPLPVVFPIVQGELSKQTGQQVSIAPNA 
GLDPVNYQNFAVTNDGVIFFFNPGELLPEAAGPTQVLVPRSAIDSMLA 
>P29141 
MKKGIIRFLLVSFVLFFALSTGITGVQAAPASSKTSADLEKAEVFGDIDMTTSKKTTVIV 
ELKEKSLAEAKEAGESQSKSKLKTARTKAKNKAIKAVKNGKVNREYEQVFSGFSMKLPAN 
EIPKLLAVKDVKAVYPNVTYKTDNMKDKDVTISEDAVSPQMDDSAPYIGANDAWDLGYTG 
KGIKVAIIDTGVEYNHPDLKKNFGQYKGYDFVDNDYDPKETPTGDPRGEATDHGTHVAGT 
VAANGTIKGVAPDATLLAYRVLGPGGSGTTENVIAGVERAVQDGADVMNLSLGNSLNNPD 
WATSTALDWAMSEGVVAVTSNGNSGPNGWTVGSPGTSREAISVGATQLPLNEYAVTFGSY 
SSAKVMGYNKEDDVKALNNKEVELVEAGIGEAKDFEGKDLTGKVAVVKRGSIAFVDKADN 
AKKAGAIGMVVYNNLSGEIEANVPGMSVPTIKLSLEDGEKLVSALKAGETKTTFKLTVSK 
ALGEQVADFSSRGPVMDTWMIKPDISAPGVNIVSTIPTHDPDHPYGYGSKQGTSMASPHI 
AGAVAVIKQAKPKWSVEQIKAAIMNTAVTLKDSDGEVYPHNAQGAGSARIMNAIKADSLV 
SPGSYSYGTFLKENGNETKNETFTIENQSSIRKSYTLEYSFNGSGISTSGTSRVVIPAHQ 
TGKATAKVKVNTKKTKAGTYEGTVIVREGGKTVAKVPTLLIVKEPDYPRVTSVSVSEGSV 
QGTYQIETYLPAGAEELAFLVYDSNLDFAGQAGIYKNQDKGYQYFDWDGTINGGTKLPAG 
EYYLLAYAANKGKSSQVLTEEPFTVE 
>P39597 
MSDEQKKPEQIHRRDILKWGAMAGAAVAIGASGLGGLAPLVQTAAKPSKKDEKEEEQIVP 
FYGKHQAGITTAHQTYVYFAALDVTAKDKSDIITLFRNWTSLTQMLTSGKKMSAEQRNQY 
LPPQDTGESADLSPSNLTVTFGFGPGFFEKDGKDRFGLKSKKPKHLAALPAMPNDNLDEK 
QGGGDICIQVCADDEQVAFHALRNLLNQAVGTCEVRFVNKGFLSGGKNGETPRNLFGFKD 
GTGNQSTKDDTLMNSIVWIQSGEPDWMTGGTYMAFRKIKMFLEVWDRSSLKDQEDTFGRR 
KSSGAPFGQKKETDPVKLNQIPSNSHVSLAKSTGKQILRRAFSYTEGLDPKTGYMDAGLL 
FISFQKNPDNQFIPMLKALSAKDALNEYTQTIGSALYACPGGCKKGEYIAQRLLES 
>P39848 
MKKRLIAPMLLSAASLAFFAMSGSAQAAAYTDYSLYKVEPSNTFSTESQASQAVAKLEKD 
TGWDASYQASGTTTTYQISASGIHSESEAKAILSGLAKQTSITGTSSPVGSKQPYVTISS 
GAISGEKQANTILAKLKQETGVAGAVKAYGAAQPYMNVMTSDIADETKVKALIQSLAKQT 
GIKSSYQPITHTVSVTTIQSGTIVGDSRAAQIKNAFQKESGLQASLKETVKGQAYYTFTT 
AAISGEANAKTLLQQLKQSTGITGSYKSINQKTTVESYNVQSAYFKGLSTVKDAISQIKK 
NTGVSGSYQQVGKSTSYTVNMKGITKQQLQKIDTFFKKKKWHYTSSSVKKTTTSAAYQIT 
TAKILGEQQANKAAAFFAQKKVKAAKTAAGSTAENQYQLISEETSDQAKVTKGLNILKKN 
QLSASAKSVKKQIADTFKITTESLLDQTKVNQALTFFKSNHISVASQKTGQTAASSYQIT 
TEAIISQEEIDRVLTFFKQNHIAVTTSKTGQTAYTQYKIVTTQLSSKTALNNGLTYLKSK 
SVTPSYTTKSNTLYKISVNEQFTGNDTAAAASTKLKQLYGWTSSIVKIKNGPQIMKTNYN 
LSLRDMVQKQMTVSPQTDGAAYVSLTYINTATSTVTADVLNIRSTPEVSPTNVIGQFKKG 
DKVKVIGQINGWAKINLGWRNASSDEVVQYVDPNNFSRDSKYYFQFLKLSQTAGLSVTEV 
NQKVLAGKGILTGRAKAFIDAANQYSINELYLISHALLETGNGTSALANGLTYNGKTVYN 
MYGIGAYDSNPNYYGAKYAYEQGWFTPEAAIIGGAKFIGSSYIHNTAYNQDTLYKMRWSA 
TATHQYATDIGWAYKQVNRMYSLYSLLDGYTLYFDVPEYR 
>Q9KJT6 
MKKIATATIATAGIATFAFAHHDAQAAEQNNDGYNPNDPYSYSYTYTIDAEGNYHYTWKG 
NWSPDRVNTSYNYNNYNNYNYYGYNNYSNYNNYSNYNNYNNYQSNNTQSQRTTQPTGGLG 
ASYSTSSSNVHVTTTSAPSSNGVSLSNARSASGNLYTSGQCTYYVFDRVGGKIGSTWGNA 
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NNWANAAARSGYTVNNSPAKGAILQTSQGAYGHVAYVEGVNSNGSIRVSEMNYGHGAGVV 
TSRTISASQAASYNYIH 
>P33673 
MHMSNARPSKSRTKFLLAFLCFTLMASLFGATALFGPSKAAAASPDDNFSPETLQFLRNN 
TGLDGEQWNNIMKLINKPEQDDLNWIKYYGYCEDIEDERGYTIGLFGATTGGSRDTHPDG 
PDLFKAYDAAKGASNPSADGALKRLGINGKMKGSILEIKDSEKVFCGKIKKLQNDAAWRK 
AMWETFYNVYIRYSVEQARQRGFTSAVTIGSFVDTALNQGATGGSDTLQGLLARSGSSSN 
EKTFMKNFHAKRTLVVDTNKYNKPPNGKNRVKQWDTLVDMGKMNLKNVDSEIAQVTDWEM 
>P09616 
MKTRIVSSVTTTLLLGSILMNPVAGAADSDINIKTGTTDIGSNTTVKTGDLVTYDKENGM 
HKKVFYSFIDDKNHNKKLLVIRTKGTIAGQYRVYSEEGANKSGLAWPSAFKVQLQLPDNE 
VAQISDYYPRNSIDTKEYMSTLTYGFNGNVTGDDTGKIGGLIGANVSIGHTLKYVQPDFK 
TILESPTDKKVGWKVIFNNMVNQNWGPYDRDSWNPVYGNQLFMKTRNGSMKAADNFLDPN 
KASSLLSSGFSPDFATVITMDRKASKQQTNIDVIYERVRDDYQLHWTSTNWKGTNTKDKW 
TDRSSERYKIDWEKEEMTN 
>P17670 
MAEYTLPDLDWDYGALEPHISGQINELHHSKHHATYVKGANDAVAKLEEARAKEDHSAIL 
LNEKNLAFNLAGHVNHTIWWKNLSPNGGDKPTGELAAAIADAFGSFDKFRAQFHAAATTV 
QGSGWAALGWDTLGNKLLIFQVYDHQTNFPLGIVPLLLLDMWEHAFYLQYKNVKVDFAKA 
FWNVVNWADVQSRYAAATSQTKGLIFG 
>P29148 
MKKVWFSLLGGAMLLGSVASGASAESSVSGPAQLTPTFHTEQWKAPSSVSGDDIVWSYLN 
RQKKSLLGVDSSSVREQFRIVDRTSDKSGVSHYRLKQYVNGIPVYGAEQTIHVGKSGEVT 
SYLGAVINEDQQEEATQGTTPKISASEAVYTAYKEAAARIEALPTSDDTISKDAEEPSSV 
SKDTYAEAANNDKTLSVDKDELSLDKASVLKDSKIEAVEAEKSSIAKIANLQPEVDPKAE 
LYYYPKGDDLLLVYVTEVNVLEPAPLRTRYIIDANDGSIVFQYDIINEATGKGVLGDSKS 
FTTTASGSSYQLKDTTRGNGIVTYTASNRQSIPGTLLTDADNVWNDPAGVDAHAYAAKTY 
DYYKSKFGRNSIDGRGLQLRSTVHYGSRYNNAFWNGSQMTYGDGDGDGSTFIAFSGDPDV 
VGHELTHGVTEYTSNLEYYGESGALNEAFSDVIGNDIQRKNWLVGDDIYTPNICGDALRS 
MSNPTLYDQPHHYSNLYKGSSDNGGVHTNSGIINKAYYLLAQGGTFHGVTVNGIGRDAAV 
QIYYSAFTNYLTSSSDFSNARAAVIQAAKDLYGANSAEATAAAKSFDAVG 
>Q93M42 
MRYNQYSYTKASEEVMLDELARLGFTIQTTNSPKENLHHFLQKILFRYQDVNYVLSSWVA 
DQKTDLLTFFQSDKQLTEEVFYTVALQVLGFAPFVDFDDVTAFCKEIHFPITYGNILENL 
YQLLNTRTKLGNTLIDQLVSEGFIPESNDYHFFNGKSLATFSSHEAIREVVYVESRVDTD 
GDGKPDLVKVSIIRPSYEGQVPAVMTASPYHQGTNDKASDKALHNMNVDLSCKNPRTITV 
QESSIQTIEPQGQASLVEKAEEKLGHIGSYTLNDYLLPRGFANLYVSGVGTKDSEGMMTS 
GDYQQIEAYKNVIDWLNGRCRAFTDHTRQREIKATWSNGKVATTGISYLGTMSNGLATTG 
VDGLEVIIAEAGISSWYNYYRENGLVTSPGGYPGEDFESLTELTYSRNLLAGEYLRHNQA 
YQAYLDQQRKDLERETGDYNQFWHDRNYLIHADKVKAEVVFTHGSQDWNVKPLHVYNMFH 
ALPAHIKKHLFFHNGAHVYINNWQSIDFRESMNALLSKKLLGHSSDFDLPPVIWQDNSQA 
QNWMSLDDFGNQEDYSHFHLGKGSQEIRNRYSDEDYNRFAKSYQVFKNELFEGKTQQITL 
DWTLEQDLFINGPAKLKLRLKSSTNKGLISAQLLDYGPAKRLTPIPSLLEPRVMDNGRYY 
MLDNLMELPFADTPHRVITKGFLNLQNRTDLLTVEEVVPNQWMELSFELQPTIYKLKKGD 
QLRLVLYTTDFEHTVRDKTDYHLSVDMEHSSLSLPHKKS 
>P00649 
MKKISSVFTMFALIAAILFSGFIPQQAYAETPLTQTATNETATIQLTSDVHTLAVINTFD 
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GVADYLIRYKRLPDNYITKSQASALGWVASKGNLAEVAPGKSIGGDVFSNREGRLPSASG 
RTWREADINYVSGFRNADRLVYSSDWLIYKTTDHYATFTRIR 
>P13423 
MKKRKVLIPLMALSTILVSSTGNLEVIQAEVKQENRLLNESESSSQGLLGYYFSDLNFQA 
PMVVTSSTTGDLSIPSSELENIPSENQYFQSAIWSGFIKVKKSDEYTFATSADNHVTMWV 
DDQEVINKASNSNKIRLEKGRLYQIKIQYQRENPTEKGLDFKLYWTDSQNKKEVISSDNL 
QLPELKQKSSNSRKKRSTSAGPTVPDRDNDGIPDSLEVEGYTVDVKNKRTFLSPWISNIH 
EKKGLTKYKSSPEKWSTASDPYSDFEKVTGRIDKNVSPEARHPLVAAYPIVHVDMENIIL 
SKNEDQSTQNTDSQTRTISKNTSTSRTHTSEVHGNAEVHASFFDIGGSVSAGFSNSNSST 
VAIDHSLSLAGERTWAETMGLNTADTARLNANIRYVNTGTAPIYNVLPTTSLVLGKNQTL 
ATIKAKENQLSQILAPNNYYPSKNLAPIALNAQDDFSSTPITMNYNQFLELEKTKQLRLD 
TDQVYGNIATYNFENGRVRVDTGSNWSEVLPQIQETTARIIFNGKDLNLVERRIAAVNPS 
DPLETTKPDMTLKEALKIAFGFNEPNGNLQYQGKDITEFDFNFDQQTSQNIKNQLAELNA 
TNIYTVLDKIKLNAKMNILIRDKRFHYDRNNIAVGADESVVKEAHREVINSSTEGLLLNI 
DKDIRKILSGYIVEIEDTEGLKEVINDRYDMLNISSLRQDGKTFIDFKKYNDKLPLYISN 
PNYKVNVYAVTKENTIINPSENGDTSTNGIKKILIFSKKGYEIG 
>P0C0I6 
MRYNCRYSHIDKKIYSMIICLSFLLYSNVVQANSYNTTNRHNLESLYKHDSNLIEADSIK 
NSPDIVTSHMLKYSVKDKNLSVFFEKDWISQEFKDKEVDIYALSAQEVCECPGKRYEAFG 
GITLTNSEKKEIKVPVNVWDKSKQQPPMFITVNKPKVTAQEVDIKVRKLLIKKYDIYNNR 
EQKYSKGTVTLDLNSGKDIVFDLYYFGNGDFNSMLKIYSNNERIDSTQFHVDVSIS 
>Q03091 
MTKKLWFLPIVCLFFILGWTAPSASAGAPADTNLYSRLAVSTAGGTTLFPQTSSAVITPS 
ADTETYYKEASGKSGTALKSALHRIISGHTKLSYSQVWNALKETDEDPANPNNVILLYTQ 
ESRAKSKNGGSVGDWNREHVWAKSHGNFGTAAGPGTDIHHLRPADVQVNSARGNMDFDNG 
GSEYPKAPGNYYDGDSWEPRDEVKGDVARMLFYMAVRYEGGDGYPDLELNDKTGNGSAPY 
MGKLSVLLKWNKQDPVDSKEKRRNEIIYEDYQHNRNPFIDHPEWADEIW 
>Q02834 
MTANPYLRRLPRRRAVSFLLAPALAAATVAGASPAQAIAGAPVPPGGEPLYTEQDLAVNG 
REGFPNYRIPALTVTPDGDLLASYDGRPTGIDAPGPNSILQRRSTDGGRTWGEQQVVSAG 
QTTAPIKGFSDPSYLVDRETGTIFNFHVYSQRQGFAGSRPGTDPADPNVLHANVATSTDG 
GLTWSHRTITADITPDPGWRSRFAASGEGIQLRYGPHAGRLIQQYTIINAAGAFQAVSVY 
SDDHGRTWRAGEAVGVGMDENKTVELSDGRVLLNSRDSARSGYRKVAVSTDGGHSYGPVT 
IDRDLPDPTNNASIIRAFPDAPAGSARAKVLLFSNAASQTSRSQGTIRMSCDDGQTWPVS 
KVFQPGSMSYSTLTALPDGTYGLLYEPGTGIRYANFNLAWLGGICAPFTIPDVALEPGQQ 
VTVPVAVTNQSGIAVPKPSLQLDASPDWQVQGSVEPLMPGRQAKGQVTITVPAGTTPGRY 
RVGATLRTSAGNASTTFTVTVGLLDQARMSIADVDSEETAREDGRASNVIDGNPSTFWHT 
EWSRADAPGYPHRISLDLGGTHTISGLQYTRRQNSANEQVADYEIYTSLNGTTWDGPVAS 
GRFTTSLAPQRAVFPARDARYIRLVALSEQTGHKYAAVAELEVEGQR 
>P09401 
MRFAYGRLPWRRGAVLGSALLVLVTAPAASTATERSGPAPARSVILLIGDGMGDAEITAA 
RNYSVGAAGRLAMDTLDASGRRTTYAVDERGRPVYVTDSAAGATAWATGRRTVNGRVSKS 
HDTDRPMPTLLELARDRGYATGSVTTASVADATPAALTAHVTDRSCKGPADMAACPADTR 
AGGGEGSIAEQTVAARPDVLLGGGADHFAQTVTDGPFRGRTVTQQARAAGYQVVRDRTQL 
AAARPGRPVLGLFAPEYVPVEWTGPPAAPGGTAPQRCATRNPGRPAGTPDLAESTRAALD 
LLTARAHHRGAPGRGFFLQVEGASIDDRAHEADPCGQLGETLAFDRAVAAALDHAERHPR 
TLVIVTADHGHATQILPHDARPAGLSATLVTDEGGVMQLGYGTALPGETQEHTGVPVPVA 
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ARGPLADRVRGVQDNTSLFGTVTAALGLR 
>P37134 
MVKIFIDPGHGGSDTGASANGLQEKQLTLQTALALRNMLLNEYQNVSVLLSRTSDQTVSL 
TQRTNAANSWGADYFLSIHMNAGGGTGFEDYIYPGVGAPTTTYRDIMHEEILKVVDFRDR 
GKKTANFHVLRETAMPALLTENGFVDNTNDAEKLKSSAFIQSIARGHANGLARAFNLSKN 
AAALYKVQIAAFRTKANADSLAAQAEAKGFDALVIYRDSLYKVQIGAFSSKENAEALVQQ 
AKNAEFDTFI 
>P80172 
MIKKIPYKLLAVSTLLTITTANVVSPVATFASEIEQTNNGDTALSANEAKMKETLQKAGL 
FAKSMNAYSYMLIKNPDVNFEGITINGYVDLPGRIVQDQKNARAHAVTWDTKVKKQLLDT 
LTGIVEYDTTFDNYYETMVEAINTGDGETLKEGITDLRGEIQQNQKYAQQLIEELTKLRD 
SIGHDVRAFGSNKELLQSILKNQGADVDADQKRLEEVLGSVNYYKQLESDGFNVMKGAIL 
GLPIIGGIIVGVARDNLGKLEPLLAELRQTVDYKVTLNRVVGVAYSNINEIDKALDDAIN 
ALTYMSTQWHDLDSQYSGVLGHIENAAQKADQNKFKFLKPNLNAAKDSWKTLRTDAVTLK 
EGIKELKVETVTPQK 
>P30234 
MRVGIPTETKNNEFRVAITPAGVAELTRRGHEVLIQAGAGEGSAITDADFKAAGAQLVGT 
ADQVWADADLLLKVKEPIAAEYGRLRHGQILFTFLHLAASRACTDALLDSGTTSIAYETV 
QTADGALPLLAPMSEVAGRLAAQVGAYHLMRTQGGRGVLMGGVPGVEPADVVVIGAGTAG 
YNAARIANGMGATVTVLDINIDKLRQLDAEFCGRIHTRYSSAYELEGAVKRADLVIGAVL 
VPGAKAPKLVSNSLVAHMKPGAVLVDIAIDQGGCFEGSRPTTYDHPTFAVHDTLFYCVAN 
MPASVPKTSTYALTNATMPYVLELADHGWRAACRSNPALAKGLSTHEGALLSERVATDLG 
VPFTEPASVLA 
>P0A618 
MSLRLVSPIKAFADGIVAVAIAVVLMFGLANTPRAVAADERLQFTATTLSGAPFDGASLQ 
GKPAVLWFWTPWCPFCNAEAPSLSQVAAANPAVTFVGIATRADVGAMQSFVSKYNLNFTN 
LNDADGVIWARYNVPWQPAFVFYRADGTSTFVNNPTAAMSQDELSGRVAALTS 
>P0C0J0 
MNKKKLGIRLLSLLALGGFVLANPVFADQNFARNEKEAKDSAITFIQKSAAIKAGARSAE 
DIKLDKVNLGGELSGSNMYVYNISTGGFVIVSGDKRSPEILGYSTSGSFDANGKENIASF 
MESYVEQIKENKKLDTTYAGTAEIKQPVVKSLLDSKGIHYNQGNPYNLLTPVIEKVKPGE 
QSFVGQHAATGCVATATAQIMKYHNYPNKGLKDYTYTLSSNNPYFNHPKNLFAAISTRQY 
NWNNILPTYSGRESNVQKMAISELMADVGISVDMDYGPSSGSAGSSRVQRALKENFGYNQ 
SVHQINRSDFSKQDWEAQIDKELSQNQPVYYQGVGKVGGHAFVIDGADGRNFYHVNWGWG 
GVSDGFFRLDALNPSALGTGGGAGGFNGYQSAVVGIKP 
>P00691 
MFAKRFKTSLLPLFAGFLLLFHLVLAGPAAASAETANKSNELTAPSIKSGTILHAWNWSF 
NTLKHNMKDIHDAGYTAIQTSPINQVKEGNQGDKSMSNWYWLYQPTSYQIGNRYLGTEQE 
FKEMCAAAEEYGIKVIVDAVINHTTSDYAAISNEVKSIPNWTHGNTQIKNWSDRWDVTQN 
SLLGLYDWNTQNTQVQSYLKRFLDRALNDGADGFRFDAAKHIELPDDGSYGSQFWPNITN 
TSAEFQYGEILQDSASRDAAYANYMDVTASNYGHSIRSALKNRNLGVSNISHYASDVSAD 
KLVTWVESHDTYANDDEESTWMSDDDIRLGWAVIASRSGSTPLFFSRPEGGGNGVRFPGK 
SQIGDRGSALFEDQAITAVNRFHNVMAGQPEELSNPNGNNQIFMNQRGSHGVVLANAGSS 
SVSINTATKLPDGRYDNKAGAGSFQVNDGKLTGTINARSVAVLYPDDIAKAPHVFLENYK 
TGVTHSFNDQLTITLRADANTTKAVYQINNGPDDRRLRMEINSQSEKEIQFGKTYTIMLK 
GTNSDGVTRTEKYSFVKRDPASAKTIGYQNPNHWSQVNAYIYKHDGSRVIELTGSWPGKP 
MTKNADGIYTLTLPADTDTTNAKVIFNNGSAQVPGQNQPGFDYVLNGLYNDSGLSGSLPH 
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>P07883 
MVNRRDLIKWSAVALGAGAGLAGPAPAAHAADLEWEQYPVPAAPGGNRSWQLLPSHSDDF 
NYTGKPQTFRGRWLDQHKDGWSGPANSLYSARHSWVADGNLIVEGRRAPDGRVYCGYVTS 
RTPVEYPLYTEVLMRVSGLKLSSNFWLLSRDDVNEIDVIECYGNESLHGKHMNTAYHIFQ 
RNPFTELARSQKGYFADGSYGYNGETGQVFGDGAGQPLLRNGFHRYGVHWISATEFDFYF 
NGRLVRRLNRSNDLRDPRSRFFDQPMHLILNTESHQWRVDRGIEPTDAELADPSINNIYY 
RWVRTYQAV 
>Q08002 
MINKKKLVTSLVTSSLLATFTLGSFADAHTYIINNEDINKNAQESSIGTLKQNNFKQSTI 
DSMKPRNLQSFQEDKVFKAPKEKTPITERARKSENALSNSKLNDVRSFTTVNMRTNENER 
TAAKLKYNGKNTNVWVADNYITDKQAKNIGEEFDNKIDPLVKEKFGEPSDVDHDGKVNIL 
VYDIKDDFETTGSYTGGYFHPRDLYDVPHSNKAEVFYMDTYPSMGTDKNNLNEKKVYSTL 
AHEYQHMVNANQKLLKEQKEDGMDVWLDEAFAMASEHMYLQKPLDHRIEYYNNSTSIANG 
HSLIKWNHRGDVLSNYALSYLFSQYLSAQSDNGDKIFKEILQDPANTSEALENAIHKHVD 
PKMSLGEFMTNFRVALEKKEATGLHGFNGAPGLNSISPKPVRELPQTLAPQGSVMFETTS 
PIKVPKDKDEKVNYVKVK 
>P04188 
MKGKFLKVSSLFVATLTTATLVSSPAANALSSKAMDNHPQQTQSSKQQTPKIQKGGNLKP 
LEQREHANVILPNNDRHQITDTTNGHYAPVTYIQVEAPTGTFIASGVVVGKDTLLTNKHV 
VDATHGDPHALKAFPSAINQDNYPNGGFTAEQITKYSGEGDLAIVKFSPNEQNKHIGEVV 
KPATMSNNAETQVNQNITVTGYPGDKPVATMWESKGKITYLKGEAMQYDLSTTGGNSGSP 
VFNEKNEVIGIHWGGVPNEFNGAVFINENVRNFLKQNIEDIHFANDDQPNNPDNPDNPNN 
PDNPNNPDEPNNPDNPNNPDNPDNGDNNNSDNPDAA 
>Q53728 
MTSDQRPARLPTHKGKLLAPHRLHRLIPVSVALTTVCAALPSSTAYAADTPPTPHLDAIE 
RSLRDTSPGLEGSVWQRTDGNRLDAPDGDPAGWLLQTPGCWGDAGCKDRAGTRRLLDKMT 
RNIADARHTVDISSLAPFPNGGFEDAVVDGLKAVVAAGHSPRVRILVGAAPIYHLNVVPS 
RYRDELIGKLGAAAGKVTLNVASMTTSKTSLSWNHSKLLVVDGKTAITGGINGWKDDYLD 
TAHPVSDVDMALSGPAAASAGKYLDTLWDWTCRNASDPAKVWLATSNGASCMPSMEQDEA 
GSAPAEPTGDVPVIAVGGLGVGIKESDPSSGYHPDLPTAPDTKCTVGLHDNTNADRDYDT 
VNPEENALRSLIASARSHVEISQQDLNATCPPLPRYDIRTYDTLAGKLAAGVKVRIVVSD 
PANRGAVGSGGYSQIKSLDEISDTLRTRLVALTGDNEKASRALCGNLQLASFRSSDAAKW 
ADGKPYALHHKLVSVDDSAFYIGSKNLYPAWLQDFGYIVESPAAAQQLKTELLDPEWKYS 
QQAAATPAGCPARQAG 
>P16169 
MLKSRGIIKGINLGGWMSQCDYSRERLDNFVKENDIKQIADWGFDHVRLPIDYNIVQNND 
GSVIEDGYNRIDKVVELCRKYGLKLVIDLHKTAGFSFDFGEPESGFFDNKEYQERFYILW 
EEIARRYGHDTDNIVFELLNEVTDEAFIGKWNEISDICIGRIRKIAPEVIILLGSYHNNA 
ADTVQFLNAPHDDRVVYNFHCYEPLKFTHQGATWTPDIIPGERMKFEDSETSEAYFEELF 
STAISTAEKYGTTLYCGEYGVIDVVSAEDSLKWFKVINKVFSKHGISRECGITRKWTSAF 
PTASTTATVRDTEVSVIKTRKAHNCCTLTEVFTRVY 
>P10424 
MKNKKMLKIGMCVGILGLSITSLVTFTGGALQVEAKEKTGQVKHKNQATHKEFSQLEKKF 
DARLGVYAIDTGTNQTIAYRPNERFAFASTYKALAAGVLLQQNSTKKLDEVITYTKEDLV 
DYSPVTEKHVDTGMTLGEIAEAAVRYSDNTAGNILFHKIGGPKGYEKALRKMGDRVTMSD 
RFETELNEAIPGDIRDTSTAKAIARNLKDFTVGNALPHQKRNILTEWMKGNATGDKLIRA 
GVPTDWVDADKSGAGSYGTRNDIAIVWPPNRSPIIIAILSSKDEKEATYDNQLIKEAAEV 
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VIDAIK 
>P0C046 
MAMIKMSPEEIRAKSQSYGQGSDQIRQILSDLTRAQGEIAANWEGQAFSRFEEQFQQLSP 
KVEKFAQLLEEIKQQLNSTADAVQEQDQQLSNNFGLQ 
>P40943 
MRNVVRKPLTIGLALTLLLPMGMTATSAKNADSYAKKPHISALNAPQLDQRYKNEFTIGA 
AVEPYQLQNEKDVQMLKRHFNSIVAENVMKPISIQPEEGKFNFEQADRIVKFAKANGMDI 
RFHTLVWHSQVPQWFFLDKEGKPMVNETDPVKREQNKQLLLKRLETHIKTIVERYKDDIK 
YWDVVNEVVGDDGKLRNSPWYQIAGIDYIKVAFQAARKYGGDNIKLYMNDYNTEVEPKRT 
ALYNLVKQLKEEGVPIDGIGHQSHIQIGWPSEAEIEKTINMFAALGLDNQITELDVSMYG 
WPPRAYPTYDAIPKQKFLDQAARYDRLFKLYEKLSDKISNVTFWGIADNHTWLDSRADVY 
YDANGNVVVDPNAPYAKVEKGKGKDAPFVFGPDYKVKPAYWAIIDHK 
>P29958 
MTSSYMRLKAAAIAFGVIVATAAVPSPASGREHDGGYAALIRRASYGVPHITADDFGSLG 
FGVGYVQAEDNICVIAESVVTANGERSRWFGATGPDDADVRTTSSTQAIDDRVAERLLEG 
PRDGVRAPCDDVRDQMRGFVAGYNHFLRRTGVHRLTDPACRGKAWVRPLSEIDLWRTSWD 
SMVRAGSGALLDGIVAATPPTAAGPASAPEAPDAAAIAAALDGTSAGIGSNAYGLGAQAT 
VNGSGMVLANPHFPWQGAERFYRMHLKVPGRYDVEGAALIGDPIIEIGHNRTVAWSHTVS 
TARRFVWHRLSLVPGDPTSYYVDGRPERMRARTVTVQTGSGPVSRTFHDTRYGPVAVVPG 
TFDWTPATAYAITDVNAGNNRAFDGWLRMGQAKDVRALKAVLDRHQFLPWVNVIAADARG 
EALYGDHSVVPRVTGALAAACIPAPFQPLYASSGQAVLDGSRSDCALGADPDAAVPGILG 
PASLPVRFRDDYVTNSNDSHWLASPAAPLEGFPRILGNERTPRSLRTRLGLDQIQQRLAG 
TDGLPGKGFTTARLWQVMFGNRMHGAELVRDDLVALCRRQPTATASNGAIVDLTAACTAL 
SRFDERADLDSRGAHLFTEFLAGGIRFADTFEVTDPVRTPAPFWNTTDPRVRTALADACN 
GSPASPSTRSVGDIHTDSRGERRIPIHGGRGEAGTFNVITNPLVPGVGYPQVVHGTSFVM 
AVELGPHGPSGRQILTYAQSTNPNSPWYADQTVLYSRKGWDTIKYTEAQIAADPNLRVYR 
VAQRGR 
>P45702 
MPTNLFFNAHHSPVGAFASFTLGFPGKSGGLDLELARPPRQNVLIGVESLHESGLYHVLP 
FLETAEEDESKRYDIENPDPNPQKPNILIPFAKEEIQREFHVATDTWKAGDLTFTIYSPV 
KAVPNPETADEEELKLALVPAVIVEMTIDNTNGTRARRAFFGFEGTDPYTSMRRIDDTCP 
QLRGVGQGRILSIVSKDEGVRSALHFSMEDILTAQLEENWTFGLGKVGALIVDVPAGEKK 
TYQFAVCFYRGGYVTAGMDASYFYTRFFQNIEEVGLYALEQAEVLKEQSFRSNKLIEKEW 
LSDDQTFMMAHAIRSYYGNTQLLEHEGKPIWVVNEGEYRMMNTFDLTVDQLFFELKLNPW 
TVKNVLDLYVERYSYEDRVRFPGEETEYPSGISFTHDMGVANTFSRPHYSSYELYGISGC 
FSHMTHEQLVNWVLCAAVYIEQTKDWAWRDKRLAILEQCLESMVRRDHPDPEQRNGVMGL 
DSTRTMGGAEITTYDSLDVSLGQARNNLYLAGKCWAAYVALEKLFRDVGKEELAALAGEQ 
AEKCAATIVSHVTDDGYIPAIMGEGNDSKIIPAIEGLVFPYFTNCHEALDENGRFGAYIQ 
ALRNHLQYVLREGICLFPDGGWKISSTSNNSWLSKIYLCQFIARHILGWEWDEQGKRADA 
AHVAWLTHPTLSIWSWSDQIIAGEITGSKYYPRGVTSILWLEEGE 
>P45453 
MQDLINYFLNYPEALKKLKNKEACLIGFDVQETETIIKAYNDYYLADPITRQWGD 
>P42983 
MKKWMAGLFLAAAVLLCLMVPQQIQGASSYDKVLYFPLSRYPETGSHIRDAIAEGHPDIC 
TIDRDGADKRREESLKGIPTKPGYDRDEWPMAVCEEGGAGADVRYVTPSDNRGAGSWVGN 
QMSSYPDGTRVLFIVQ 
>P22266 
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MSSAMRKTTNSPVVRRLTAAAVALGSCLALAGPAGSAGAAPADPVPTVFFGDSYTANFGI 
APVTNQDSERGWCFQAKENYPAVATRSLADKGITLDVQADVSCGGALIHHFWEKQELPFG 
AGELPPQQDALKQDTQLTVGSLGGNTLGFNRILKQCSDELRKPSLLPGDPVDGDEPAAKC 
GEFFGTGDGKQWLDDQFERVGAELEELLDRIGYFAPDAKRVLVGYPRLVPEDTTKCLTAA 
PGQTQLPFADIPQDALPVLDQIQKRLNDAMKKAAADGGADFVDLYAGTGANTACDGADRG 
IGGLLEDSQLELLGTKIPWYAHPNDKGRDIQAKQVADKIEEILNR 
>P0A668 
MKVKNTIAATSFAAAGLAALAVAVSPPAAAGDLVGPGCAEYAAANPTGPASVQGMSQDPV 
AVAASNNPELTTLTAALSGQLNPQVNLVDTLNSGQYTVFAPTNAAFSKLPASTIDELKTN 
SSLLTSILTYHVVAGQTSPANVVGTRQTLQGASVTVTGQGNSLKVGNADVVCGGVSTANA 
TVYMIDSVLMPPA 
>Q53591 
MKQVVDNQTQNKELVKNGDFNQTNPVSGSWSHTSAREWSAWIDKENTADKSPIIQRTEQG 
QVSLSSDKGFRGAVTQKVNIDPTKKYEVKFDIETSNKAGQAFLRIMEKKDNNTRLWLSEM 
TSGTTNKHTLTKIYNPKLNVSEVTLELYYEKGTGSATFDNISMKAKGPKDSEHPQPVTTQ 
IEESVNTALNKNYVFNKADYQYTLTNPSLGKIVGGILYPNATGSTTVKISDKSGKIIKEV 
PLSVTASTEDKFTKLLDKWNDVTIGNHVYDTNDSNMQKINQKLDETNAKNIKTIKLDSNH 
TFLWKDLDNLNNSAQLTATYRRLEDLAKQITNPHSTIYKNEKAIRTVKESLAWLHQNFYN 
VNKDIEGSANWWDFEIGVPRSITATLALMNNYFTDAEIKTYTDPIEHFVPDAGYFRKTLD 
NPFKALGGNLVDMGRVKIIEGLLRKDNTIIEKTSHSLKNLFTTATKAEGFYADGSYIDHT 
NVAYTGAYGNVLIDGLTQLLPIIQETDYKISNQELDMVYKWINQSFLPLIVKGELMDMSR 
GRSISREAASSHAAAVEVLRGFLRLANMSNEERNLDLKSTIKTIITSNKFYNVFNNLKSY 
SDIANMNKMLNDSTVATKPLKSNLSTFNSMDRLAYYNAEKDFGFALSLHSKRTLNYEGMN 
DENTRDWYTGDGMFYLYNSDQSHYSNHFWPTVNPYKMAGTTEKDAKREDTTKEFMSKHSK 
DAKEKTGQVTGTSDFVGSVKLNDHFALAAMDFTNWDRTLTAQKGWVILNDKIVFLGSNIK 
NTNGIGNVSTTIDQRKDDSKTPYTTYVNGKTIDLKQASSQQFTDTKSVFLESKEPGRNIG 
YIFFKNSTIDIERKEQTGTWNSINRTSKNTSIVSNPFITISQKHDNKGDSYGYMMVPNID 
RTSFDKLANSKEVELLENSSKQQVIYDKNSQTWAVIKHDNQESLINNQFKMNKAGLYLVQ 
KVGNDYQNVYYQPQTMTKTDQLAI 
>P68798 
MKNKLIAKSLLTIAAIGITTTTIASTADASEGYGPREKKPVSINHNIVEYNDGTFKYQSR 
PKFNSTPKYIKFKHDYNILEFNDGTFEYGARPQFNKPAAKTDATIKKEQKLIQAQNLVRE 
FEKTHTVSAHRKAQKAVNLVSFEYKVKKMVLQERIDNVLKQGLVR 
>P60158 
MKKTIMASSLAVALGVTGYAAGTGHQAHAAEVNVDQAHLVDLAHNHQDQLNAAPIKDGAY 
DIHFVKDGFQYNFTSNGTTWSWSYEAANGQTAGFSNVAGADYTTSYNQGSNVQSVSYNAQ 
SSNSNVEAVSAPTYHNYSTSTTSSSVRLSNGNTAGATGSSAAQIMAQRTGVSASTWAAII 
ARESNGQVNAYNPSGASGLFQTMPGWGPTNTVDQQINAAVKAYKAQGLGAWGF 
>P0A5P2 
MAHFAVGFLTLGLLVPVLTWPVSAPLLVIPVALSASIIRLRTLADERGVTVRTLVGSRAV 
RWDDIDGLRFHRGSWARATLKDGTELRLPAVTFATLPHLTEASSGRVPNPYR 
>Q44052 
MMNLSRRTLLTTGSAATLAYALGMAGSAQAATAVTARPGVPVTAAPPLRLASRNSVFTRS 
GAGPRYWNIYGYSFPHNAPIPENEWKANIDWLAGNFADFGYDIACTDGWIEGSSRTTGNG 
YITSYNDSWQHDWAYWANYLAARKMKLGVYYNPLWVHRAAVEDASKTVLGRPDVKIADLV 
VPGDFFARDIGGNQLYWLDVTKSGAKEYVQGYVRYFKDLGVPYLRIDFLSWYEDGRDANI 
GQVNAPHGRANYELALSWINEAAGEDMEVSLVMPHMFQDGSAELANGDLVRINADADKGG 
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WDRLSGMRQNWQDAWPNWANPFCGFTGWSHRNGRGQLILDGDFMRASTFASDEERKTMMN 
LMVAAGSPLAIADTYQQIGNNAWVYTNKEVLQLNADGLVGKPLYRSATPFSKDPGSRDTE 
RWAGQLPDGSWGVALFNRSDTETVTKTIDFAKDLGLATGGNVRDLWEHRNLGMDSRATAA 
LAPHASAIFRVTPPKMHGTTRYPAAFAAWGGGAGFNNNHPGYDGNGFVDGLQAGSGSADP 
LVTFAVQVPHRAATPSGYRYANATDDNTTSKTTTKKANPEKADRSTVDGPVHVSFPGLAT 
WDTWGVAAGTITLDAGLNLVTIGRGATDKGAINLNWIELDM 
>P15555 
MVSGTVGRGTALGAVLLALLAVPAQAGTAAAADLPAPDDTGLQAVLHTALSQGAPGAMVR 
VDDNGTIHQLSEGVADRATGRAITTTDRFRVGSVTKSFSAVVLLQLVDEGKLDLDASVNT 
YLPGLLPDDRITVRQVMSHRSGLYDYTNDMFAQTVPGFESVRNKVFSYQDLITLSLKHGV 
TNAPGAAYSYSNTNFVVAGMLIEKLTGHSVATEYQNRIFTPLNLTDTFYVHPDTVIPGTH 
ANGYLTPDEAGGALVDSTEQTVSWAQSAGAVISSTQDLDTFFSALMSGQLMSAAQLAQMQ 
QWTTVNSTQGYGLGLRRRDLSCGISVYGHTGTVQGYYTYAFASKDGKRSVTALANTSNNV 
NVLNTMARTLESAFCGKPTTAKLRSATSSATTVERHEDIAPGIARD 
>P26515 
MNLLVQPRRRRRGPVTLLVRSAWAVALAALAALMLPGTAQADTVVTTNQEGTNNGYYYSF 
WTDSQGTVSMNMGSGGQYSTSWRNTGNFVAGKGWANGGRRTVQYSGSFNPSGNAYLALYG 
WTSNPLVEYYIVDNWGTYRPTGEYKGTVTSDGGTYDIYKTTRVNKPSVEGTRTFDQYWSV 
RQSKRTGGTITTGNHFDAWARAGMPLGNFSYYMIMATEGYQSSGSSSINVGGTGGGDSGG 
GDNGGGGGGCTATVSAGQKWGDRYNLDVSVSGASDWTVTMNVPSPAKVLSNWNVNASYPS 
AQTLTARLNGSGNNWGATIQANANWTWPSVSCSAG 
>P54422 
MKRTWNVCLTALLSVLLVAGSVPFHAEAKKPPKSYDEYKQVDVGKDGMVATAHPLASEIG 
ADVLKKGGNAIDAAVAIQFALNVTEPMMSGIGGGGFMMVYDGKTKDTTIIDSRERAPAGA 
TPDMFLDENGKAIPFSERVTKGTAVGVPGTLKGLEEALDKWGTRSMKQLITPSIKLAEKG 
FPIDSVLAEAISDYQEKLSRTAAKDVFLPNGEPLKEGDTLIQKDLAKTFKLIRSKGTDAF 
YKGKFAKTLSDTVQDFGGSMTEKDLENYDITIDEPIWGDYQGYQIATTPPPSSGGIFLLQ 
MLKILDHFNLSQYDVRSWEKYQLLAETMHLSYADRASYAGDPEFVNVPLKGLLHPDYIKE 
RQQLINLDQVNKKPKAGDPWKYQEGSANYKQVEQPKDKVEGQTTHFTVADRWGNVVSYTT 
TIEQLFGTGIMVPDYGVILNNELTDFDAIPGGANEVQPNKRPLSSMTPTILFKDDKPVLT 
VGSPGGATIISSVLQTILYHIEYGMELKAAVEEPRIYTNSMSSYRYEDGVPKDVLSKLNG 
MGHKFGTSPVDIGNVQSISIDHENGTFKGVADSSRNGAAIGINLKRK 
>P0A5P8 
MKMVKSIAAGLTAAAAIGAAAAGVTSIMAGGPVVYQMQPVVFGAPLPLDPASAPDVPTAA 
QLTSLLNSLADPNVSFANKGSLVEGGIGGTEARIADHKLKKAAEHGDLPLSFSVTNIQPA 
AAGSATADVSVSGPKLSSPVTQNVTFVNQGGWMLSRASAMELLQAAGN 
>P16397 
MRKKTKNRLISSVLSTVVISSLLFPGAAGASSKVTSPSVKKELQSAESIQNKISSSLKKS 
FKKKEKTTFLIKFKDLANPEKAAKAAVKKAKSKKLSAAKTEYQKRSAVVSSLKVTADESQ 
QDVLKYLNTQKDKGNADQIHSYYVVNGIAVHASKEVMEKVVQFPEVEKVLPNEKRQLFKS 
SSPFNMKKAQKAIKATDGVEWNVDQIDAPKAWALGYDGTGTVVASIDTGVEWNHPALKEK 
YRGYNPENPNEPENEMNWYDAVAGEASPYDDLAHGTHVTGTMVGSEPDGTNQIGVAPGAK 
WIAVKAFSEDGGTDADILEAGEWVLAPKDAEGNPHPEMAPDVVNNSWGGGSGLDEWYRDM 
VNAWRAADIFPEFSAGNTDLFIPGGPGSIANPANYPESFATGATDINKKLADFSLQGPSP 
YDEIKPEISAPGVNIRSSVPGQTYEDGWDGTSMAGPHVSAVAALLKQANASLSVDEMEDI 
LTSTAEPLTDSTFPDSPNNGYGHGLVNAFDAVSAVTDGLGKAEGQVSVEGDDQEPPVYQH 
EKVTEAYEGGSLPLTLTAEDNVSVTSVKLSYKLDQGEWTEITAKRISGDHLKGTYQAEIP 
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DIKGTKLSYKWMIHDFGGHVVSSDVYDVTVKPSITAGYKQDFETAPGGWVASGTNNNWEW 
GVPSTGPNTAASGEKVYGTNLTGNYANSANMNLVMPPIKAPDSGSLFLQFKSWHNLEDDF 
DYGYVFVLPEGEKNWEQAGVYNGKTSSWTDEEIDLSAYKGQNIQVMFNLQSDESIAKEGW 
YIDDVVLSDKSAGKTVKKNKLGVEKPSGKQKKKPVNPKKAKPSANTAVKHQNKAIQPQVL 
PLKAQVSVVETGKSTYSDQSTGQYTLKHKAGDYTLMAEAYGYQSKTQKVSLKTDQTTQAN 
FTLEEMKKGTLKGTVINKTTGEPVTGASVYVVEDAAVEPAMTNDKGEYMLEAYEGAYTIK 
VAAPGYYSDEFSVELKGDVTKETALKPFVGYPGEIAYDDGTAENANSYFAAGNGWAVKMT 
LADGKDKGMLTGGLFRFWDTEFPDPGGTEFKVEVYDATGKDGAPGKKIAGPFNAEALRNG 
EWTKVDLSSKGIMVDKDFYLVYIQSKPDPYSPGLAMDETGQNSGRNWQYIDGKWQPGDKA 
DGNYMIRALVDYEAAVPEITSPTDKSYTNKDSVTVKGNASPGTTVHIYNGEKEAGETKAA 
ADGTFHAGIILNKGENELTATASTDNGTTDASSPITVTLDQEKPELTLDNPKDGGKTNKE 
TLTVKGAVSDDNLKDVKVNGKKATVADGSYSARILLENGRNEIKVIATDLAGNKTTKKTV 
IDVNFDKPVISGLIPGEDKNLKAGESVKIAFSSAEDLDATFTIRMPLTNARASVQNATEL 
PLREISPGRYEGYWTATSSIKAKGAKVEVIVRDDYGNETRKTANGKLNMNTEN 
>P39046 
MENIARKERRRLNETKRFRKVKRSAALVGTAMVGCSVAAPLIQPVQVDADQTPTQFGARI 
NTAAFIAEIATYAQPIAQANDLYASVMIAQAVVESGWGSSALSQAPYYNLFGIKGSYQGQ 
TVYMDTLEYLNNKWVSKKEPFRQYPSFAESFNDNAYVLRNTSFGNGYYYAGTWKSNTKSY 
TDATACLTGRYATDPGYAGKLNNIITTYGLTKYDTPASGNAGGGVTIGNGGNTGNTSNSG 
STSGNSGGSATTTGTTYTVKSGDSVWGISHSFGITMAQLIEWNNIKNNFIYPGQKLTIKG 
GQSAGSSTTNTGNNASSGNTSGNTNTSGSTGQATGAKYTVKSGDSVWKIANDHGISMNQL 
IEWNNIKNNFVYPGQQLVVSKGSSSASGSTSNTSTGNTSSNTANTGSTTSGSTYTVKAGE 
SVWSVSNKFGISMNQLIQWNNIKNNFIYPGQKLIVKGGSSSSNASTSTANNKNTASSNTS 
STATGQATYTVKAGESVWGVANKNGISMNQLIEWNNIKNNFIYPGQKLIVKGGSSKASAT 
ATIKPTASTPASTTPTASSTGDTKYTVKAGESVWGVANKHHITMDQLIEWNNIKNNFIYP 
GQEVIVKKGTAQSTPAKSDEKTYTVKAGESVWGVADSHGITMNQLIEWNNIKNNFIYPGQ 
QLIVKK 
>P10547 
MKKTKNNYYTRPLAIGLSTFALASIVYGGIQNETHASEKSNMDVSKKVAEVETSKAPVEN 
TAEVETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSK 
APVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAE 
VETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSKAPVENTAEVETSKALV 
QNRTALRAATHEHSAQWLNNYKKGYGYGPYPLGINGGMHYGVDFFMNIGTPVKAISSGKI 
VEAGWSNYGGGNQIGLIENDGVHRQWYMHLSKYNVKVGDYVKAGQIIGWSGSTGYSTAPH 
LHFQRMVNSFSNSTAQDPMPFLKSAGYGKAGGTVTPTPNTGWKTNKYGTLYKSESASFTP 
NTDIITRTTGPFRSMPQSGVLKAGQTIHYDEVMKQDGHVWVGYTGNSGQRIYLPVRTWNK 
STNTLGVLWGTIK 
>P0A564 
TEQQWNFAGIEAAASAIQGNVTSIHSLLDEGKQSLTKLAAAWGGSGSEAYQGVQQKWDAT 
ATELNNALQNLARTISEAGQAMASTEGNVTGMFA 
(4) 4 Periplasm proteins 
>P22222 
MPHDRKNSSRRAWAALCAAVLAVSGALVGVAAPASAVPATIPLTITNDSGRGPIYLYVLG 
ERDGVAGWADAGGTFHPWPGGVGPVPVPAPDASIAGPGPGQSVTIRLPKLSGRVYYSYGQ 
KMTFQIVLDGRLVQPAVQNDSDPNRNILFNWTEYTLNDGGLWINSTQVDHWSAPYQVGVQ 
RADGQVLSTGMLKPNGYEAFYTALEGAGWGGLVQRAPDGSRLRALNPSHGIDVGKISSAS 
IDSYVTEVWNSYRTRDMVVTPFSHEPGTQFRGRVDGDWFRFRSGSGQEVAAFKKPDASSV 
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YGCHKDLQAPNDHVVGPIARTLCAALVRTTALTNPNQPDANSAGFYQDARTNVYAKLAHQ 
QMANGKAYAFAFDDVGAHESLVHDGNPQAAYIKLDPFTGTATPLGNGGSTEQPGTPGGLP 
AGTGALRIGSTLCLDVPWADPTDTNQVQLATCSGNAAQQWTRGTDGTVRALGKCLDVARS 
GTADGTAVWIYTCNGTGAQKWTYDSATKALRNPQSGKCLDAQGGAPLRDGQKVQLWTCNQ 
TEAQRWTL 
>P29767 
MNKKKIMSILVSAFLITNLSSNIIFADIKENVYINQYSEGNRSQPIAEKLVPRSEIQASA 
TSALTGEGPEKAIDGNTSTLWHTPWAGVDIQINPQSLTLKLGKTRNISSICVTPRQEGTN 
GMITDYKIYSGDDVIAEGKWKSDSSDKYVVFDNPISTDNIRIEAISTVGDENNKHASIAE 
VEVYELADTPVKLAESNNKVINNGNGGNYEGDISEISLLEEGTAIIRFTNNGSSLFSISN 
NERTNEHFHVYINGGAIGYELRKQSGNLATGSVNKALNAGINTIAFKAEKGKGYSIYLNG 
EKILTSSSITANFLSTLEGLNTLSLGKTDRPSGSNEYNFTGEIDFFELYSKPLADRYLKE 
RTGETTSKDLPFPEGAVKTEPVDIFTPGELGSNNFRIPALYTTKDGTVLASIDVRKGGGH 
DAPNNIDTGIKRSTDGGVTWDEGKIILDYPGASSAIDTSLLQDDETGRIFLIVTHFAEGY 
GFGNSKTGSGYVEIEGKRYLKLLGANDTIYTVREGVVYDSNGEATNYTVDNNNELYENGN 
RIGNVLLSNSPLKVMGTSFLSLIYSDDDGQTWSDPIDLNKEVKTDWMRFLGTGPGKGHQI 
KTGRYAGRLLFPVYLTNASGFQSSAVIYSDDNGATWNIGETATDGRLMDNGDRASAETIT 
TNTSGGVGQLTECQVVEMPNGQLKMFMRNTGGNSGRVRIATSFDGGATWEDDVVRDENIK 
EPYCQLSVINYSQKIDGKDAIIFAIPDANYPNRVNGTVRVGLITENGSYENGEPRYDIEW 
RYNKVVAPGTYGYSCLSEMPNGEIGLFYEGRGSRQMSFTRMNIDYLKADLLQDVPAANIK 
SYTTNSENNIYDPGDKISLNVTFDQTVSLIGDRTITADIGGKEVLLTLANSKGGSEYTFE 
GTVPADISNGNYTITIKGKSGLKIVNVVNKVTDITEDRNTGLNVQVGEEVQSVDKTLLQD 
LVDSTSNLIKEDYTEESWILYEKALEVANKFLVNEIAVQEEVDAAKPTLENAYK 
>P29166 
MKTIIINGVQFNTDEDTTILKFARDNNIDISALCFLNNCNNDINKCEICTVEVEGTGLVT 
ACDTLIEDGMIINTNSDAVNEKIKSRISQLLDIHEFKCGPCNRRENCEFLKLVIKYKARA 
SKPFLPKDKTEYVDERSKSLTVDRTKCLLCGRCVNACGKNTETYAMKFLNKNGKTIIGAE 
DEKCFDDTNCLLCGQCIIACPVAALSEKSHMDRVKNALNAPEKHVIVAMAPSVRASIGEL 
FNMGFGVDVTGKIYTALRQLGFDKIFDINFGADMTIMEEATELVQRIENNGPFPMFTSCC 
PGWVRQAENYYPELLNNLSSAKSPQQIFGTASKTYYPSISGLDPKNVFTVTVMPCTSKKF 
EADRPQMEKDGLRDIDAVITTRELAKMIKDAKIPFAKLEDSEADPAMGEYSGAGAIFGAT 
GGVMEAALRSAKDFAENAELEDIEYKQVRGLNGIKEAEVEINNNKYNVAVINGASNLFKF 
MKSGMINEKQYHFIEVMACHGGCVNGGGQPHVNPKDLEKVDIKKVRASVLYNQDEHLSKR 
KSHENTALVKMYQNYFGKPGEGRAHEILHFKYKK 
>P15698 
MKKFIKILKVLSMAIVLSACNINGIFASNLNTTNEPQKTTVFNKNDNTWNAQYFRIPSLQ 
TLADGTMLAFSDIRYNGAEDHAYIDIGAAKSTDNGQTWDYKTVMENDRIDSTFSRVMDST 
TVVTDTGRIILIAGSWNKNGNWASSTTSLRSDWSVQMVYSDDNGETWSDKVDLTTNKARI 
KNQPSNTIGWLAGVGSGIVMSDGTIVMPIQIALRENNANNYYSSVIYSKDNGETWTMGNK 
VPDPKTSENMVIELDGALIMSSRNDGKNYRASYISYDMGSTWEVYDPLHNKISTGNGSGC 
QGSFIKVTAKDGHRLGFISAPKNTKGGYVRDNITVYMIDFDDLSKGIRELCSPYPEDGNS 
SGGGYSCLSFNDGKLSILYEANGNIEYKDLTDYYLSIENN 
(5) 65 Plasma membrane proteins 
>P54571 
MKDVRLPTLFEIIIVLGVFLALVLSFTVFLDLPIQLALFVSWFIAMLLGIRLGYSYKDLQ 
NAIVHGISNGLEAVLILVSVGALIGTWIAGGVVPTLIYYGLEFIHPSIFLLATLIICSIM 
SVATGTSWGTVGTAGIAMIAIGEGLGIPLPLVAGAILSGAYFGDKLSPLSDSTVLASSLS 
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KVDVLAHVRAMLYLSIPAYVITAILFTVVGFMYGGKNIDLDKVEFLKSSLQNTFDIHIWM 
LIPAVLVIVLLAMKKPSMPVIVIGALLGAIWAVVFQGMDIAHAIATAYNGFSIKTDVEFL 
NGLLNRGGIVGMLDSLVVIIFGLGFGGLLEKLGVLKVIVSTFEKKLTSAGNVTLSTLIVA 
FLANIFGCAMYVSLILTPKIMEDSYDRLHLDRRVLSRNSEVGGTLTSGMVPWSDNGIYMA 
GILGVSTFSYLPFMWLSFVAIGLAIIYGYTGKFIWYTKNNTVKAEKLG 
>P28628 
MKSENVSKKKSILEWAKAIVIAVVLALLIRNFIFAPYVVDGDSMYPTLHNRERVFVNMTV 
KYIGEFDRGDIVVLNGDDVHYVKRIIGLPGDTVEMKNDQLYINGKKVDEPYLAANKKRAK 
QDGFDHLTDDFGPVKVPDNKYFVMGDNRRNSMDSRNGLGLFTKKQIAGTSKFVFYPFNEM 
RKTN 
>P45829 
MTETILSGGQIEVGEHHTTTWFGMTVNTDTVLSTAIAAAIVIALAFFLRTKVNSTGVPCG 
MQLFWEAITVQMRTQIESAIGMRIAPFVLPLAVTIFVFILISNWLSVLPLQYTNADGHTT 
EVLSSAAADINYVLALAFFVFVCYHLAGIWRRGIVGHPVAVLKGHVAFLAPINLVEEITK 
PISLSLRLFGNIFAGGILVTLIALFPPYIMWAPNAIWKSFDLFVGAIQAFIFSILTILYF 
SQAMEVEDHH 
>Q9CD58 
MNRKNVIRMVTAIAVVVLLGWSFFYFSDDTRGYKFVDTSVAMSQINGHNVKSAQIDDREQ 
QLRLTLKKGNNDTDGSDKVITKYPTGYAVDLFNALSAKNTKVTTAVNEGSILGELLVYVL 
PLLLLVGLFVMFSRMQGGARMGFGFGKSRAKQLSKDMPKTTFADVAGVDEAVEELYEIKD 
FLQNPCRYQTLGAKIPKGVLLYGPPGTGKTLLARAVAGEAGVPFFTISGSDFVEMFVGVG 
ASRVRDLFDQAKQNSPCIIFVDEIDAVGRQRGTGLGGGHDEREQTLNQLLVEMDGFGDRA 
GVILIAATNRPDILDPALLRPGRFDRQIPVSNPDLAGRRAVLRVHSKGKPIADDADLDGL 
AKRTVGMTGADLANVVNEAALLTARENGLVITGPALEEAVDRVIGGPRRKGRIISEQEKK 
ITAYHEGGHTLAAWAMPDIEPIYKVTILARGRTGGHAVAVPEEDKGLRTRSEMIAQLVFA 
MGGRAAEELVFREPTTGAVSDIEKATKIARSMVTEFGMSSKLGAVRYGSEHGDPFLGRTM 
GTQADYSHEVARDIDDEVRKLIEAAHTEAWEILTEYRDVLDTLAGELLEKETLHRPELEG 
IFASVEKRPRLTMFDDFGGRIPSDKPPIKTPGELAIERGEPWPQPVPEPAFKAAIARASQ 
AAEASHQAAQSDTDGPPGQGANGSHAGDRQRQHGPTQPDYGAPPGWHAPGWPPQQPPDYW 
YPPEQQPSQSPYWPQPAPSYPGQAPPPYPSYPPCPSYPPPGQSAPDAGKPPAQLDEGVSP 
SNPPAHG 
>P42237 
MKKDFASVTPAGKKTSVRWFIVFMLFLVTSINYADRATLSITGDSVQHDLGLDSVAMGYV 
FSAFGWAYVIGQLPGGWLLDRFGSKTIIALSIFFWSFFTLLQGAIGFFSAGTAIILLFAL 
RFLVGLSEAPSFPGNGRVVASWFPSSERGTASAFFNSAQYFAIVIFPPLMGWLTHSFGWH 
SVFVVMGIAGILLAVIWLKTVYEPKKHPKVNEAELAYIEQGGGLISMDDSKSKQETESKW 
PYIKQLLTNRMLIGVYIAQYCITTLTYFFLTWFPVYLVQARGMSILEAGFVASLPALCGF 
AGGVLGGIVSDILLKKGRSLTFARKVPIIAGMLLSCSMIVCNYTDSAWLVVVIMSLAFFG 
KGFGALGWAVVSDTSPKECAGLSGGLFNTFGNIASITTPIIIGYIVNATGSFNGALVFVG 
ANAIAAILSYLLLVGPIKRVVLKKQEQDPDQSLPV 
>Q9ZBM2 
MTSRPRSRRAVNLQILPSSMTVLSICAGLTSIRFALEHQPKAAIALIAAAAILDGLDGRV 
ARILGAESRMGEEIDSLADAVNFGVAPAVVLYATMLSTTPVGWVAVLLYPVCVVLRLARF 
NALLDDGTQPAYTREFFVGMPAPAGAVSVIGLLALKLQFGAGWWTSTWFLCIWVTGTSML 
LISRIPMKKMHTVSVPPHYAAVFVAMLAIFAAAVVLAPYLLIWVIILTYLCHIPFAIHNQ 
RWLAAHPEAWDDKFKQQHDARRAARRACPNRHAVPRLGLLKPGSRSMVRSGLRKPGRRFI 
>Q45479 
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MLYYMIALLIIAADQLTKWLVVKNMELGQSIPIIDQVFYITSHRNTGAAWGILAGQMWFF 
YLITTAVIIGIVYYIQRYTKGQRLLGVALGLMLGGAIGNFIDRAVRQEVVDFIHVIIVNY 
NYPIFNIADSSLCVGVMLLFIQMLLDSGKK 
>O66043 
MKNRLNVLAFFALLFAALYISRGFLQSWMVGTLSVVFTLSVIFIGIIIFFENRHPTKTLT 
WLLVLAAFPVVGFFFYLMFGQNHRKSKRFSKKAIEDERAFQKIEGQRQLNEEQLKKMGGH 
QQLLFRLAHKLGKNPISFSSETKVLTDGKETYAHILQALKMAEHHIHLEYYIVRHDDLGN 
QIKDILISKAKEGVHVRFLYDGVGSWKLSKSYVEELRDAGVEMVSFSPVKLPFLTHTINY 
RNHRKIIVIDGVVGFVGGLNIGDEYLGKDAYFGYWRDTHLYVRGEAVRTLQLIFLQDWHY 
QTGETILNQTYLSPSLSMTKGDGGVQMIASGPDTRWEVNKKLFFSMITSAKKSIWIASPY 
FIPDDDILSALKIAALSGIDVRILVPNRPDKRIVFHASRSYFPELLEAGVKVYEYNRGFM 
HSKIIIVDHEIASIGTSNMDMRSFHLNFEVNAYLYRTSSVTKLVSDYVYDLEHSNQINFS 
LFKNRPFFHRLIESTSRLLS 
>P43439 
MAVTKMEKVTLISDKKNREILLQAVQGLHAVEIRDLFQESENNQWVETFFPEPEMIDKDK 
ELAKLSYKLTDIRTAIQFIEHHGEKSQKKQHLKRRELSLDTLEKNYSEEAFSKKLEEVLL 
LKEQWEQLVDERQQLEDQENWLLNWQNLDLAPKAFDSQMTKLVIGTVNAKNAESFKAEVA 
EINEAYLEEINSSPTTTYFAYIVLRADESRMEEIASRYGFVKEDYLYEGTPQQQLVAAKQ 
SLQEIKDQQKKLSSAIGACSGYIKDFEWTEEIFLARSEREAIKDRIIHTPYLILIQGWVD 
HEEKQELIHMLQNILASEEVYLTFDEPTDNEIAEEVPTKLKNHPIVAPFEMLTEMYSLPK 
YEEVDPTPWMMPFYLVFFGMMVADIGYGLLMFLGAFLLQKLVVLPRGMQRFAKFFEILAI 
PSIIWGFIYSSFFGAALPKEIFGIHLPFPILSTTDDVNTILILSVIFGLIQILVGLFIAA 
KEHIKRKAYVDAVNDGFAWQWILLGIILILLGTMTLKNNAFVYLGGALAVLSAVCILIIP 
VFQSSSKAKGIAKGAYNLYGLTGYIGDLVSYTRLMALGISGGSIAAAFNMLVAFMPPAAR 
FSVGILLIIVLQALNMFLTLLSAYVHGARLQYVEFFGKFYTGGGRSFKPLKTVEKYVNIN 
HKKK 
>Q93QY7 
MTKELRSKLFTILKIAFALTLFTIVAITLYKELSHINLKDAIKSFSKINRFWLVALFLSG 
GASIIVLSIYDVILAKTLKLKIGLAKTIRIGYIVNALNAVVGFGGFIGASVRFLFYKNTT 
DDKKALFHTISIVLISMLTGLSLLSILVVIHVFDISHIFTPYPWVKWLMYVVALFLPIFV 
VFTIIKPVQKTHRLLGVYCTIVSGVEWFVAALVLYMSMAIVGVQIPFATFMGIFILAALS 
GLISFIPGGFGTFDLVVLLGLKALNVNEEAIVLGLSLYRFAYYLFPVLIALILSTFEFRS 
TAKRYWEDSRILVPVKDMTSLLGSYQKDIIARIPSFAIALLLLFTSLVFFLNNLTIIYDG 
LYDPNHYIYYIIVSIHTCACLLLLLNVIGVYKLSKRAILFSIISVLFIFIATAYTYASFI 
LLSWLTVIFILLLVFYRRARVIKRPFRYSKLLLSVITGAIILYINHLVIKSTFYSLEIYH 
IEMLTSILRYYFWITILLVAIIVGVIVWWFEYRYRSSNSRDNIATCESIIDKYNGNYLSH 
LMYSGDKKFFINDNKDAFVMYRYHNNTYIILGDPIGNSESFYSLLEAFYKEAEYLGYDII 
FYQVTDKYMSLYHSFGNQFFKLGEEAVINLTSFTTSGKKKRGLRATLNKLDDLGYSFEVL 
EPPFSQQMITDLKAISDDWLADKNEMHFSVGSFDEHYISQAPIGVLKDNEQSVIAFCTLM 
PTYYNGVISVDLIRWKQDIELPLMDSLYLNMLLWSKDNNYEHFNMGMATLSNVGQIPYSF 
YGERIAGRVFEHFNGLYRFQGLRRYKEKFNPKWEPRFLVYRKHQSLWVSMLKVMRVIRKN 
N 
>Q9X3P3 
MKNKGIDQFRVIAAMMVVAIHCLPLHYLWPEGDILITLTIFRVAVPFFFMISGYYVFAEL 
AVANSYPSRQRVFNFIKKQLKVYLLATLMFLPLALYSQTIGFDLPVGTLVQVLLVNGILY 
HLWYFPALITGSLLLTSLLIHVSFKKVFWLAAGLYLIGLGGDSWFGLIQQTPIEPFYTAV 
FHLLDGTRNGIFFTPLFLCLGVLVRKQSEKRSLSKTALFFLISLIGLLIESAYLHGFSIP 
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KHDSMYLFLPVVLFFLFPLILRWHPHRTWKHPGQLSLWLYLLHPYTIAGTHFLSQKISIL 
QNNLINYLVVLILTIGFICLFLRQKHSWFRHKQTTPVKRAVKEFSKTALLHNLQEIQRII 
SPKTKVMAVVKADAYGCGAKEVAPVLEQAGIDFFAVATIDEGIRLRKNAVKSPILVLGYT 
SPKRIKELRRYSLTQSIISEGHAVALSQRKVAIDCHLAIDTGMHRLGVTPTIDSILSIFD 
LPFLTISGVYSHLGSADRLNPDSMIRTQKQIACFDQILLELDQRQISYGITHLQSSYGIL 
NYPDLNYDYVRPGILLTGSLSDTNEPTKQRVSLQPILTLKAQLITKRVVAKGEAIGYGQT 
AVANQETTVGVVSIGYCDGLPRSLSNQEFCLSYRGQSLPQIGLICMDMLLIDLSHCPTIP 
IESEIEILTDWSDTAEQVQTITNELICRIGPRVSARIK 
>P42200 
MFLNNLPALTLGTAIPWDLVQQSFWPILSGGIYYTIPLTILSFIFGMILALITALARMSK 
VRPLRWVFSVYVSAIRGTPLLVQLFIIFYLFPAFNVTLDPFPSAVIAFSLNVGAYASEII 
RASILSVPKGQWEAGYTIGMTHQKTLFRVILPQAFRVSIPPLSNTFISLIKDTSLASQIL 
VAELFRKAQEIGARNLDQILVIYIEAAFIYWIICFLLSLVQHVIERRLDRYVAK 
>P39128 
METVPKKRDAPVLTAGKGISWMAALKRDKWLYLLLIPGLLYFLIFKYLPMWGVLIAFKDY 
SPYLGFWKSEWVGFDYFKDFFMNPDFFRLLRNTLMLASLDLLFAFPAPLILALLLNEVRK 
AVYKRCIQTFIYVPHFVSWTIVVSITFVFFTVDTGVINKLIMSLTGEQISFLSDADWFRP 
MIVMQSIWKETGWGTILFLAALATVDQEQYEAAIMDGAGRFRRMWHITLPAIRSTIIVLL 
ILRIGSFLNLGFEQVYLMTNSLNRSVADIFDTYVYMMGITQGAYSYSTAVGLFKSVVGII 
LIFGANYIAKKFDQEGLF 
>P39129 
MAEIHTMHNTKAGRVFDVCNILFLGGVGAITILPFLYIIAGSFATEAELAQRSFFIFPKT 
FTLDAYKYVFSTPTFLRSMGVSIFITVVGTAVQLFFTFTMAYPLAKRHVKGRNLLLNLVI 
FSMLFSGGMIPTYLVVKSLGLLDTYWALILPMAINPFNLIIIKNFFQQLPRELEESAKID 
GCSEIGVFWRIALPLSKPVIATFALFYAVGIWNDFFHALLYINDSAKWPLQMVLRQVTIL 
SDLTATNGDTMQNAVPPEQGIKLAVIVIATLPILAVYPFLQKHFAKGMLIGSVKG 
>Q9ZFB5 
MVNFFQIALVLIGSTGIINHVIIIPMLLDHSGRDSWISIIILSLVYIIWIPCVFIVHKYT 
REEHLFSWLMRNYGGFITYPLLSIIVLYLIILGTVTLKETLTFFSFYLPETPRILLGVLL 
SIICFYNIQRGVQSIALTTGILLPVVFLLGFFVMIANFPHKDYSLLKPIMEHGMDPVIKG 
MIYPAAGFVELIFILFLQHHIGSKIKLSQLIIVGIILAGITLGPTIAAIVEFGPFVAANQ 
RYPTFEEWRLVSIGKYIEHLDFLSVYQWLVGVFIRISLVIFLIPDVLQVTKQKARNQIIS 
ILLICMVIICILPISDASFYWFLSHVFLPISAIGLFLFSMLLLVFVWVSKNKKRA 
>P37386 
MDSSTKTLTEDKQVYRVEGFSCANCAGKFEKNVKELSGVHDAKVNFGASKIDVFGSATVE 
DLEKAGAFENLKVAPEKARRRVEPVVTEDKNVYRVEGFSCANCAGKFEKNVKQLAGVQDA 
KVNFGASKIDVYGNASVEELEKAGAFENLKVIPEKLANPSIQAVKEDTKAPKEEKIPFYK 
KHSTLLFATLLIAFGYLSHFVNGEDNLVTSMLFVSSIVIGGYSLFKVGFQNLIRFDFDMK 
TLMTVAVIGAAIIGEWAEASIVVILFAISEALERFSMDRARQSIRSLMDIAPKEALVRRN 
GQEIMIHVDDIAVGDIMIVKPGEKIAMDGIIINGVSAVNQAAITGESVPVAKTVDDEVFA 
GTLNEEGLLEVKITKYVEDTTISKIIHLVEEAQGERAPAQAFVDKFAKYYTPIIMVIAAL 
VAVVPPLFFGGSWDTWVYQGLAVLVVGCPCALVITTPISIVSAIGNAAKKGVLIKGGVYL 
EELGAIKAIAFDKTGTLTKGVPVVTDFKVLNDQVEEKELFSIITALEYRSQHPLASAIMK 
KAEQDNITYSDVRVKDFTSITGRGIQGNIDGTTYYIGSPRLFKELNVSDFSLEFENKVKV 
LQNQGKTAMIIGTDQTILGVIAVADEVRETSKNVILKLHQLGIKQTIMLTGDNQGTAEAI 
GAHVGVSDIQSELLPQDKLDYIKKMKAEHGNVAMIGDGVNDAPALAASTVGIAMGGAGTD 
TAIETADIALMGDDLSKLPFAVRLSRKTLNIIKANITFAIGIKIIALLLVIPGWLTLWIA 
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ILSDMGATILVALNSLRLMR 
>P46921 
MDRLPRIPLADIIDRFVDWITMTFGGFFDGIANGLAAFVNGIVTGLGFIPSILLTIIFAA 
LAWWISTRGIALFTLIGFLLIDYLGYWDPMLQTLALVLTSVIISIVVGVPIGIWASQKET 
VRRIVTPILDLMQTMPAFVYLLPAIFFFNIGVVPGVVASVIFAMPPTIRMTVLGIKQVPA 
DLIEATEAFGSTTAQRLFKVQLPLATKTILAGINQSIMLALSMVVIAAMVGAPGLGSEVY 
SAVTQLKTGVGVEAGIAIVIVAITLDRITQNIKVKKKSRGNA 
>P12667 
MTTDIIKTILLVIVIIAAAAVGLIKGDFFSADQKTSQTKEYDETMAFPSDRYPETAKHIK 
DAINEGHSEVCTIDRDGAEERREQSLKDVPSKKGYDRDEWPMAMCKEGGEGASVEYISPA 
DNRGAGSWVGHRLTDYPDGTKVLFTIQ 
>Q5HKQ0 
MHVFNFLLFYPIFMSIYWIVGSIYYFFIKEKPFNRSLLVKSEHQQVEGISFLLACYNESE 
TVQDTLSSVLSLEYPEKEIIIINDGSSDNTAEIIYDFKKNHDFKFVDLEVNRGKANALNE 
GIKQASYEYVMCLDADTVIDDDAPFYMIEDFKKNPKLGAVTGNPRIRNKSSILGKIQTIE 
YASIIGCIKRSQSLAGAINTISGVFTLFKKSALKDVGYWDTDMITEDIAVSWKLHLFDYE 
IKYEPRALCWMLVPETIGGLWKQRVRWAQGGHEVLLRDFWPTIKTKKLSLYILMFEQIAS 
ITWVYIVLCYLSFLVITANILDYTYLKYSFSIFFFSSFTMTFINIIQFTVALFIDSRYEK 
KNIVGLIFLSWYPTLYWVINAAVVIMAFPKALKRKKGGYATWSSPDRGNIQR 
>P43440 
MTIMKKRVRKRLSPVQLIAAGFFILILFGGSLLTLPFFSRSGESTHFIDALFTATSAVCV 
TGLTTLNTAEHWNSAGQFLIMTLIEIGGLGFMMIPILFFAIAKKKISFSMRIVLKEALNL 
EEMSGVIKLMIYILKFAVVIQVIGAVALSVVFIPEFGWAKGIWFSIFHAVSSFCNAGFDL 
LGDSLLADQTNVYLIMVVSALIIAGGLGFIVWRDILSYHRVKKITLHSKVALSVTALLLI 
GGFILFLITERNGLTLVKGTFTERLANTFFMSVTPRTAGYYSIDYLQMSHAGLILTMFLM 
YIGGTSGSTAGGLKTTTLGILLIQMHAMFKGKTRAEAFGRTIRQAAVLRALTLFFVTLSL 
CVVAIMVLSVTETIPKTSGIEYIAFEVFSAFGTVGLTMGLTPDLTLIGKLVIISLMYIGR 
VGIMTVVLSLLVKANRAEANYKYPEESIML 
>P07373 
MTTKKTSPDLLLVIITLLLLTIGLIMVYSASAVWADYKFDDSFFFAKRQLLFAGIGVIAM 
FFIMNVDYWTWRTWSKLLMVICFFLLVLVLIPGVGMVRNGSRSWIGVGAFSIQPSEFMKL 
AMIAFLAKFLSEKQKNITSFRRGFVPALGIVFSAFLIIMCQPDLGTGTVMVGTCIVMIFV 
AGARIAHFVFLGLIGLSGFVGLVLSAPYRIKRITSYLNPWEDPLGSGFQIIQSLYAVGPG 
GLFGMGLGQSRQKFFYLPEPQTDFIFAILSEELGFIGGTLILLLFSVLLWRGIRIALGAP 
DLYGSFVAVGIISMIAIQVMINIGVVTGLIPVTGITLPFLSYGGSSLTLMLMAVGVLLNV 
SRYSRY 
>Q08430 
MEILKDYLLHICFILFPILLYQVFWLGKPAILVPKINSGLVTLSSPAAPSVLCIIFPIHE 
MDYIQYGLQMIPVIICLFYISTASGLTVAASVLCFELLFYEPSAMFVFTLLPFLIIIPIL 
FQKKWPFMSKAKKLLLSLLISCVEIFLFFASSWILSALNILNFQKSGIFVYEAAVSGLFR 
SSVLLLSIYIIESIAENIALRSQLIHSEKMTIVSELAASVAHEVRNPLTVVRGFVQLLFN 
DETLQNKSSADYKKLVLSELDRAQGIITNYLDMAKQQLYEKEVFDLSALIKETSSLMVSY 
ANYKSVTVEAETEPDLLIYGDATKLKQAVINLMKNSIEAVPHGKGMIHISAKRNGHTIMI 
NITDNGVGMTDHQMQKLGEPYYSLKTNGTGLGLTVTFSIIEHHHGTISFNSSFQKGTTVT 
IKLPADLPH 
>Q9L523 
MMSRLNSVVIKLWLTIILIVTTVLILLSIALITFMQYYFTQETENAIREDARRISSLVEQ 
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SHNKEEAIKYSQTLIENPGGLMIINNKHRQSTASLSNIKKQMLNEVVNNDHFDDVFDKGK 
SVTRNVTIKEKGSSQTYILLGYPTKAQKNSHSKYSGVFIYKDLKSIEDTNNAITIITIIT 
AVIFLTITTVFAFFLSSRITKPLRRLRDQATRVSEGDYSYKPSVTTKDEIGQLSQAFNQM 
STEIEEHVDALSTSKNIRDSLINSMVEGVLGINESRQIILSNKMANDIMDNIDEDAKAFL 
LRQIEDTFKSKQTEMRDLEMNTRFFVVTTSYIDKIEQGGKSGVVVTVRDMTNEHNLDQMK 
KDFIANVSHELRTPISLLQGYTESIVDGIVTEPDEIKESLAIVLDESKRLNRLVNELLNV 
ARMDAEGLSVNKEVQPIAALLDKMKIKYRQQADDLGLNMTFNYCKKRVWSYDMDRMDQVL 
TNLIDNASRYTKPGDEIAITCDENESEDILYIKDTGTGIAPEHLQQVFDRFYKVDAARTR 
GKQGTGLGLFICKMIIEEHGGSIDVKSELGKGTTFIIKLPKPE 
>P50012 
MRHAEGAAVSADPTQVLAFETDCHIFDGCGFPSPGLHSFLFEPLWGDHDSNLYFNKPMLL 
ALLGSIVIVGFFWAAFRKPKVVPGKLQMVAEAGYDFIRRGVVYETIGKKEGEKYVPLVVS 
LFFFVWMMNLWSIIPVAQFPVTSIIAYPAVLAAIVYVTWITLTFKRQGFVGFFKNVTGYD 
KSLGPVLPLAMLIEFFSNILIRPFTHAVRLFANMFAGHTLLLLFTIASWYLLNGVGIAYA 
GVSFIMTVVMTAFELFIQALQAYVFVLLTCTYIQGAMAEHH 
>Q99027 
MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVG 
LRQADIILKINKEKPSDKHLKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFV 
LPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFRGHIINRYINL 
FTFISSPILYLQFIQRYLGEIGKTFLNRISFLYIIPIFNLGIEFFQDYLQVDIDFLATLN 
LVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYI 
FPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVM 
DIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQ 
QVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKII 
EVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELM 
EHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKD 
DNPSREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAHEQERVPF 
HIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDG 
VGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 
>P37608 
MKIVLQNNEQDCLLACYSMILGYFGRDVAIHELYSGEMIPPDGLSVSYLKNINMKHQVSM 
HVYKTDKKNSPNKIFYPKMLPVIIQWNDNHFVVVTKIYRKNVTLIDPAIGKVKYNYNDFM 
KKFSGYIITLSPNSSFTKKKRISEIIFPLKKIFKNRNTFLYIFSLFISQIVALWFSIILR 
DILNKSHDITYSFIMMISLVLFQTLSLLMKLGAQKNTNLLYESKISRQIFKGIFSRPLLY 
FRNNSVGTIIEKINLRTGIRDGILLKIFPSLLNFFTVFIVIIYLGTISFTLTLFLVIMNL 
LYMIFSFSLISIKRQANIQYTQQTIDFTSVVQEDLNQIEQIKAQANEKECVKRWTKKSAQ 
TIFSYNKILNIDGITSAFNQGFNYICVILMMIFGIYLNQGNLVSIPDLIIFQSGISLFVS 
AVNQIQDVMFEISRLSIYGNKISDLLIENPQRIDNIEKHSNNAIILKDISYSYELNNYIF 
NNINFSIKKGEKIAIVGKSGSGKSTLFNILLGLISYEGEVTYGYENLRQIIGVVSQNMNL 
RKGSLIENIVSNNNSEELDIQKINDVLKDVNMLELVDSLPQKIFSQLFENGKNLSGGQIQ 
RLLIAKSLLNNNKFIFWDEPFSSLDNQNRIHIYKNVLENPDYKSQTIIMISHHLDVLKYV 
DRVIYIDDKKIMIDKHNNLLLNDSYNSFVNE 
>P39603 
MMDMFFAYLLVASATPLFIWLDNKKVALSAIPPIILMWVFFFFYATESLSPLGHTLMIIL 
FAVNVIVAHIAAFIIYGLPYLRRKRSS 
>P25955 
MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHE 
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GQTPSLADLQSEGYVKKDAVCPNGKRIIITGGEVKVEH 
>Q01467 
MKRFLLPFVMMLVFSAESIFTDLVHFPFVTDDQVLAPRFLMLVLIFMSAFINQKHAMIYG 
FIFGFLYDMNYTSLLGVYMFGFAGLCYLASKAFKVLHTNAFVVILIAVLAVCLLEFYVFG 
IQSLIHKDIMTFNGFVLDRFIPTILLNIAAALILVLPFRLFFMSLKKELRDE 
>P25957 
MWRENKGFSTIETMSALSLWLFVLLTVVPLWDKLMADEKMAESREIGYQMMNESISKYVM 
SGEGAASKTITKNNHIYAMKWEEEGEYQNVCIKAAAYKEKSFCLSILQTEWLHAS 
>P54559 
MKKWKDIHPISWTIIIGTIFGRMATSMSIPFLAIYLTAVQGASASYAGLVIAASSSVGIL 
ASFYGGYISDKFGRKNMMLVSIFGWMLVFAGFAAASNLWVFFVVNALNGLCKSLFEPASK 
ALLSDMTEEKTRLLVFNLRYAAINIGVVFGPVLGLYFGSSQSTTPFLVPAVIYGLYGIVL 
ALQFKKHPSLSAPAQSRNMSVREAFMVTQKDYLFTIALVGITLCTFGYSQFSSTFPQYMA 
QNPLIGNGTKLYGLMLTLNAIVVLATQFPIVHFAKRFSPLCSLMLGNVMVSISMAIFTVS 
HGVPSIVMIVITFTIGEVLLFSMMDLYVDQIAKPGLKGTYFGAIGFPQLGNVIGPWVGGI 
CIDLFGAGRPIYIFSVLSGITLLGLPFLAFAYRQMKMETTKHRSRLEKPL 
>P33251 
MLPQEIVYTKLSSTETQNGWIDFLTTKPLASQGIEWTPLIPTAHVLSIFMVLFMIAILTA 
VYYTKLKKLKPTEPPTGYVLVVQLLILQFENLTVDLLGEKNRRLSLLFIIIFVYILISNL 
MSMVGGIAAPTSSSTVTFSLGLMSFFGTFIMGVKYQKLAYFRDFFVIIKIKKKTIPLMIN 
PLNVIGYFAPLLSISLRLWGNVLAGSIFIALLYSLFRTFFTLWSPSSFSVGLVFGTLAGG 
LVIPAFHVYFDILVSAIQAFVFVSLMLTYWSQPIKAAENAAEEKGQQMIENQRLNVK 
>P34959 
ANKSAEHSHFPWKHIVGFILSIVLTLLALWVAVYTDLSSSAKLWIIFGFAFIQAALQLLM 
FMHMTESENGTIQVGNTLFGFFGAIVIVLGSIWIFAAHYHHGDHMDGNPPGGAEHSEHSG 
HNE 
>P42252 
MDKKETHLIGHLEELRRRIIVTLAAFFLFLITAFLFVQDIYDWLIRDLDGKLAVLGPSEI 
LWVYMMLSGICAIAASIPVAAYQLWRFVAPALTKTERKVTIMYIMYIPGLFALFLAGISF 
GYFVLFPIVLSFLTHLSSGHFETMFTADRYFRFMVNLSLPFGFLFEMPLVVMFLTRLGIL 
NPYRLAKARKLSYFLLIVVSILITPPDFISDFLVMIPLLVLFEVSVTLSAFVYKKRMREE 
TAAAA 
>P0A4N3 
MNNSIKLKRRLTQSLTYLYLIGLSIVIIYPLLITIMSAFKAGNVSAFKLDTNIDLNFDNF 
KGLFTETLYGTWYLNTLIIALITMAVQTSIIVLAGYAYSRYNFLARKQSLVFFLIIQMVP 
TMAALTAFFVMALMLNALNHNWFLIFLYVGGGIPMNAWLMKGYFDTVPMSLDESAKLDGA 
GHFRRFWQIVLPLVRPMVAVQALWAFMGPFGDYILSSFLLREKEYFTVAVGLQTFVNNAK 
NLKIAYFSAGAILIALPICILFFFLQKNFVSGLTSGGDKG 
>P46105 
MSSVEADEPDRATAPPSALLPEDGPGPDGTAAGPPPYARRWAALGVILGAEIMDLLDGTV 
MNVAAPAVRADLGGSLSVIQWITVGYTLAFAVLLVVGGRLGDIYGRKRMFVVGAVGFTAA 
SVLCSVAAGPEMLTAARFLQGGLGALMIPQGLGLIKQMFPPKETAAAFGAFGPAIGLGAV 
LGPIVAGFLVDADLFGTGWRSVFLINLPIGVAVIVGAVLLLPEGKAPVRPKFDVVGMALV 
TSGLTLLIFPLVQGRERGWPAWAFVLMLAGAAVLVGFVAHELRQERRGGATLIELSLLRR 
SRYAAGLAVALVFFTGVSGMSLLLALHLQIGLGFSPTRAALTMTPWSVFLVVGAILTGAV 
LGSKFGRKALHGGLVVLALGVLIMLLTIGDQAGGLTSWELVPGIAVAGLGMGIMIGLLFD 
IALADVDKQEAGTASGVLTAVQQLGFTVGVAVLGTLFFGLLGSQATASVDDGASRARTEL 
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AAAGASTTEQDRLLADLRVCLRESASQQDSERTPDSCRNLQQARPAVAEATARAWRTAHT 
ENFSTAMVRTLWVVIALLAVSFALAFRLPPKPREEEGF 
>P02983 
MFSLYKKFKGLFYSVLFWLCILSFFSVLNEMVLNVSLPDIANHFNTTPGITNWVNTAYML 
TFSIGTAVYGKLSDYINIKKLLIIGISLSCLGSLIAFIGHNHFFILIFGRLVQGVGSAAF 
PSLIMVVVARNITRKKQGKAFGFIGSIVALGEGLGPSIGGIIAHYIHWSYLLILPMITIV 
TIPFLIKVMVPGKSTKNTLDIVGIVLMSISIICFMLFTTNYNWTFLILFTIFFVIFIKHI 
SRVSNPFINPKLGKNIPFMLGLFSGGLIFSIVAGFISMVPYMMKTIYHVNVATIGNSVIF 
PGTMSVIVFGYFGGFLVDRKGSLFVFILGSLSISISFLTIAFFVEFSMWLTTFMFIFVMG 
GLSFTKTVISKIVSSSLSEEEVASGMSLLNFTSFLSEGTGIAIVGGLLSLQLINRKLVLE 
FINYSSGVYSNILVAMAILIILCCLLTIIVFKRSEKQFE 
>P0A334 
MPPMLSGLLARLVKLLLGRHGSALHWRAAGAATVLLVIVLLAGSYLAVLAERGAPGAQLI 
TYPRALWWSVETATTVGYGDLYPVTLWGRLVAVVVMVAGITSFGLVTAALATWFVGREQE 
RRGHFVRHSEKAAEEAYTRTTRALHERFDRLERMLDDNRR 
>P39755 
MLVSLSLSSLLTLFFIMLMASGISGLLFLHPRVPLSFVRIHIGILALPLLVSLLILANSG 
VSGNVGPWHLDSLACLMTFFVLAIGFIIQRFSVRYLMGDRSYRKYFTLFTFTTGAASMTW 
LSGDLRLMVLFWGATLVGLTLLIRLNSAWQVASEAAKISGRLFLLSWFSLFFAMMWLFHA 
TGQWQLSLVVTNESLAGLGEWERTGIQLLIVLAVIIPAAQWPFQRWLVESIVAPTPVSAI 
MHAGLVNAGGIILTRFSPLFHGGIASIILLLLASISVLIGTGISLVQVDYKRQLVGSTIG 
QMGFMLIQCALGAYIAAIIHLILHGLFKATLFLQAGSAVGRHEVSTRTNERTSYLWVMAG 
RILSLVIGVAFWLTAPGDGYHLISALILGWSLSVSWDQLVAFGEGRIGRIAGLTVLGGAA 
LVYFIIHHLFYKWLHTTIFQSVQPPMSAVMIVVCLLLFGSALGTWVARHRSSVFFAVLYL 
WLVRLGEAKPKSVESHPDYLKQYIS 
>Q04664 
MIQTVVVYFSASLTLTLITPNFKSNKDLLFVLLIHYIVFYLSDFYRDFWSRGYLEEFKMV 
LKYSFYYIFISSSLFFIFKNSFTTTRLSFFTFIAMNSILLYLLNSFLKYYRKYSYAKFSR 
DTKVVLITNKDSLSKMTFRNKYDHNYIAVCILDSSEKDCYDLKHNSLRIINKDALTSELT 
CLTVDQAFINIPIELFGKYQIQDIINDIEAMGVIVNVNVEALSFDNIGEKRIQTFEGYSV 
ITYSMKFYKYSHLIAKRFLDITGAIIGLLICGIVAIFLVPQIRKDGGPAIFSQNRVGRNG 
RIFRFYKFRSMRVDAEQIKKDLLVHNQMTGLMFKLEDDPRITKIGKFIRKTSIDELPQFY 
NVLKGDMSLVGTRPPTVDEYEKYNSTQKRRLSFKPGITGLWQISGRNNITDFDEIVKLDV 
QYINEWSIWSDIKIILLTLKVVLLGTGAK 
>P46322 
MSNLPNKITLARIALIPIFMIIMLAPFDWGRLEVGDESIPVAHLEGGILFIIASTTDWVD 
GFYARKLNLVTNFGKFLDPLADKLLVSAALIILVQFDLAPAWMVIVIISREFAVTGLRLV 
LAGTGEVVAANMLGKIKTWAQIIAVSALLLHNLPFELVSFPFADLALWVAVFFTVVSGWE 
YFSKNWEALKTSN 
>P28611 
MDKTSLIGIILAFVALSVGMVLKGVSFSALANPAAILIIIAGTISAVVIAFPTKEIKKVP 
TLFRVLFKENKQLTIEELIPMFSEWAQLARREGLLALEASIEDVDDAFLKNGLSMAVDGQ 
SAEFIRDIMTEEVEAMEDRHQAGAAIFTQAGTYAPTLGVLGAVIGLIAALSHMDNTDELG 
HAISAAFVATLLGIFTGYVLWHPFANKLKRKSKQEVKLREVMIEGVLSVLEGQAPKVIEQ 
KLLMYLPAKDRLKFAEQGEAQNGEKKEEEA 
>P39141 
MKYLIGIIGLIVFLGFAWIASSGKKRIKIRPIVVMLILQFILGYILLNTGIGNFLVGGFA 
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KGFGYLLEYAAEGINFVFGGLVNADQTTFFMNVLLPIVFISALIGILQKWKVLPFIIRYI 
GLALSKVNGMGRLESYNAVASAILGQSEVFISLKKELGLLNQQRLYTLCASAMSTVSMSI 
VGAYMTMLKPEYVVTALVLNLFGGFIIASIINPYEVAKEEDMLRVEEEEKQSFFEVLGEY 
ILDGFKVAVVVAAMLIGFVAIIALINGIFNAVFGISFQGILGYVFAPFAFLVGIPWNEAV 
NAGSIMATKMVSNEFVAMTSLTQNGFHFSGRTTAIVSVFLVSFANFSSIGIIAGAVKGLN 
EKQGNVVARFGLKLLYGATLVSFLSAAIVGLIY 
>P28612 
MARKKKKKHEDEHVDESWLVPYADILTLLLALFIVLYASSSIDAAKFQMLSKSFNEVFTG 
GTGVLDYSSVTPPENESDGIDEVKKEKEEKEKNKKEKEKAADQEELENVKSQVEKFIKDK 
KLEHQLETKMTSEGLLITIKDSIFFDSGKATIRKEDVPLAKEISNLLVINPPRNIIISGH 
TDNMPIKNSEFQSNWHLSVMRAVNFMGLLIENPKLDAKVFSAKGYGEYKPVASNKTAEGR 
SKNRRVEVLILPRGAAETNEK 
>P39215 
MKTFINWLKKPSISKKLIVSFIAILIIPILILEFSSYRSASGKLDQEIMGNAKNSVDTFN 
TTVTNDLGEKAKAVTFFSESLKRSAFKGKSNQEEIKAKFSQYVSINQGVARIYGGADNGT 
YVQAPKEKLPEGYDPRQRPWYQDAMKAGGEIVVTDPYVAASDGSMVITIAQELKDGSGVV 
AMDITIDKLLEQMKQIKVGKEGYAFIATKNKTYVAHKNHKAGEKLSGDWVAKMYANDSGE 
LQYTLNNEDKKMTYTTNELTGWKIAGTMYMDEIKDASKSVLTTGMIVLIASIVAGGILIL 
FIVRSITKPLKRLVQSSKTISRGDLTETIEIHSKDELGELGESFNEMGQSLRSLISAIQN 
SVNNVAASSEQLTASAGQTSKATEHITMAIEQFSNGNEEQSRKVESSSHQLNLMNEGLQQ 
VSQTSSDITKASIQSTEIAGTGEKFVQQTGGQMNSINQSVQQAEAVVKGLEGKSKDITSI 
LRVINGIADQTNLLALNAAIEAARAGESGRGFSVVAEEVRKLAVQSADSAKEIEKLIQEI 
VAEIDTSLHMFKEVNQEVQSGLVVTDNTKESFQSIFSMTNEIAGKLQTMNSTVEQLSDRS 
QHVSAAVSGIADVSKESSASIQDIAASAEEQLASMEEISSSATTLAQMAEELRDLTKQFK 
IE 
>P24943 
MRKIGLAWQIFIGLILGIIVGAIFYGNPKVATYLQPIGDIFLRLIKMIVIPIVISSLVVG 
VASVGDLKKLGKLGGKTIIYFEIITTIAIVVGLLAANIFQPGTGVNMKSLEKTDIQSYVD 
TTNEVQHHSMVETFVNIVPKNIFESLTKGDMLPIIFFSVMFGLGVAAIGEKGKPVLQFFQ 
GTAEAMFYVTNQIMKFAPFGVFALIGVTVSKFGVESLIPLSKLVIVVYATMVFFIFVVLG 
GVAKLFGINIFHIIKILKDELILAYSTASSETVLPKIMEKMENFGCPKAITSFVIPTGYS 
FNLDGSTLYQALAAIFIAQLYGIDMPISQQISLLLVLMVTSKGIAGVPGVSFVVLLATLG 
TVGIPIEGLAFIAGIDRILDMARTAVNVIGNSLAAIIMSKWEGQYNEEKGKQYIAQLQQS 
A 
>P45706 
MGDVNYFLTFGAGFLSFISPCCLPLYPAFLSYITGVSMDDVKTEKLLLQKRSLFHTLCFL 
LGFSVIFIALGYGTSFIGSLFRDYHDAIRQIGALLIILFGFITLGVFRPEAMMKERRIHF 
KHKPSGFLGSVLIGMAFAAGWTPCTGPILAAVITLAGTNPGSAVPYMMLYVLGFAVPFLL 
LSFFITKLKWIRKNQLFIMKAGGVLMIVIGVLLFFNWMSLIIILLSDLFGGFTGF 
>P33113 
MGIGFKGRKTLLRELVKYMVTLCISLVVLALLYIFINTIAMNTGFSHPANYNEREAEKLA 
PKLETIDKVTADMIPDTMSYAILNKETKQKTAGTIKEKDLQLVKKKIEKKPYVNYKQKGY 
LVIERNNEYCVLQYSLRADFSSPLLRKYLPNYELTSICILIILLIIVISIITTYFANRLR 
KHFETLNVITRYIKEQNLQFTPEFTHIKEFDDVIDSLIEMRDALQSSLEALWRLEKNKKE 
QIGALAHEIKIPITIIKGNAELLSLSMQNEEQAEYTKYILGAGNQIEQYIYQLIHLSKTE 
DALTIHLEKASVDELTETLVKDISAYKGNKNINISFKKENLMKEAKIDWQLLHRALLNIL 
TNAVDYTPEGGTVSVHAECDSEIFYFFVKDTGNGFSEMGLKKATELFYMDDKSRHSKGHY 
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GMGLTFAKNAVNLHNGELTLGNTIAGGAEVRVKIPLRNE 
>Q10900 
MKIPGVATVLGGVTNGVAQTVRAGARLPGSAAAAVQTLASPVLELTGPVVQSVVQTTGRA 
IGVRGSHNESPDGMTPPVRWRSGRRVHFDLDPLLPFPRWHEHAAMVEEPVRRIPGVAEAH 
VEGSLGRLVVELEPDADSDIAVDEVRDVVSAVAADIFLAGSVSSPNSAPFADPGNPLAIL 
VPLTAAAMDLVAMGATVTGWVARLPAAPQTTRALAALINHQPRMVSLMESRLGRVGTDIA 
LAATTAAANGLTQSLGTPLLDLVQRSLQISEAAAHRRVWRDREPALASPRRPQAPVVPII 
SSAGAKSQEPRHSWAAAAAGEASHVVVGGSIDAAIDTAKGSRAGPVEQYVNQAANGSLIA 
AASALVAGGGTEDAAGAILAGVPRAAHMGRQAFAAVLGRGLANTGQLVLDPGALRRLDRV 
RVVVIDGAALRGDNRAVLHAQGDEPGWDDDRVYEVADALLHGEQAPEPDPDELPATGARL 
RWAPAQGPSATPAQGLEHADLVVDGQCVGSVDVGWEVDPYAIPLLQTAHRTGARVVLRHV 
AGTEDLSASVGSTHPPGTPLLKLVRELRADRGPVLLITAVHRDFASTDTLAALAIADVGV 
ALDDPRGATPWTADLITGTDLAAAVRILSALPVARAASESAVHLAQGGTTLAGLLLVTGE 
QDKTTNPASFRRWLNPVNAAAATALVSGMWSAAKVLRMPDPTPQPLTAWHALDPEIVYSR 
LAGGSRPLAVEPGIPAWRRILDDLSYEPVMAPLRGPARTLAQLAVATRHELADPLTPILA 
VGAAASAIVGSNIDALLVAGVMTVNAITGGVQRLRAEAAAAELFAEQDQLVRRVVVPAVA 
TTRRRLEAARHATRTATVSAKSLRVGDVIDLAAPEVVPADARLLVAEDLEVDESFLTGES 
LPVDKQVDPVAVNDPDRASMLFEGSTIVAGHARAIVVATGVGTAAHRAISAVADVETAAG 
VQARLRELTSKVLPMTLAGGAAVTALALLRRASLRQAVADGVAIAVAAVPEGLPLVATLS 
QLAAAQRLTARGALVRSPRTIEALGRVDTICFDKTGTLTENRLRVVCALPSSTAAERDPL 
PQTTDAPSAEVLRAAARASTQPHNGEGHAHATDEAILAAASALAGSLSSQGDSEWVVLAE 
VPFESSRGYAAAIGRVGTDGIPMLMLKGAPETILPRCRLADPGVDHEHAESVVRHLAEQG 
LRVLAVAQRTWDNGTTHDDETDADAVDAVAHDLELIGYVGLADTARSSSRPLIEALLDAE 
RNVVLITGDHPITARAIARQLGLPADARVVTGAELAVLDEEAHAKLAADMQVFARVSPEQ 
KVQIVAALQRCGRVTAMVGDGANDAAAIRMADVGIGVSGRGSSAARGAADIVLTDDDLGV 
LLDALVEGRSMWAGVRDAVTILVGGNVGEVLFTVIGTAFGAGRAPVGTRQLLLVNLLTDM 
FPALAVAVTSQFAEPDDAEYPTDDAAERAQREHRRAVLIGPTPSLDAPLLRQIVNRGVVT 
AAGATAAWAIGRWTPGTERRTATMGLTALVMTQLAQTLLTRRHSPLVIATALGSAGVLVG 
IIQTPVISHFFGCTPLGPVAWTGVFSATAGATAVSALAPKWLASTVGVVQPDERPDDAED 
SDAGG 
>P21608 
MMNHPHSSHIGTTNVKEEIGKLDRIRISGIGLIAYAFMAVLLIIAISTKTLPNTMIGAIF 
ALVLMGHVFYYLGAHLPIFRSYLGGGSVFTILLTAILVATNVIPKYVVTTASGFINGMDF 
LGLYIVSLIASSLFKMDRKMLLKAAVRFLPVAFISMALTAVVIGIVGVIIGVGFNYAILY 
IAMPIMAGGVGAGIVPLSGIYAHAMGVGSAGILSKLFPTVILGNLLAIISAGLISRIFKD 
SKGNGHGEILRGEREKSAAAEEIKPDYVQLGVGLIIAVMFFMIGTMLNKVFPGINAYAFI 
ILSIVLTKAFGLLPKYYEDSVIMFGQVIVKNMTHALLAGVGLSLLDMHVLLAALSWQFVV 
LCLVSIVAISLISATLGKLFGLYPVEAAITAGLANNSMGGTGNVAVLAASERMNLIAFAQ 
MGNRIGGALILVVAGILVTFMK 
>P36497 
MWTQKWHKYYTAQVDENDCGLAALNMILKYYGSDYMLAHLRQLAKTTADGTTVLGLVKAA 
KHLNLNAEAVRADMDALTASQLPLPVIVHVFKKNKLPHYYVVYQVTENDLIIGDPDPTVK 
TTKISKSQFAKEWTQIAIIIAPTVKYKPIKESRHTLIDLVPLLIKQKRLIGLIITAAAIT 
TLISIAGAYFFQLIIDTYLPHLMTNRLSLVAIGLIVAYAFQAIINYIQSFFTIVLGQRLM 
IDIVLKYVHHLFDLPMNFFTTRHVGEMTSRFSDASKIIDALGSTTLTLFLDMWILLAVGL 
FLAYQNINLFLCSLVVVPIYISIVWLFKKTFNRLNQDTMESNAVLNSAIIESLSGIETIK 
SLTGEATTKKKIDTLFSDLLHKNLAYQKADQGQQAIKAATKLILTIVILWWGTFFVMRHQ 
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LSLGQLLTYNALLAYFLTPLENIINLQPKLQAARVANNRLNEVYLVESEFSKSREITALE 
QLNGDIEVNHVSFNYGYCSNILEDVSLTIPHHQKITIVGMSGSGKTTLAKLLVGFFEPQE 
QHGEIQINHHNISDISRTILRQYINYVPQEPFIFSGSVLENLLLGSRPGVTQQMIDQACS 
FAEIKTDIENLPQGYHTRLSESGFNLSGGQKQRLSIARALLSPAQCFIFDESTSNLDTIT 
EHKIVSKLLFMKDKTIIFVAHRLNIASQTDKVVVLDHGKIVEQGSHRQLLNYNGYYARLI 
HNQE 
>Q07868 
MIQMPKKNKFMNRGAAILSICFALFFFVILGRMAYIQITGKANGEVLATKATEQHEKKRT 
IEASRGSILDRKGKVIAEDTATYKLIAILDKKMTTDVKHPQHVVNKEKTAEALSKVINLD 
KADILDILNKDAKQVEFGSAGRDITYSQKLKIEKMKLPGISFLRDTKRYYPNGVFASNLI 
GYAEVDEETNEISGAMGLEKVLDKYLKERDGYVTYESDKSGWELPNSKNKITAPKNGDNV 
YLTIDQKIQTFLEDSMTKVAQKYNPKKIMAAVVDPKTGKVLAMGQRPSFDPNKRDVTNYY 
NDLISYAYEPGSTMKIFTLAAAMQENVFNANEKYKSGTFEVGGAPVKDHNNGVGWGPTTY 
HDGVLRSSNVAFAKLAKEKLGYDRLNQYLHKFNFYQKTGIDLPGEVSSKINFKYEFDKAS 
TAYGQASAVTPIQQIQAATAIANDGKMMKPYVIDHIVDPDKDKTIYQNKPESAGTPISAS 
TAKKVRDILGEVVTSKIGTGQAYKIEGFDVAGKTGTAQIAGKGGYLDGTDNYIFSFMGMA 
PKDDPELLIYVAVQQPQLKAGQSSSDPVSEIFNPTMKNSLHYLNIEPTEKSDSDKEETKA 
QTMPDLTDQTVAAAQKKAKEENLTPIVIGSDVAVKEQYPKADEEVLTNQKVFLKTGGKIK 
MPDMTGWSRREVLQYGELAGIHIEVSGQGYAVSQSVKKDKEIKDKTVIKVKFKNPD 
>P65563 
MNVYIPILVLAALAAAFAVVSVVIASLVGPSRFNRSKQAAYECGIEPASTGARTSIGPGA 
ASGQRFPIKYYLTAMLFIVFDIEIVFLYPWAVSYDSLGTFALVEMAIFMLTVFVAYAYVW 
RRGGLTWD 
>O08362 
MTSTSIPTFPFDRPVPTEPSPMLSELRNSCPVAPIELPSGHTAWLVTRFDDVKGVLSDKR 
FSCRAAAHPSSPPFVPFVQLCPSLLSIDGPQHTAARRLLAQGLNPGFIARMRPVVQQIVD 
NALDDLAAAEPPVDFQEIVSVPIGEQLMAKLLGVEPKTVHELAAHVDAAMSVCEIGDEEV 
SRRWSALCTMVIDILHRKLAEPGDDLLSTIAQANRQQSTMTDEQVVGMLLTVVIGGVDTP 
IAVITNGLASLLHHRDQYERLVEDPGRVARAVEEIVRFNPATEIEHLRVVTEDVVIAGTA 
LSAGSPAFTSITSANRDSDQFLDPDEFDVERNPNEHIAFGYGPHACPASAYSRMCLTTFF 
TSLTQRFPQLQLARPFEDLERRGKGLHSVGIKELLVTWPT 
>P65565 
MNPANYLYLSVLLFTIGASGVLLRRNAIVMFMCVELMLNAVNLAFVTFARMHGHLDAQMI 
AFFTMVVAACEVVVGLAIIMTIFRTRKSASVDDANLLKG 
>P42086 
MRNGFGKTLSLGIQHVLAMYAGAIVVPLIVGKAMGLTVEQLTYLVSIDIFMCGVATLLQV 
WSNRFFGIGLPVVLGCTFTAVSPMIAIGSEYGVSTVYGSIIASGILVILISFFFGKLVSF 
FPPVVTGSVVTIIGITLMPVAMNNMAGGEGSADFGDLSNLALAFTVLSIIVLLYRFTKGF 
IKSVSILIGILIGTFIAYFMGKVQFDNVSDAAVVQMIQPFYFGAPSFHAAPIITMSIVAI 
VSLVESTGVYFALGDLTNRRLTEIDLSKGYRAEGLAVLLGGIFNAFPYTAFSQNVGLVQL 
TGIKKNAVIVVTGVILMAFGLFPKIAAFTTIIPSAVLGGAMVAMFGMVIAYGIKMLSRID 
FAKQENLLIVACSVGLGLGVTVVPDIFKQLPSALTLLTTNGIVAGSFTAVVLNIVYNVFS 
KAKKIEQEADLAEQKTAV 
>Q79VE8 
MSNNNDKQYTTQELNAMSNEDLARLGTELDDVTIAYRKERFPIANDPAEKRAARAVTFWL 
VLGIIGGLGFLATYIFWPWEYKAHGDEGLLAYTLYTPMLGITSGLCILSLGFAVVLYVKK 
FIPEEIAVQRRHDGPSEEVDRRTIVALLNDSWQTSTLGRRKLIMGLAGGGAVLAGLTIIA 
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PMGGMIKNPWNPKEGPMDVQGDGTLWTSGWTLVENDVKVYLGRDTAAIAESHTDATGEHW 
STTGVSRLVRMRPEDLAAASMETVFPLPAEMVNDGAEYDPAKDVYEHQMHSVHGPRNAVM 
LIRLRTADAEKVIEREGQESFHYGDYYAYSKICTHIGCPTSLYEAQTNRILCPCHQSQFD 
ALHYGKPVFGPAARALPQLPITVDEEGYLIAAGNFIEPLGPAFWERKS 
>Q79VE9 
MSLATVGNNLDSRYTMASGIRRQINKVFPTHWSFMLGEIALYSFIVLLLTGVYLTLFFDP 
SITKVIYDGGYLPLNGVEMSRAYATALDISFEVRGGLFIRQMHHWAALLFVVSMLVHMLR 
IFFTGAFRRPREANWIIGVVLIILGMAEGFMGYSLPDDLLSGVGLRIMSAIIVGLPIIGT 
WMHWLIFGGDFPSDLMLDRFYIAHVLIIPAILLGLIAAHLALVWYQKHTQFPGAGRTENN 
VIGIRIMPLFAVKAVAFGLIVFGFLALLAGVTTINAIWNLGPYNPSQVSAGSQPDVYMLW 
TDGAARVMPAWELYLGNYTIPAVFWVAVMLGILVVLLVTYPFIERKFTGDDAHHNLLQRP 
RDVPVRTSLGVMALVFYILLTVSGGNDVYAMQFHVSLNAMTWIGRIGLIVGPAIAYFITY 
RLCIGLQRSDREVLEHGIETGIIKQMPNGAFIEVHQPLGPVDDHGHPIPLPYAGAAVPKQ 
MNQLGYAEVETRGGFFGPDPEDIRAKAKEIEHANHIEEANTLRALNEANIERDKNEGKN 
>P23648 
MKIGKRILLGLVAVCALFLGIIYLWGYKFNIYLVPPSPQKYVRVALKNMDELGLFTDSKE 
WVETKKKTIEETSNAKNYAETIPFLQKAIKVAGGKHSFIEHEEDISKRSMTKYIKPKAEI 
EGNTLILTIPEFTGNDSQASDYANFLESSLHKNNYNGVIVDLRGNRGGDLSPMVLGLSPL 
LPDGTLFTYVDKSSHSKPVELQNGEINSGGSSTKISDNKKIKKAPIAVLIDNNTGSSGEL 
TALCFEGIPNVKFLGSDSAGYTSANQTVYLYDGSTLQITSAFVKDRTNNIYKNFPISPDI 
QTNNAKSSAIEWIKSQIK 
>P24011 
MVKHWRLILLLALVPLLLSGCGKPFLSTLKPAGEVADKQYDLTVLSTLIMVVVVAVVSVI 
FFYVIVRFRRSRVGENTIPKQVEGNKFLEITWTVIPILLLIILVIPVVLYTLELADTSPM 
DKKGRKAEDALVVNVRANLYWWEFEYPDYGIITSQELIVPTDQRVYFNLKASDVKHSFWI 
PSVGGKLDTNTDNENKFFLTFDSKRSKEAGDMFFGKCAELCGPSHALMDFKVKTMSAKEF 
QGWTKEMKNYKSTAESDLAKQGEELFKEKNCLSCHAVEPNDKRAEAARTAPNLATFGERT 
KVAGVKEANKENVKAWLKDPDSIKPGNKMTGTYPKLSDSETNALYEYLKGLKAESK 
>P49022 
MKSIKNTWKLFALDWKRIFKNPVATFLIVALMIIPSLYAWFNIKALWDPYANTSQLPIAV 
YSADKPASFQDKTINIGDEVLKNLKKNHQLGWKFVDSKAELDKGVKSGKYYAGIYLPKDF 
SKDLLSFTTGDIKKPQIVYSINEKINAIAPKITSKGASSLQSQISEEFINTASSTLLKTF 
NTIGYDIDKNMVSIQKVKSAILSTNDNLGTIDKYTQQVVDLHGKMPEIKEKLAKANEFIT 
YLPEVDSLGQKVISLNDKMPEIDKSLSLVLTLQEKIPEIQNAGKQISMIDEDFASVESTM 
TQGIQEAKDGLQIINQVQKSMPDIQKLGQDADSLGTVTLDAAKKMQSALPSITNSVQITL 
QSIQEFSKNTSSVLAVIDQAIADNQLTDEEKEQINSLITNFINNIARQREAIQNIVDYMK 
QVQESNGSHDLDSTIEQLSNLDSLLSGLSTRMNHLNELVQNGDVSEIRAYLSQINDVVTK 
ISNLVDNIDVSGISKTIDTVLTSLTKTIADAKGLLNQAQQIDFEALLNSTSQTVSNAVTI 
LEKYQGEMPAIKQEIHDANLMLNGNMTTIVNAINEGASLYKNEFPILKTKLGTASDFFKN 
DYAGVRKDLTDTLTMANEKMPDVESALNQANSLIQNDWPEIKSGIQKAATAIQKGEKEVD 
LGEIVKLLKLDATKESDFWTQPVEVQENQVYPIANNGSASTPFYTALCLWVGAVLLSSLA 
TTEVHLSDKDKKRYSKREQFFARMGSFVAIGLAQALIVTLGNYFGLGVDVRDPFYSVLFA 
LLISIAFMIMVYVLVALFGNVGKGIAIIILVLSISGGGGNYPIQVSGKFFQAINPYLPFT 
HAVNLLRESAGGIYWPNAWFAIIILVAVSIIFVAIGAILFPHFEDKTKKISEIGSKSHFF 
>P20166 
MFKALFGVLQKIGRALMLPVAILPAAGILLAIGNAMQNKDMIQVLHFLSNDNVQLVAGVM 
ESAGQIVFDNLPLLFAVGVAIGLANGDGVAGIAAIIGYLVMNVSMSAVLLANGTIPSDSV 
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ERAKFFTENHPAYVNMLGIPTLATGVFGGIIVGVLAALLFNRFYTIELPQYLGFFAGKRF 
VPIVTSISALILGLIMLVIWPPIQHGLNAFSTGLVEANPTLAAFIFGVIERSLIPFGLHH 
IFYSPFWYEFFSYKSAAGEIIRGDQRIFMAQIKDGVQLTAGTFMTGKYPFMMFGLPAAAL 
AIYHEAKPQNKKLVAGIMGSAALTSFLTGITEPLEFSFLFVAPVLFAIHCLFAGLSFMVM 
QLLNVKIGMTFSGGLIDYFLFGILPNRTAWWLVIPVGLGLAVIYYFGFRFAIRKFNLKTP 
GREDAAEETAAPGKTGEAGDLPYEILQAMGDQENIKHLDACITRLRVTVNDQKKVDKDRL 
KQLGASGVLEVGNNIQAIFGPRSDGLKTQMQDIIAGRKPRPEPKTSAQEEVGQQVEEVIA 
EPLQNEIGEEVFVSPITGEIHPITDVPDQVFSGKMMGDGFAILPSEGIVVSPVRGKILNV 
FPTKHAIGLQSDGGREILIHFGIDTVSLKGEGFTSFVSEGDRVEPGQKLLEVDLDAVKPN 
VPSLMTPIVFTNLAEGETVSIKASGSVNREQEDIVKIEK 
>P0A3G5 
MFDKKLLESSELYDKRYRNFSTLIILPLFILLVGGVIFTFFAHKELTVISTGSIEPTKIV 
AKIQSTNANPIIENNLKEGEAVKENSLLLKYNGTPEQTQLSELLTQKKQALDKKVQLDLL 
QRSLTNEKNEFPTADSFGYEKSFENYEAQVKSLEATIQKSNQAVEDQNKSTESQKQAIQN 
QVATLQQAIQNYSEIENAVSSGGGVSQDNPYLSQYNSYQAQQATLEADLKNQKNPDETAK 
QAAKSQEESLKSQFLSGLASSKDSLKSQIQSFNVQESSLTGSNAYDNSQSSQILTLKSQA 
LSASNKEMTDLNSTLTDLETKISLQKQDDQYSQVFAEQAGVLHVLPDILGMKKIPIGTPI 
AEIYPLLKSETQVNLTSYIPSTQISGMKVGQKVRFTVQQNLPQPEILTGIINQIDSAPTA 
FKEGNAYKVSATTTINAKDLPNIRYGLQGKTVTIIGKKTYFNYFLDKIMGRGNQ 
>P40411 
MAKKYALFIALILVVSYFSLTSGSFSVRPAELLSTLFQIDPNPQYEILLFDLRLPRVVMA 
AIIGLGLGIAGAVIQAITRNGLADPGILGINAGAGAGIVAFMLLFQGQKEVTSIAAAMGM 
PLFGLIGGLIAAILIYIFAWHRGNLDSGRIILVGIAINSGFSALSLFLSLKMDPQDYQMA 
MVWKNGSIWSANWTYITAVLPWMLLFIPILIGKSRLLDTIRFDEDTVRSLGISSNKEKTI 
LLVACVAIISACVSVAGSMAFVGLIAPHISRRLAGVEHRYILPLSGLIGMLLVISADFAG 
KLFFQPAEVPAASFWRSSEFLISYICFSSKKRGRMLERISFRTQSRQQEVHAVPPSFLQH 
RQRGISCCLRAGWQFFVPKPNRITRKRLSTAKAP 
>P46339 
MINNRENMSVSERLISSRQNRQLDEVRGRMIVTACALIMIAASVAITIFLGVKGLQSFLV 
NGVSPIEFLTSLNWNPTDSDPKYGVLPFIFGSFAVTILSALIAAPLGIAGPIFMTEIAPN 
WGKKVLQPVIELLVGIPSVVYGFIGLTVLVPFIAQFKSSGTGHSLLAGTIVLSVMILPTI 
TSISADAMASLPKSLREGSYALGATRWQTIRKVLVPAAFPTLMTAVVLGMARAFGEALAV 
QMVIGNTRVLPESPFDTAGTLTTIITLNMGHTTYGSVENNTLWSMGLVLLVMSFLFILLI 
RYLSSRRKV 
 


